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<210> 11943 
<211> 527 
<212> PRT 

<213> Homo sapiens 



<400> 11943 
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<210> 11944 
<211> 3558 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (202). . (1728) 
<400> 11944 

cataacaagc caaacgccag accgagagtg cctccgtgcg cgagtgoccg gtgtgtgcgo 60 
gccggcgaga gcaggggccc gcccggctcc ccgcccgccg cggcccgaac tcatgcagct 120 
ccgagcgagc gagcggcgcc cagcccagcg cctcggocga acccctccgc agcaggctgc 180 
otgctgtttc coggggagat catgaaacga ggtogcctto ocagoagcag tgaggattct 240 
gacgacaatg gcagcctgtc aactacttgg tcocagaatt cccgatccca gcataggaga 300 
agctcctgct ccagacatga agatcgaaag ccttcagagg tgtttaggac agacctgatc 360 
aotgcoatga agttgcatga ctcotaocag ctgaatccgg atgagtacta tgtgttggca 420 
gatccctgga gacaggaatg ggagaaaggg gtccaggtgc otgtgagccc ggggaccato 480 
cctcagcctg tggccagggt tgtgtctgaa gagaaatccc tcatgttcat caggcccaag 540 
aagtaoatog tgtcatoagg ctotgagcot cccgagttgg gctatgtgga catccggacg 600 
ctggctgaca gcgtgtgtcg ctatgaccto aatgacatgg atgctgcatg gctggaactg 660 
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accaatgaag aatttaagga gatgggaatg 
gtcctagagg aatttgagca gcgatgctac 
gaaggcctgg ggatcgaata tgatgaagat 
ggtgaggacg gcaatgagat ggtgttctgt 
tgttatggaa tcctcaaggt accagagggc 
gttcagccaa aatgtctgct gtgtccgaag 
ggaaccaagt gggtccacgt tagctgtgct 
ccagagaaga tggagcccat caccaaggtg 
gtgtgcagcc tctgcaatga gaagtttggg 
cgcacagcct tccatgtgac ctgtgctttt 
gcagagaatg atgaagtcaa gttcaagtcc 
cccgaggaga gtcttggcaa gggggctgca 
cggaatccgc tggagccctt tgccagcctt 
agtgtccgta agcagaagct gcagcagttg 
ctggatgttg ccagggctct gcggctgcct 
tggaagttga agaggaaggt caacttcaac 
gaggacaatc tagccaagcg ggagcaggat 
cacctgcggc aggacctgga gagggtaatg 
gaagaagatg caaagaggcg aacgctcgcc 
tctcagaccc ttgtacacac cacagcatga 
ggtaaactca ttgtacatat gtgcaaaact 
ttttttttta aaaacacttt cccattaatc 
gtcttcccca cccccattcc ttcattctag 
cccaaggagt tgactcagga tggtttacag 
ttctaatgga gggggccaga gatgggaaaa 
ggtgctggtg atgggcttat gaaggaagct 
tttcttgggt aattcacagg ggaattccca 
tgctgatgtg tgtgcatgag ctgtatgtac 
ctggcagtga ggtgctaagt catcactgag 
cgtgtccatc catgtctctg ttgtgtgtct 
acaggggtgt cagatctgtc tgaggagccc 
gtttgtcaca ctgagattgc tgaatgtcgt 
catttccttc tgctgtttgc tgcttttgtg 
ccgtctggac gtcccttcct gctacaggaa 
cctcctgctc cctgtaggta gtttctggct 
gcatcttcca catcaactcc cctggctgct 
aggtgggagt gaggttttct ggcctgaagc 
gaaacagtgt agggaaagac ctgggaaaca 
cctgcatggc cctgttagag atggcgtaga 
ccttttaata cacgactgag tgccagctta 
gattcctggg aaggccgcgg attccggccc 
tgaggctttt gtgctcccat acgccccctg 
acaactacat gtatgtgtgg catttttgtt 
ctggaatcct ggtaagaagc ctttatgcca 
agctatggag tcagatagtt gttgggaggg 
gtttgtctca caatcaccac aaaataaaag 
tttctgtact taagttactc agattaacat 
gtcatcactg tcgctgttta agtagaacaa 



cctgaactag atgaatacac catggagagg 720 
gacaatatga atcatgccat agagactgag 780 
gttgtctgtg atgtctgcca gtctcctgat 840 
gacaaatgca acatctgtgt gcaccaggcc 900 
agctggctgt gccggacatg tgccctgggg 960 
aagggtggag ctatgaagcc cacccgtagc 1020 
ctgtggatcc ctgaggtgag cattggcagc 1080 
tcacacattc ccagcagccg gtgggcgcta 1140 
gcctctatac agtgctctgt gaagaactgc 1200 
gaccggggcc tggagatgaa gaccatctta 1260 
tattgcccaa agcacagctc acataggaaa 1320 
caggagaatg gggcccctga gtgttccccc 1380 
gagcagaacc gggaggaggc ccaccgggtg 1440 
gaggatgagt tctacacctt cgtcaacctg 1500 
gaggaagtag tggatttcct gtaccagtac 1560 
aagcccctga tcaccccaaa gaaagatgaa 1620 
gtcttattta ggaggctgca gctgttcacg 1680 
attgacactg acaccttata gtgacttaga 1740 
cagagcaaga aatgatagcc agtcatatac 1800 
ggttgtgttg gttaaaaata tttatgggct 1860 
gctactgagt ggggagcttc tttgtggttt 1920 
tttactgttt tgtaagatca aatggggtgt 1980 
agctagagtg aatgagcccc aagaaaatga 2040 
actgatttag aaaaccagaa cggatttcat 2100 
tttcttgttc agtccgggga aacacaccta 2160 
aagcacggct gctcactggc ccccactttg 2220 
gtactgtcat ggagcagagc aggcagtggg 2280 
acatgcatat atctgttaca gaagatactc 2340 
gctgtgtgtg tgtgtgtgtg tgcgcgtgcc 2400 
gtgtgcgggt atgggtggga ttcctggtgg 2460 
cagtcatgct cagcacgcta cagatgtgtt 2520 
ggctgttggc tgccgagcct cagctgctgg 2580 
cctcccccac tttccatcac ctctggagtc 2640 
taatgaggcg tgggctgcct cccgctaggg 2700 
gaggcttgct aattggggat gcttcttaga 2760 
ggctaccgat taaattcatt agtgtgaaag 2820 
agtctgcact gaaaggtacc caagtggcct 2880 
ctggaccaaa aaagcctgat ctcatggaga 2940 
agtgaaagtc ttaaagggag cattagagat 3000 
tttgtgatgc cccttcccag accaggttag 3060 
tggaagaggc aggatcctgg agcagttttg 3120 
gtggtgagtg taaagaagac tttgcctctc 3180 
agagatgaga aaaggattga gaaggataaa 3240 
gcccgacacc tgctgtaatt ggggtgcatg 3300 
ggaggacaag aagtctattg tttggactgt 3360 
tgtagaaaat gcttgtggtg tactaactct 3420 
gcacttctaa ttctaaacat tttttttgga 3480 
tgccaacgat gtatgagaaa cagggaataa 3540 
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atcaggattt gtgtgtgt 3558 



<210> 11945 
<211> 509 
<212> PRT 

<213> Homo sapiens 
<400> 11945 

Met Lys Arg Gly Arg Leu Pro Ser Ser Ser Glu Asp Ser Asp Asp Asn 

15 10 15 

Gly Ser Leu Ser Thr Thr Trp Ser Gin Asn Ser Arg Ser Gin His Arg 

20 25 30 

Arg Ser Ser Cys Ser Arg His Glu Asp Arg Lys Pro Ser Glu Val Phe 

35 40 45 

Arg Thr Asp Leu 1 1 e Thr A I a Met Lys Leu H 1 s Asp Ser Tyr G I n Leu 

50 55 60 

Asn Pro Asp Glu Tyr Tyr Val Leu Ala Asp Pro Trp Arg Gin Glu Trp 
65 70 75 80 

Glu Lys Gly Val Gin Val Pro Val Ser Pro Gly Thr Me Pro Gin Pro 

85 90 95 

Val Ala Arg Val Val Ser Glu Glu Lys Ser Leu Met Phe Me Arg Pro 

100 105 110 

Lys Lys Tyr Me Va I Ser Ser G I y Ser G I u Pro Pro G I u Leu G I y Tyr 

115 120 125 

Va I Asp 1 1 e Arg Thr Leu A I a Asp Ser Va I Cys Arg Tyr Asp Leu Asn 

130 135 140 

Asp Met Asp Ala Ala Trp Leu Glu Leu Thr Asn Glu Glu Phe Lys Glu 
145 150 155 160 

Met Gly Met Pro Glu Leu Asp Glu Tyr Thr Met Glu Arg Val Leu Glu 

165 170 175 

Glu Phe Glu Gin Arg Cys Tyr Asp Asn Met Asn His Ala Me Glu Thr 

180 185 190 

Glu Glu Gly Leu Gly I le Glu Tyr Asp Glu Asp Val Val Cys Asp Val 

195 200 205 

Cys Gin Ser Pro Asp Gly Glu Asp Gly Asn Glu Met Val Phe Cys Asp 

210 215 220 

Lys Cys Asn Me Cys Val His Gin Ala Cys Tyr Gly Me Leu Lys Val 
225 230 235 240 

Pro Glu Gly Ser Trp Leu Cys Arg Thr Cys A I a Leu Gly Va I Gin Pro 

245 250 255 

Lys Cys Leu Leu Cys Pro Lys Lys Gly Gly Ala Met Lys Pro Thr Arg 

260 265 270 

Ser Gly Thr Lys Trp Val His Val Ser Cys Ala Leu Trp Me Pro Glu 

275 280 285 

Val Ser Me Gly Ser Pro Glu Lys Met Glu Pro Me Thr Lys Val Ser 

290 295 300 

His Me Pro Ser Ser Arg Trp Ala Leu Val Cys Ser Leu Cys Asn Glu 
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<210> 11946 
<211> 3268 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (17). . (3268) 

<400> 11946 

aatccaactc acGtccatgt toaaggatgt 
ggtggaaaaa gcattgagca tgttctcoaa 
ctatcagott otggttctct cctccaaggg 
agocttcttc agtgcactag ataagcagca 
ggatgttgtc actgtgccat caggtgaact 
cattgtgttt gccatoaaat tggactatga 
ggtaggacag oaaggagatt ocaataataa 
gtctgtaaca agaatacaaa gatttcagga 
tgtaaagagc tttaaggatc ttcaactcct 
tootoataga tcttatgttt caaooatgat 
ctgggaccat gttactcagg gcotcgtaga 



ccctctgact gcagaagagg tggaatttgt 60 
gatgaatctt caagaaatac cacctttggt 120 
aagoagaaag agtgttttgg aaggaatcat 1 80 
caatgaggaa cagagtggtg acgagctatt 240 
tcgtcatgtg gaaggcacca ttattctaca 300 
actaggcaga gaactcgtga aaoaottaaa 360 
cttaagtoco ttoagcattg ctcttcttct 420 
coaggtgctt gatcttttaa agacttcggt 480 
ccaaggctoa aaatttcttc agaatotagt 540 
cttggaagta gtgaagaata gcgttcatag 600 
acttggtttc attttgatgg attcatatgg 660 
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gccaaagaag gttcttgatg gaaaaactat 
aaaccagcat gcatgtaagc tcggagctaa 
gatgatcaga caagaaattt tggagcaggt 
tcccatcagt catttcttag acctgctttc 
tcaaagttgt tcttctaaag tcacagaagc 
gactgtacaa aggctgctta aggcagtgca 
agactgcttg atacttgtcc ttcggaaagc 
atctgcagtt gctgggtttt tgctgctcct 
atcctctcag tgcagtcagt ctctcagtgt 
ttacaattct gtcgccaatg aaactttttg 
cttaagccag caagctgatg ttcgactcac 
aaggaactct cagctggcta attcagtcat 
ctatgagcca aaacctgatc tgctgcctcc 
aggagataag atctctctac aagaaccact 
tttggcctgg tataagaata cagtcatacc 
ggaagaggca ttctacgaag acctagatga 
taagagtgag ctggaagact ttgaactgga 
tattggcata aaaaataata tctctgcttt 
agaatacaat ttctccataa gtagtttcag 
atttatgtgt tacaaaaaac tctctgacat 
taaaatggcG aacaagacaa gtgatagtct 
cactgctctt ttcagagtct tgctatggag 
gtcgggaaag aaagagaaag gaaagagcat 
aatattcagt gctgtgcaac agttctatca 
ggatgtcaca gataaggaag gagaagagag 
aacagcattc cagatccggc aatttcagag 
ggaagatttt aatagcaaag aagccctcct 
gttactggag ccctcctctc ctcagtttgt 
caaggaaaac agccgggagg atgccttgtt 
cctgcatgtt tcgtataaga gtcctgtcat 
cgggcatctg ggagatatag accaggatgt 
agtgaatttg agaacggctg cccccactgt 
ggttctagaa gaagtggact ggctaatcac 
cttatcagag gcctcttctc aggcaaccct 
catgcaactg ggaactctgc ttacattttt 
aggcagctgt gtggacacct tgttaaagga 
ccttgtcaga tattatctcc aggtgtgtca 
aaagctggtg aagctgtctg gttctcatct 
cgtacagaat aagagtaaga gcctgaacta 
cgttgccaca gccatggcca gagttcttcg 
tgccatagaa cagtatgaaa aatttctcat 
gatgcagcac atgaagctca gcacctcacg 
catggttctt cgagaggatg gcgaagatga 
gggacagaac aaagaaccag ccaagaag 



tgaaaccagc ccaagtcttt ctagaatgcc 720 
tatcctgttg gaiaactttta agatccatga 780 
cctcaacagg gttgttacca gagcatcttc 840 
aaatatcgtc atgtatgcac ccttagttct 900 
ttttgactat ttgtcctttc tgccccttca 960 
gccccttctc aaagtcagca tgtcaatgag 1020 
tatgtttgcc aaccagcttg atgcccgaaa 1080 
gaagaacttt aaagttttag gcagcctgtc 1140 
cagtcaggtt catgtggatg ttcacagcca 1200 
ccttgagatc atggatagtt tgaggagatg 1260 
gctttatgag gggttttatg atgttcttcg 1320 
gcaaactctg ctctcacagt taaaacagtt 1380 
tctgaaatta gaagcttgta ttctgaccca 1440 
ggattatctg ctgtgttgta ttcagcattg 1500 
cttacagcag ggagaggagg aagaggagga 1560 
tatattggag tccattacta atagaatgat 1620 
taaatcagca gatttttctc agagcaccag 1680 
tcttgtgatg ggagtttgtg aggttttaat 1740 
taagaatagg tttgaggaca ttctgagctt 1800 
tcttaatgaa aaagcgggta aagccaaaac 1860 
tttgtccatg aaatttgtgt ccagtcttct 1920 
atacacttca attcctactt cagtggaaga 1980 
ctcactgctg tgcttggagg gtttacagaa 2040 
gcccaagatt cagcagtttc tcagagctct 2100 
agaagatgca gatgtcagtg tcactcagag 2160 
gtccttgttg aatttactta gcagtcaaga 2220 
gctagtcacg gttcttacca gtttgtccaa 2280 
gcagatgtta tcctggacat caaagatttg 2340 
ttgcaagagc ttgatgaact tgctcttcag 2400 
tctgctgcgt gacttgtccc aggatatcca 2460 
agaggtggag aaaacaaacc actttgcaat 2520 
ctgtttactt gttctgagtc aggccgagaa 2580 
caagcttaag ggacaagtga gccaagaaac 2640 
accaaatcag cctgttgaga aagctatcat 2700 
ccacgagctg gtgcagacag ctctgccatc 2760 
cttgtgcaaa atgtacacca cacttacagc 2820 
gagctccgga ggaattccaa aaaatatgga 2880 
gacccccctg tgttattctt tcatttctta 2940 
tacgggagag aaaaaggaga aacctgctgc 3000 
ggaaaccaag ccaatcccta acctcatctt 3060 
ccacctttct aagaagtcca aggtgaacct 3120 
agacttcaag atcaaaggaa acatcctaga 3180 
aaatgaagag ggcactgcat cagagcatgg 3240 

3268 



<210> 11947 
<21iy 1084 



<212> PRT 








<213> Homo sapiens 








<400> 11947 
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Ser 


Gly Glu Leu 
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Lys Val Gly 


Gin Gin Gly 
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Gin 
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Thr 


Met 
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Va 1 


His 
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Thr 
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1 le 
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1 le 
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Ser Pro 1 1 e 
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Phe 
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Leu 


Gin 




290 
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Leu 
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Leu 


Lys Ala Val Gin 
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Leu 


Leu 
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1 le Leu Val 


Leu Arg Lys 



340 
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/\ 1 a u 1 u 
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1 11 

u 1 U 
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va 1 va 1 
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1 u 










1 o 
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n 1 n 
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1 1 1 
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oU 
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xlO 


u 1 u Leu 


Gly Arg 
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Leu 


va 1 Lys 


I uo 








1 1 n 




Asp oer 


Asn 


Asn 


Asn 


Leu 


oer rro 








\ zo 






va 1 1 nr 


Arg 


1 le 


(X 1 n 

u 1 n 


Arg 


rne u 1 n 
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u 1 n 


n 1 s 
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1 le 
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Val 
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270 
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Leu 
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Asn 


1 le Val 
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Ser Cys 


Ser 


Ser 


Lys 


Val 


Thr Glu 
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Pro Leu 


Gin 


Thr 


Val 


Gin 


Arg Leu 
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Ser 
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Ser 
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Ala Met 
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Ala 
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Leu Asp 
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350 
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Ala Arg Lys Ser Ala Val 

355 

Lys Val Leu Gly Ser Leu 
370 

Val Ser Gin Val His Val 
385 390 
Asn Glu Thr Phe Cys Leu 
405 

Ser Gin Gin Ala Asp Val 
420 

Va I Leu Arg Arg Asn Ser 
435 

Leu Ser Gin Leu Lys Gin 
450 

Pro Leu Lys Leu Glu Ala 
465 470 
Leu Gin Glu Pro Leu Asp 
485 

Ala Trp Tyr Lys Asn Thr 
500 

Glu Glu Glu Glu Glu Ala 
515 

Ser Me Thr Asn Arg Met 
530 

Asp Lys Ser Ala Asp Phe 
545 550 
Asn Me Ser Ala Phe Leu 
565 

Tyr Asn Phe Ser I le Ser 
580 

Leu Ser Leu Phe Met Cys 
595 

Lys Ala Gly Lys Ala Lys 
610 

Leu Leu Ser Met Lys Phe 
625 630 
Val Leu Leu Trp Arg Tyr 
645 

G I y Lys Lys G I u Lys Gly 
660 

Leu G I n Lys 1 1 e Phe Ser 
675 

Gin Gin Phe Leu Arg Ala 
690 

Arg Glu Asp Ala Asp Val 
705 710 
Arg Gin Phe Gin Arg Ser 
725 



Ala Gly Phe Leu Leu 
360 

Ser Ser Ser Gin Cys 
375 

Asp Val His Ser His 
395 

Glu Me Met Asp Ser 
410 

Arg Leu Thr Leu Tyr 
425 

Gin Leu Ala Asn Ser 
440 

Phe Tyr Glu Pro Lys 
455 

Cys 1 1 e Leu Thr G I n 
475 

Tyr Leu Leu Cys Cys 
490 

Val Me Pro Leu Gin 
505 

Phe Tyr Glu Asp Leu 
520 

1 1 e Lys Ser G I u Leu 
535 

Ser Gin Ser Thr Ser 

555 

Val Met Gly Val Cys 
570 

Ser Phe Ser Lys Asn 
585 

Tyr Lys Lys Leu Ser 
600 

Thr Lys Met Ala Asn 
615 

Val Ser Ser Leu Leu 
635 

Thr Ser lie Pro Thr 
650 

Lys Ser Me Ser Leu 
665 

Ala Val Gin Gin Phe 
680 

Leu Asp Val Thr Asp 
695 

Ser Val Thr Gin Arg 
715 

Leu Leu Asn Leu Leu 
730 



Leu Leu Lys Asn Phe 
365 

Ser Gin Ser Leu Ser 
380 

Tyr Asn Ser Val Ala 
400 

Leu Arg Arg Cys Leu 
415 

Glu Gly Phe Tyr Asp 
430 

Val Met Gin Thr Leu 
445 

Pro Asp Leu Leu Pro 
460 

Gly Asp Lys I le Ser 
480 

Me Gin His Cys Leu 
495 

Gin Gly Glu Glu Glu 
510 

Asp Asp 1 1 e Leu G I u 
525 

Glu Asp Phe Glu Leu 
540 

Me Gly Me Lys Asn 
560 

Glu Val Leu I le Glu 
575 

Arg Phe G I u Asp 1 1 e 
590 

Asp 1 1 e Leu Asn G I u 
605 

Lys Thr Ser Asp Ser 
620 

Thr Ala Leu Phe Arg 
640 

Ser Val Glu Glu Ser 
655 

Leu. Cys Leu Glu Gly 
670 

Tyr G I n Pro Lys I I e 
685 

Lys Glu Gly Glu Glu 
700 

Thr Ala Phe Gin I le 
720 

Ser Ser Gin Glu Glu 
735 
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Asp Phe Asn Ser Lys Glu Ala Leu Leu Leu Val Thr Val Leu Thr Ser 

740 745 750 

Leu Ser Lys Leu Leu Glu Pro Ser Ser Pro Gin Phe Vial Gin Met Leu 

755 760 765 

Ser Trp Thr Ser Lys lie Cys Lys Glu Asn Ser Arg Glu Asp Ala Leu 

770 775 780 

Phe Cys Lys Ser Leu Met Asn Leu Leu Phe Ser Leu His Val Ser Tyr 
785 790 795 800 

Lys Ser Pro Val Me Leu Leu Arg Asp Leu Ser Gin Asp Me His Gly 

805 810 815 

His Leu Gly Asp 1 1 e Asp G I n Asp Va I Glu Va I Glu Lys Thr Asn H i s 

820 825 830 

Phe Ala II e Va I Asn Leu Arg Thr Ala Ala Pro Thr Va I Cys Leu Leu 

835 840 845 

Val Leu Ser Gin Ala Glu Lys Val Leu Glu Glu Val Asp Trp Leu lie 

850 855 860 

Thr Lys Leu Lys Gly Gin Val Ser Gin Glu Thr Leu Ser Glu Ala Ser 
865 870 875 880 

Ser Gin Ala Thr Leu Pro Asn Gin Pro Val Glu Lys Ala Me Me Met 

885 890 895 

Gin Leu Gly Thr Leu Leu Thr Phe Phe His Glu Leu Val 6ln Thr Ala 

900 905 910 

Leu Pro Ser Gly Ser Cys Val Asp Thr Leu Leu Lys Asp Leu Cys Lys 

915 920 925 

Met Tyr Thr Thr Leu Thr Ala Leu Val Arg Tyr Tyr Leu Gin Val Cys 

930 935 940 

Gin Ser Ser Gly Gly I le Pro Lys Asn Met Glu Lys Leu Val Lys Leu 
945 950 955 960 

Ser Gly Ser His Leu Thr Pro Leu Cys Tyr Ser Phe Me Ser Tyr Val 

965 970 975 

Gin Asn Lys Ser Lys Ser Leu Asn Tyr Thr Gly Glu Lys Lys Glu Lys 

980 985 990 

Pro Ala Ala Val Ala Thr Ala Met Ala Arg Val Leu Arg Glu Thr Lys 

995 1000 1005 

Pro 1 1 e Pro Asn Leu 1 1 e Phe Ala Me Glu Gin Tyr G I u Lys Phe Leu 

1010 1015 1020 

Me His Leu Ser Lys Lys Ser Lys Va I Asn Leu Met Gin His Met Lys 
1025 1030 1035 1040 

Leu Ser Thr Ser Arg Asp Phe Lys I le Lys Gly Asn I le Leu Asp Met 

1045 1050 1055 

Val Leu Arg Glu Asp Gly Glu Asp Glu Asn Glu Glu Gly Thr Ala Ser 

1060 1065 1070 

Glu His Gly Gly Gin Asn Lys Glu Pro Ala Lys Lys 
1075 1080 



<210> 11948 
<211> 3591 
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<212> DNA 

<213> Homo sapiens 

<400> 11948 

gctagaatgc actgtctttg aagcattgag 
ttcctggatc ttggacttcc cagcctcata 
catccacttc ctggcctggt agagoggaga 
cccctaaggc tgctagtcgc acccatctct 
agaatggaag tgagatttgg ccccggtcat 
atagaagtta acgcagatat ggggotgcca 
tagataaaag tttcagttac ctgaggtcaa 
gctgaaccat cggtgaaaag gaggccaagc 
agccaatgtg acactcaggt gagttagcct 
agatgcatca ggatcttctg gtaagtgtgc 
gtctgtcaaa tcagaatatt ctaaggaagc 
cctaaataca cttcatgggc tgccagattt 
tgaagacaot taaatgtgoc aaaagcttct 
cccatccatc aaccaaacat gtgccagtat 
gtggtgggtg caaagataaa tgatcaatgt 
atgaatgaag tataaataat aaaagatgtg 
atatacttat tocagattgt ggcagaagac 
tgaattcocc ttcagatcca tctctaaatc 
agataccaat cctatggatt tctatagttt 
agttatgtgg ctgcttccat gttttactta 
gcatcttaat catcaccttt tcccccacct 
ctgccattgg tgctoaataa acattgaaga 
aagggacaca gtgggtgtaa gcgtggggtg 
cctagaattt gaatcaaatt tgggctttag 
gaagcatcct ttgttcacaa aaaagttaga 
agtgtgggag aggtaatttt atatgtaaac 
agacaattat tccctttgca gtttoatttc 
tgaattgggt gctagtattt taacacttct 
tttttaattg acaaataata attgtgtata 
gttattctgt gatgtcttga cctgtgtgta 
ccagccatcc ccaacctttt tggcaccagg 
agatggttgg gggatgattt tgggatggaa 
ttctcataag aagcatgcaa cgtagatocc 
gttctatgag aatctaatgc tgccactgat 
ctttttcacc tgctactgac ttcctgctgt 
gtaccagtoo atagoctggg gcttgaggao 
aattgcctaa tgatacattt ctoagaatgt 
tgtgtatttt tatatatagc taaatgtggc 
gggataggtg ggcaagtttc taaaacacga 
ccttccatga otccctgttg ttcataaccg 
ctagcttaga gatgtctacg cctggctgct 
acatggggct tcagtaagaa tgaaatttcc 
aaggotcaag cctggagacc ocoottottg 
ctattcatcc ttccagagcc ttotctggga 



caggccctca ccagacaoca aatctgctgg 60 
actaggcatc acaaatctcc gagaggaacg 120 
gcagaggtgg gocoaggagt ccaagaactt 180 
tgagcagaga cccaagaggg caggacagga 240 
gttttccaaa gtgctgacat caggaaaata 300 
ctgaggagag agaagaotga aagaagoata 360 
ccttggtotg aaattagatt atctgagtag 420 
atctcaaaaa taggacacgt gagagtatgg 480 
tatgatccct aagcatgcag tccttggacc 540 
taaaatatag gctaotgaga cccaccctat 600 
aggtcccagg gaatatatat tttaaagctc 660 
gggaatcgca ggattaggta gotaoctaaa 720 
ctttcaccca tccatttatc catctattca 780 
ctggtatttg cttcatgacc tgctactgct 840 
tctcaaagag tcaatagtot aagagaatgg 900 
ctatgaagta ogatgggggt coagaaaagt 960 
tctggagagg tttcgtttta tataatggoa 1020 
aagcttcacc tacttctgac tgtttgtgtt 1080 
tctggaatta ctttttacac actacagtag 1140 
gaagctgaga gcttgataaa agtgaaggct 1200 
cctagctagg gtctggctct gcctaagcag 1260 
agttgggttg ttgcactggt tatgcaaaga 1320 
gggagcaaag ctgggacoaa tcatggaaca 1380 
tttttaggca atgagcctaa gacaattttg 1440 
aatggtgaga actagggcag tctatcacaa 1500 
tattataaat cacatttgag ttatgaagtg 1560 
attctgtcta attatttoag ggagacattc 1620 
ctaacacttt ctctttttaa attttgttta 1680 
tttatggggt acattgggca tggagggtgg 1740 
cattgtaaca ottctotaat actttctaat 1800 
aaccagtttt gtggaagacg atttttccac 1860 
ctattccacc tcagatcatc aggcattaga 1920 
tcacatatac agttcacaat agggttcatg 1980 
otaacaggag gcagagctca gctgataatg 2040 
gttgcccagt toctaacggg ccatagactg 2100 
ccctgctcta tgatgtctat acaaoaataa 2160 
atacccatca ttaagtgaca catggotgct 2220 
tagattagat gtgatatctc tttggatgca 2280 
aactaactgt gtcttttctc tgcttaagaa 2340 
gataaattct aagotgocta actoagaatt 2400 
cccaacagtt agtctoatgt cctgtctcaa 2460 
aaggagaatt ttatattctg catgccttta 2520 
cctotcttac ccttttoacc agggoaccct 2580 
agtcctttcc caaagcccac ttcooagcct 2640 
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aagcttagtg ctatttctgt agatacccag aaacacatca actatatgta cagtttaccc 2700 
tagtatgtca aagttatagt tactgcctta ggagggattt tgagcttttc atctttatta 2760 
ctcgggcttc tgctactgtg tcaagcaggt agttgacact caacaaatgt ttgtttagcc 2820 
taactcagca gaacacatgg agtgtgttca catggagtaa cctgattttg cttagtctgc 2880 
aacatttctt gcatgcatcc cctgcttgca gtctcaatta cagtcatcct gtttcagttt 2940 
tcttaacttg tcactccctt cctctgataa cttttgccat acctctgtat aacatggcct 3000 
actttttgaa aaagattttt ttacattcac ctacatttgt ctcaaatttt tttttaaaag 3060 
aaactttgta ttactaccgt cattgaaaac cttcatcact tggcacaaaa gaaagtttaa 3120 
aaaatacaac aaaagacatt ctactaaatt ctggctagac aaccttgcct gctctagtag 3180 
atgcactgag accattaatg aatctttcat cccaccttgt gtcatattct ttgccacatg 3240 
actttgggtc tccctcacta ctaggcaagt tcctgtctcc atctcttgat tctgaattca 3300 
gccataatac ttgctctccc caatgttgtt ttagcagatt tgacacatac agaagcgtga 3360 
aaaactcttg tgtgactggg atagctcctc tgcaatgaga acatgcctgg gataatgtac 3420 
tgaaaagatg tgagaaatac atgaagcaga gtccagtcat cccagccaag aaccagctgt 3480 
gaatgtaacc gcatgacttt gaggcaagtc cagaccaaga acaaagaacc actggtctta 3540 
aagacagacc tgcagattcc tgagctaaat aaaagtttat tgttgaaagg c 3591 



<210> 11949 
<211> 3017 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (220) . . (2058) 
<400> 11949 

ggaaatctag ttcgggaaaa gtgtgagggg ctcttcacgt ggggaaggaa cagcaggcgc 60 
ggaggagggg gcaagcgtgt gtgagattca gtggtccatg cgtgcgtttg tcgtgtgctg 120 
gtgattgggt gtggcaaotc agaactgagt gagcaactgt atgatgtggg ctatcgggat 180 
atagtgaaca tcgacatcag tgaggttgtc atcaagcaaa tgaaggaatg taatgccacc 240 
cgacggcccc agatgagctt cttgaagatg gacatgacgc agatggagtt tcctgatgcc 300 
tcgttccagg tggtgttgga caagggoaco ctggatgctg tcctgacaga tgaggaagag 360 
aagaccttac aacaggtgga caggatgctg gotgaggttg gccgtgtcct gcaggtgggc 420 
ggtcgctatc tctgcatctc cctggctcag gctcaoatcc tgaagaaagc agtgggccac 480 
ttctcccggg aggggtggat ggtgagggtg caccaagtgg ccaacagcca ggaccaggtg 540 
ttggaagcag agcctcagtt otccttgcct gtctttgcct tcatcatgac caagttcagg 600 
ccagtccctg gctctgccct tcagatcttt gagctgtgtg ctcaggagca gcgcaagcct 660 
gtgcggctgg agagtgccga gcggotggcc gaggcggtgc aggajgogaca goagtatgcc 720 
tggctgtgoa gccagctgcg ccgcaaggcc aggotgggga gtgtgtctct ggaottgtgc 780 
gatggggaca cgggggagcc acgctaoacc ctccacgtgg tggacagccc cactgtgaaa 840 
ccatcgcggg acaatcattt tgcgattttc atcatccctc agggccggga gaccgagtgg 900 
ctctttggca tggatgaggg ccggaaacag otggcggcca gtgctggctt caggaggttg 960 
attacagtgg cccttcaccg aggtcagcag tatgaaagca tggaccacat ccaagctgag 1020 
ctgtcggcta gagtcatgga gctggcccca gctgggatgc ccacccagca gcaggtcccc 1080 
tttctgtctg tgggtgggga cattggggtc cggaccgttc agcaccaaga ctgoagcccc 1140 
ttgagcggtg actatgtcat tgaggatgtg caaggggatg acaagcgata cttccgtcga 1200 



-5512/13211- 



ctgatcttcc tcagcaacag gaatgtggtg 
tctcacaaag cccagaagaa gcggaaaaag 
gaggacctcc ctgcagcccc ggggcagtcc 
cacaaagcca tgatcgctgg ccttgccctg 
ccactggcat tgttggtggt aggcctgggc 
caatttccaa agtcctgcat tgatgctgtg 
acccagtggt ttggcttctc ccagagtgac 
gactatatcg ccagcttggc aggaggagga 
tttgatgttg acagtaagga cccaacactg 
gagcaatctt ttctacagaa ggttaaaagc 
aaccttgtgt gccgagactt ggggctaaaa 
ttccccctcc tatatgtccg gcgaattgag 
ctgcaccctg agcaaaaact tgccacacca 
cggaccctga ggaagcctgg gaggggttgg 
aagacggtga aaattgtgtg actgcttagg 
ggactcccag cctgccagag aatgaagaaa 
tttttcttgg tttcacactc agctacatgt 
ttagggaaaa taaaaatgtc cttcccatct 
gtctttgctt cctacaccac gtccttgagt 
ctgcatgcct taacaagtgt gtgcaagccc 
cgtctctact tatactggtt tgcttttgat 
ctcaagtgag atagcagagc aagatgccaa 
atgtgagaca gatttgagag agcatttact 
aatggttcca atttttagga atctgcttac 
gacccaaacc ttgtagccta agccatttgt 
tggccccatg gctttgcatg ttagagacct 
tcacatttgc tgagtgacag ctatgtgcca 
aatgtttaag aatgaccaaa aacattagta 
taagtggttt acatgcactg tctcatttaa 
atatctaaac ccaaatctca cttggctgga 
attaaaccaa tgattcc 



cagtccgaag ccaggttgct gaaggatgtg 1260 
gacaggaaga agcagcggcc tgctgatgcg 1320 
attgataaga gttacctgtg ttgtgaacac 1380 
ctgagaaacc cagagctact cctagagatc 1440 
gggggcagcc tccccctctt tgtccacgat 1500 
gagatcgatc cctccatgtt ggaagtggcc 1560 
cgaatgaagg tccacattgc agatggcctg 1620 
gaagcacggc cttgctacga tgtcataatg 1680 
ggaatgagtt gtccgccccc agcatttgtg 1740 
atcttgactc ctgaaggtgt ttttattctc 1800 
gactcagtgc tggctgggct caaggcagtg 1860 
ggtgaagtga atgagatcct gttctgtcag 1920 
gagctcctag aaacagccca ggctttggag 1980 
gatgacacgt atgtcttgtc agatatgctc 2040 
ccaagcagcc ctcctgccta gactgacctt 2100 
tacaacgcac agtacttttg aagcttcgta 2160 
gacctccagc ttggtgaggt tgcctgaaga 2220 
tgtcctcttc agtaccactt gggttggttt 2280 
ggagttccct gctgaagccc ctagcacaca 2340 
ctcagaactc aagacatcca aattttattg 2400 
ttattcctct attagttcta taggagtgat 2460 
aagaccataa atagagtaag gtttctatag 2520 
ctgtctccct gtggatgaaa ctgctgctga 2580 
ccacttcatt atttgacagc tttccttggt 2640 
ctttttctca gtggagggag tgtatggacc 2700 
ggcagactaa agtctctagt gtttgtttgc 2760 
gactgcataa agggtggtgg cagaagtgaa 2820 
atgaaagtta atgtgttcca ggcattcttc 2880 
tctgagataa aggatactta agcccaaact 2940 
aacatcaatc ttaaccattt attcagaacc 3000 

3017 



<210> 11950 
<211> 613 
<212> PRT 

<213> Homo sapiens 
<400> 11950 

Met Lys Glu Cys Asn Ala Thr Arg Arg Pro Gin Met Ser Phe Leu Lys 

1 5 10 15 

Met Asp Met Thr Gin Met Glu Phe Pro Asp Ala Ser Phe Gin Val Val 

20 25 30 

Leu Asp Lys Gly Thr Leu Asp Ala Val Leu Thr Asp Glu Glu Glu Lys 

35 40 45 

Thr Leu Gin Gin Val Asp Arg Met Leu Ala Glu Val Gly Arg Val Leu 

50 55 60 

Gin Val Gly Gly Arg Tyr Leu Cys lie Ser Leu Ala Gin Ala His Me 
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<210> 11951 
<211> 2783 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (17), , (676) 

<400> 11951 

atotttaaca tttgggatgo tgccocaogc 
ctctgacgtc tcoagoatot cGcaooooac 
ctttctgcag cctctctcoG ctcccaagac 
cggcagcaga gagctggtcg cccaccaccc 
ggcggggcgg tacgtggtgg tggctgagag 
cogogoagcc oogggoootg cttacgagga 
ggtgccctcc Ggoagccgoa tcgtgcggac 
ggggctcagc aaggccgccg tgtccgagga 
cGggagcacc GgGGCGGaot GaotggaGGg 
GGttgggaga gagggcttcg gaogagocGt 
tgtgGtgGgg agatcgcctg atggggGGCG 
gatoatcagG oaggtgtaao totgogoGGo 
tgggctgaga ccGccGGacc OGtgagtgGC 
GgatgaoGtg gagGtgagao ottttattat 
ctgaoGtaag gatttatata tgtggattgt 



cgcctgGGaG tGGtgGtoag aagacagtgg 60 
ttcgGGgggG agcagoagGG Gogaoatoto 120 
GOatGgtCaG GgGggggGGt gggtCGoagc 180 
oaagctaotg ctgOGgootg gctatttoGG 240 
ccccGtgccg CGtggcgagt gggagctgGg 300 
ggagggoaot GGCctgGgGt aooagGgtot 360 
gGGGtGGGtg aaggaoagGG Gggoaggoog 420 
gGtoaagtgg tggoaogagc gtgcaGgcGt 480 
GoaaggagGt ttoogggtca ggagoctgoc 540 
gggaocGCgg goacaggtgc CGacagtttg 600 
tgtgcaagtG tttgtaoGtg aaaaaggaga 660 
aogctggaaa aaaotgtttc atagaggggc 720 
tctttcagct cccccatccc catcgcaggc 780 
ttttttttta cacgaotttt ttcagaagoc 840 
octcaatacc cctgtgatat gattatgttt 900 
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tatcccccag agtttggcct actggactta 
tctccttata taagacaagt ggcaggggac 
tctccaacgc tctgtgctct ggttctaaga 
tgtcccacta ttgctggagg ctggacatgg 
ttcccaggtc tctgggtacc ccagcctggg 
tgtgctctgt gatgcacaca ccaagtggta 
ttgtcttgct agaccctgct attttcctga 
ctataccctg tctatgccct gtgggctccc 
cagtttgtag cctcaggggg tctggctggg 
cagccaccct ttgacagcta cctctgggca 
ctaacatttt gtttgttttt gagatggagt 
agcaagattt cggctcactg caacccccgt 
gccttccgag tagctgggat tacaggcaag 
agtagagatg gggtttcatc atgttggcca 
tccacctgcc ttggcctttc aaagtgctgg 
cttctaacgt tttttcatca tagtcccaaa 
gcaccacttt tgtggcatgt tctggttggg 
cagctatgct tctgctctga gaaggtggtt 
aagggctgat gagatgctga attttctttg 
gactggagca agtctggaag ctgcctgtgc 
tcctagggcc ttctttgctt ccaggtcagg 
tgaggctagg agaggtaggg agagctgagt 
cccatgttac ctggactgga acagactgtg 
gtctgaccta gaagaggcac agttctctct 
caagggtgcc aagggaagac ccaggatggc 
aggctgaagg gatgcacctg gcatttctct 
aacttttggg cctactctgc cccccatgcg 
cggtttgtct ctaagcccct ttctccaggg 
taactggagc ccagagtgcc ttgttctgag 
acctaagcgt cctttacatt aacttattgg 
tggctgtgtc ctcagctaca gagctggaat 
aaagtctgtt ttttgtgatt ggc 



aggccttgcc tgtctgactg acagcctcta 960 
gagtgaagca gagtgagcca ccttgggagt 1020 
aattccctgg ggaactgccc ctggccctcc 1080 
tacatactca tgcacatgac tctcccccat 1140 
ctgggggaga atctcttccc ccttttctaa 1200 
ggtcaaaggt cagtatatcc cggtggtgta 1260 
ccccctaaat cctctttagg gacccagtca 1320 
agacccctga gctttgagtc agtggcatca 1380 
ggctggtcca tgcttgtggt tagtggacag 1440 
tctcaagggc ttgcagcccc actgctcctt 1500 
ctcgctctgt cgcccaggct ggaatgctgt 1560 
ctcccgggtt caagcgaatc tcctgcctca 1620 
caccaccatg cctgctaatt ttttattttt 1680 
ggctggtctc gaactcctga cctcaagtga 1740 
gattacaggc atgagccacc gcacctggcc 1800 
aaccaatact ttacaagtgg ttttggaaag 1860 
agagggagtc acagttccta ctccccccac 1920 
atttatacaa acatggacat actcactccc 1980 
ggggcattca ttaattgtcc cagctgcagc 2040 
taagaccacc cagctgtccc tgggttctca 2100 
ggacctgctt caatgagaaa gcaactgaat 2160 
tctgacttca cctgtgcaga actctctgcc 2220 
aatatagcag aaggttccaa gaactctggt 2280 
actggaaaga aaacgatgta gccgattgca 2340 
ccatcaaagg aacctggggg aggatgcagg 2400 
cactgtgctc ttaccgcatc agcaaccccc 2460 
tgaataccct gcttggatgc tgtgcttttc 2520 
catgttggtt tccctggcct ctcagtgtcc 2580 
ccaggagacg gctgagcact ggccctccac 2640 
tcttgtataa cacctggtgc cattgccaag 2700 
tgtgtggggt ttagtgctaa atacttcaat 2760 

2783 



<210> 11952 
<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 11952 

Met Leu Pro His Ala Ala Cys His 

1 5 
Asp Val Ser Ser Me Ser His Pro 
20 

Asp 1 1 e Ser Phe Leu G I n Pro Leu 
35 40 
Arg Gly Ala Trp Val Pro Ala Gly 
50 55 



Ser Cys Ser Glu Asp Ser Gly Ser 

10 15 
Thr Ser Pro Gly Ser Ser Ser Pro 

25 30 
Ser Pro Pro Lys Thr His Arg His 
45 

Ser Arg Glu Leu Val Ala His His 
60 
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<210> 11953 
<211> 2802 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (230). . (1258) 
<400> 11953 

tttctatgac ccagagggtg ggtccatcac tcaagtagcc agagttgtca tcgagagaat 60 
cgcacggaag ggtgaacaat gcaatattgt acctgacaat gtcgatgata ttgtagctga 120 
octggctcoa gaagagaaag atgaagatga cacccctgaa acctgcatct actccaactg 180 
gtccooatgg tccgoctgoa gotootocac ctgtgacaaa ggcaagagga tgcgacagcg 240 
catgctgaaa goacagctgg acctcagcgt cocctgccct gacacccagg acttccagcc 300 
ctgcatgggo cctggctgca gtgacgaaga oggotccacc tgoaccatgt ccgagtggat 360 
cacctggtcg coctgcagca totootgogg catgggcatg aggtcccggg agaggtatgt 420 
gaagoagtto coggaggacg gctoogtgtg cacgctgccc actgaggaaa cggagaagtg 480 
cacggtcaac gaggagtgct ctcccagcag ctgcctgatg accgagtggg gcgagtggga 540 
cgagtgoagc gccacctgcg goatgggcat gaagaagcgg caccgoatga tcaagatgaa 600 
occcgoagat ggotccatgt goaaagccga gaoatcacag gcagagaagt gcatgatgcc 660 
agagtgcoac accatcccat gcttgctgto cccatggtcc gagtggagtg actgcagcgt 720 
gacctgcggg aagggcatgc gaaccogaca gcggatgctc aagtotctgg cagaacttgg 780 
agactgoaat gaggatctgg agcaggtgga gaagtgcatg ctcoctgaat gcoooattga 840 
otgtgagctc accgagtggt ccoagtggtc ggaatgtaao aagtcatgtg ggaaaggcca 900 
cgtgattcga acccggatga tccaaatgga gcctcagttt ggaggtgcac cctgcccaga 960 



m 
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gactgtgcag cgaaaaaagt gccgcatccg aaaatgcctt cgaaatccat ccatccaaaa 1020 
gctacgctgg agggatgccc gagagagccg gcggagtgag cagctgaagg aagagtctga 1080 
aggggagcag ttcccaggtt gtaggatgcg cccatggacg gcctggtcag aatgcaccaa 1140 
actgtgcgga ggtggaattc aggaacgtta catgactgta aagaagagat tcaaaagctc 1 200 
ccagtttacc agctgcaaag acaagaagga gatcagagca tgcaatgttc atccttgtta 1260 
gcaagggtac gagttcccca gggctgcact ctagattcca gagtcaccaa tggctggatt 1320 
atttgcttgt ttaagacaat ttaaattgtg tacgctagtt ttcatttttg cagtgtggtt 1380 
cgcccagtag tcttgtggat gccagagaca tcctttctga atacttcttg atgggtacag 1440 
gctgagtggg gcgccctcac ctccagccag cctcttcctg cagaggagta gtgtcagcca 1500 
ccttgtacta agctgaaaca tgtccctctg gagcttccac ctggccaggg aggacggaga 1560 
ctttgaccta ctccacatgg agaggcaacc atgtctggaa gtgactatgc ctgagtccca 1620 
gggtgcggca ggtaggaaac attcacagat gaagacagca gattccccac attctcatct 1680 
ttggcctgtt caatgaaacc attgtttgcc catctcttct tagtggaact ttaggtctct 1740 
tttcaagtct cctcagtcat caatagttcc tggggaaaaa cagagctggt agacttgaag 1800 
aggagcattg atgttgggtg gcttttgttc tttcactgag aaattcggaa tacatttgtc 1860 
tcacccctga tattggttcc tgatgccccc ccaacaaaaa taaataaata aattatggct 1920 
gctttattta aatataaggt agctagtttt tacacctgag ataaataata agcttagagt 1980 
gtatttttcc cttgcttttg ggggttcaga ggagtatgta caattcttct gggaagccag 2040 
ccttctgaac tttttggtac taaatcctta ttggaaccaa gacaaaggaa gcaaaattgg 2100 
tctctttaga gaccaatttg cctaaatttt aaaatcttcc tacacacatc tagacgttca 2160 
agtttgcaaa tcagttttta gcaagaaaac atttttgcta tacaaacatt ttgctaagtc 2220 
tgcccaaagc ccccccaatg cattccttca acaaaataca atctctgtac tttaaagtta 2280 
ttttagtcat gaaattttat atgcagagag aaaaagttac cgagacagaa aacaaatcta 2340 
agggaaagga atattatggg attaagctga gcaagcaatt ctggtggaaa gtcaaacctg 2400 
tcagtgctcc acaccagggc tgtggtcctc ccagacatgc ataggaatgg ccacaggttt 2460 
acactgcctt cccagcaatt ataagcacac cagattcagg gagactgacc accaagggat 2520 
agtgtaaaag gacattttct cagttgggtc catcagcagt ttttcttcct gcatttattg 2580 
ttgaaaacta ttgtttcatt tcttctttta taggccttat tactgcttaa tccaaatgtg 2640 
taccattggt gagacacata caatgctctg aatacactac gaatttgtat taaacacatc 2700 
agaatatttc caaatacaac atagtatagt cctgaatatg tacttttaac acaagagaga 2760 
ctattcaata aaaactcact gggtttttca tgtctttaag ct 2802 



<210> 11954 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<400> 11954 

Met Arg Gin Arg Met Leu Lys Ala Gin Leu Asp Leu Ser Val Pro Cys 

1 5 10 15 

Pro Asp Thr Gin Asp Phe Gin Pro Cys Met Gly Pro Gly Cys Ser Asp 

20 25 30 

Glu Asp Gly Ser Thr Cys Thr Met Ser Glu Trp I le Thr Trp Ser Pro 

35 40 45 

Cys Ser I le Ser Cys Gly Met Gly Met Arg Ser Arg Glu Arg Tyr Val 

50 55 60 

Lys Gin Phe Pro Glu Asp Gly Ser Val Cys Thr Leu Pro Thr Glu Glu 
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65 


70 


7*1 




ftO 
ov/ 


Thr n 1 II 1 


ri\/<5 Thr Vfl 1 A^n 

wyo 111! vai noil 


Gill Gill GvQ ^pr Prn 
UIU UIU uyo ocr r ■ u 


Ci^r ^pr 
ocr ocr 


C^\i^ 1 oi 1 

V/yo i_cu 




85 


90 




Q5 


Met Thr Glu 

nic L 1 f If u 1 u 


Trn filv Ghi Trn 
if|j uiy uiu I'M 


Acn Gill Ovc Qpi^ A 1 SI 
nop u 1 u v/yo ocr m i cl 


Thr* Pve 
1 rir V/yo 


G 1 v Mpi- 
u i y Ific L 




100 


105 


110 

i 1 V/ 




u 1 y iiic L o 


i_yo Ml g n 1 o fti g 


Mp-h 1 1 P 1 vc MpI- Acn 

lilC L 1 IC l-yo inc L Moll 


Prn A 1 9 
r r U Mia 


Aon ^ 1 1/ 

Mop u 1 y 


IIS 

1 1 VP 




120 
1 ^u 


125 




^pr Mpi" C.\i<i 


1 uc Ala niiic'Thr' 
i-yo nia uiu iiir 


Cpf n 1 n Ala n 1 1 1 1 %/c 
ocr u 1 11 ni a uiu i-yo 


V/yo lilcT. 


Mpi- Prn 
lilCL 1 1 O 


130 


135 


140 
1 *tu 






Gill Ov<; Hi<% 
u 1 u vyo 11 1 o 


Thr 1 1 p Prn Hvq 
Mil 1 ic 1 lU oyo 


1 PII 1 PII ^Pr* Pr*n Tr*n 
i-cu i-cu ocr r^r u i r |j 


^pr Gill 
ocr u i u 


Trn Qor* 

1 r p ocr 


145 


150 


1 55 




160 

1 \3\J 


A^n Hv^ Spr" 


Va 1 Thr Cv<; G 1 v 

vai iiii v/yo viiy 


1 VQ G 1 V Mpt Aro* Thr 
1— y o u 1 y ific L r\i ^ 1 [ If 


Ara G 1 n 
Mr g u i 1 1 


Aro- Mpi- 

Ml g ITIC L 




165 


170 




175 
1 / o 


1 Pii 1 \/c ^Pr* 


1 pt 1 Ala ^ 1 1 1 1 PI 1 
1— cu ni a uiu I-CU 


G 1 \/ Acn rix/c Acn 1 1 1 
u 1 y Mop \/yo Moil u i u 


Aon 1 Ai 1 
Mbp LcU 


Gill Gin 
u 1 u u 1 n 




180 


185 

1 WW 


1Q0 




V;) 1 n 1 II 1 V<: 
w a 1 VI 1 u 1— y o 


C.\f<i Mp1* 1 PII Prn 
wyo ific L 1— cu 1 I u 


Gill HvQ Prn 1 Ip Acn 
u 1 u oyo r r u i i c Mop 


V/yo vi i u 


1 oi 1 Xkir 
l-cU 1 1 ir 


1Q5 




200 


205 




(i 1 II Trn Spr 
VI i u I'M 


nin Trn ^pr Hlii 
u 1 1 1 I'M ocr u 1 u 


flx/c Acn 1 vc QpK 
V/yo Moi 1 I-yo ocr ' v/y o 


n 1 V 1 vc 
u 1 y Lyo 


G 1 \/ Hie 
13 1 y n 1 s 


210 

^ 1 v 


215 


220 

^£.U 






Va 1 1 1 p Arp- 

w a 1 lie m g 


Thr Arp- Mpt 1 1 p 
1 1 If nf g ific L lie 


G 1 n Mp-h Gill Pr*n G 1 n 
U 1 1 1 iTlC L uiu rru ulfl 


Php Gl\# 

r lie u 1 y 


G 1 V A 1 £1 

U 1 y Mia 


225 


230 






240 


Prri Hvc Prri 
II xj vyo r 1 KJ 


n 1 11 Thr Vfl 1 H 1 n 
UIU iiir Vol villi 


Ar*c3r Iwo Iwo 0\/o At^er 

Ml s Ly« Ly^ V/yo Mrg 


1 1 A A i^flr 
1 1 c Mr g 


1 \/o 0\/0 

Lys V/ys 




245 


250 




255 


1 Pii Ariy Acn 
i— cu nr g noil 


Prn ^pr II p Gin 
11 u ocr lie u 1 11 


I v/e 1 oil Akot Tkt^ AK"or 

uyo i_cu Mr g 1 r p Mr g 


Aon A 1 o 
MSp M 1 a 


Mr g u 1 U 




260 


265 


270 




Ser Arg Arg 


Ser Glu Gin Leu 


Lys Glu Glu Ser Glu 


Gly Glu 


Gin Phe 


275 




280 


285 




Pro Gly Cys 


Arg Met Arg Pro 


Trp Thr Ala Trp Ser 


Glu Cys 


Thr Lys 


290 


295 


300 






Leu Cys Gly 


Gly Gly 1 le Gin 


Glu Arg Tyr Met Thr 


Vai Lys 


Lys Arg 


305 


310 


315 




320 


Phe Lys Ser 


Ser Gin Phe Thr 


Ser Cys Lys Asp Lys 


Lys Glu 


1 1 e Arg 




325 


330 




335 


Ala Cys Asn 


Vai His Pro Cys 









340 



<210> 11955 
<211> 2733 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (2400) 

<400> 11955 

gatgatatga gtaatgctgg tgattttcta aatgacaatg cagttgagat cccttctttt 60 
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tcaaaaggga ttataaatga tgatgaggat 
cctagacagc gaagtcacat cctagaagat 
aaaactggtt ctagtcttct caaagaggag 
aatctaccac ttgtaacatc ccaaaggcca 
caaaagccat ttcagtcagg ttctacaccg 
aactctattg gaattattcg ctgctataat 
ttccatgata cctccataca ccatgcaaca 
gcagatcttt cccacgaagc tattttgttg 
aagcttcact gcctgcactt tagttcttgg 
cctcagaatg aggatattga agccatatgt 
agtgccctgc ttcttcgatt gtttactatt 
gctggacctg tggtgtcaat ggcaggacat 
ggtacgggat ttgatgggga tcagtgcctt 
aaaaaacaaa ttttgcatgg tgaccctctt 
attgggtttt cagctgaagg taccccttgt 
cttaacagag gacttggtaa tacgtggact 
ggaaaatctg atcactactg ggtggttggt 
attccttgta aaggttctcg gtttccccca 
tcctttaagc ttccttactg tcagattgca 
tggcgttcag ttatatttca caaccacctt 
gaagagagca ctaaaaatca agcaacaaaa 
gcgctttctt gtaaactgga gcgagaattc 
caaaatgctg tgaatttagc cattaaatat 
caaaaactaa gtgaactggc tgtagagaag 
gaggaagaag aagaagaaga tttcagaaaa 
acagagtgga gccaaccaag gttcagaaat 
gaagctgatg atgaagaaaa accagaaata 
agtacaaatt cctctgatgt ttcagctaag 
cgagtaaatc cctttaaggt atcagccagt 
gcacgttcaa ctaatatttt agacaatatg 
agtcgaacta caaataatga aaagtctccc 
cctaagcagg catctgcagc atcctatttc 
gaggaagtga aagaagaaaa tcttaaaaat 
cctcaaaaca ctgaaaacca aaggccaaag 
agaagtaata ttttgtctga caatcctgac 
ggaatgattc gatttagagt attgtcaact 
aaaggagaaa cggcaagtga aggaactgaa 
agtgatgaaa cagaaaacca ggaagaaaaa 
cagaaacctt tagatttttc tacaaatcag 
taaaggaaga aagtgaccct agggaagtaa 
gactcgagtc tttgggaaac tcattatata 
ttgtctttat aagataatgt agtaattata 
ctatcatctt tgcagattac tctgcctcca 
ttgtaattac tgagttgaag ctccaaccaa 
attaaagcca aggtattaaa acctttgtgc 



gatgaagacc tcatgatggc ttcaggtcgt 120 
gatgaaaact cagttgatat ctcaatgcta 180 
gaggaagatg gtcaagaagg cagcattcac 240 
ttttatgatg gacccatgcc aactccccgg 300 
ttgcatctca ctcacagatt catggtgtgg 360 
gatgagcaag acaatgccat agatgtggag 420 
cacttatcaa acactttgaa ttatacaata 480 
gcatgtgaaa gcactgatga actagcaagc 540 
gattcaagca aagagtggat aatagacttg 600 
ctcggtcaag gatgggctgc tgccgctact 660 
ggaggggttc aaaaagaggt attcagcctt 720 
ggagaacagc ttttcattgt ttatcacaga 780 
ggagttcaac tgctagagct ggggaaaaag 840 
cctcttacaa ggaaatccta ccttgcatgg 900 
tacgtggatt cagaaggaat tgttcgaatg 960 
cctatatgta atacaagaga gcactgcaaa 1020 
atccatgaaa atccccagca actaaggtgc 1080 
acccttccac gccctgctgt tgctatatta 1140 
acagagaaag gacaaatgga ggagcaattt 1200 
gattatttag ctaaaaatgg ttatgaatat 1260 
gagcaacagg aacttttaat gaaaatgctt 1320 
cgttgtgtgg aacttgctga tctaatgact 1380 
gcttctcgct ctcggaaatt aatactggct 1440 
gcagccgaat tgacagcaac ccaggtggaa 1500 
aagctgaatg ctggttacag caatactgct 1560 
caagttgaag aagatgctga ggacagtgga 1620 
cataagcctg gacagaactc gttttccaaa 1680 
tcaggtgcag ttacctttag cagccaagga 1740 
tccaaagaac cagccatgtc aatgaattca 1800 
ggcaaatcat ccaagaaatc cactgcactt 1860 
attataaagc ctctgattcc aaagccgaag 1920 
cagaaaagaa attctcaaac taataaaact 1980 
gtattatctg aaaccccagc tatatgtcct 2040 
accgggttcc agatgtggtt agaagaaaat 2100 
ttttcagatg aagcagacat aataaaagaa 2160 
gaagaaagaa aggtgtgggc taacaaagcc 2220 
gcaaagaagc gaaaacgtgt ggttgatgaa 2280 
gcaaaaaaga acctgaattt gtctaaaaag 2340 
aaactatcag cttttgcatt taagcaggag 2400 
tggatttttt tttactcatc tttgaatata 2460 
tatatttttt aaagagtttg aagcaactgt 2520 
ttggtgtagg taacaggaca tatgtaaaaa 2580 
aatgcagggc ctttcagaga tgcattgtga 2640 
tttgaatttg tttcttaacc ttgaaaaatc 2700 
ate 2733 



<210> 11956 
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<211> 798 
<212> PRT 

<213> Homo sapiens 



<400> 11956 
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u 1 U 
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U 1 u 
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lie UlU 


A 1 o 
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1 aO 
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ZUU 
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zUo 
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u 1 y 


n 1 n n 1 \# Tr*n A 1 o 

u 1 n u 1 y 1 rp a i a 
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1 nr 


oer 
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A 1 a Leu 
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Leu 
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Z 1 D 






zzu 








1 1 
1— cu 
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iiii lie uiy uiy 


1 1 n 1 \/c 
Va 1 u 1 1 1 i-jro 


n 1 II 

U 1 u 


Va 1 


rne oer 


1 Al 1 


Ala Gly 


225 




230 






235 








240 


Pro 


Val 


Val Ser Met Ala 


Gly His Gly 


Glu 


Gin 


Leu Phe 


1 le 


Val 


Tyr 






245 




250 








255 




His 


Arg 


Gly Thr Gly Phe 


Asp Gly Asp 


Gin 


Cys 


Leu Gly 


Val 


Gin 


Leu 






260 


265 








270 






Leu 


Glu 


Leu Gly Lys Lys 


Lys Lys Gin 


1 le 


Leu 


His Gly 


Asp 


Pro 


Leu 






275 


280 






285 








Pro 


Leu 


Thr Arg Lys Ser 


Tyr Leu Ala 


Trp 


1 le 


Gly Phe 


!5er 


Ala 


Glu 




290 




295 






300 








Gly 


Thr 


Pro Cys Tyr Val 


Asp Ser Glu 


Gly 


1 le 


Val Arg 


Met 


Leu 


Asn 


305 




310 






315 








320 


Arg 


Gly 


Leu Gly Asn Thr 


Trp Thr Pro 


1 le 


Cys 


Asn Thr 


Arg 


Glu 


His 
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Cys 


Lys 


Gly Lys Ser Asp 


His Tyr Trp 


Val 


Val 


Gly Me 


His 


Glu 


Asn 
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340 345 
Pro Gin Gin Leu Arg Cys I I e Pro Cys Lys 

355 360 
Thr Leu Pro Arg Pro Ala Val Ala Me Leu 

370 375 
Cys Gin Me Ala Thr Glu Lys Gly Gin Met 
385 390 
Ser Val Me Phe His Asn His Leu Asp Tyr 
405 410 
Glu Tyr Glu Glu Ser Thr Lys Asn Gin Ala 

420 425 
Leu Leu Met Lys Met Leu Ala Leu Ser Cys 

435 440 
Arg Cys Val Glu Leu Ala Asp Leu Met Thr 

450 455 
Ala Me Lys Tyr Ala Ser Arg Ser Arg Lys 
465 470 
Leu Ser Glu Leu Ala Val Glu Lys Ala Ala 
485 490 
Val Glu Glu Glu Glu Glu Glu Glu Asp Phe 

500 505 
Gly Tyr Ser Asn Thr Ala Thr Glu Trp Ser 

515 520 
Gin Val Glu Glu Asp Ala Glu Asp Ser Gly 

530 535 
Lys Pro Glu Me His Lys Pro Gly Gin Asn 
545 550 
Asn Ser Ser Asp Val Ser Ala Lys Ser Gly 
565 570 
Gin Gly Arg Val Asn Pro Phe Lys Val Ser 

580 585 
Ala Met Ser Met Asn Ser Ala Arg Ser Thr 

595 600 
Gly Lys Ser Ser Lys Lys Ser Thr Ala Leu 

610 615 
Glu Lys Ser Pro Me Me Lys Pro Leu I le 
625 630 
Gin Ala Ser Ala Ala Ser Tyr Phe Gin Lys 
645 650 
Lys Thr Glu Glu Val Lys Glu Glu Asn Leu 

660 665 
Thr Pro Ala Me Cys Pro Pro Gin Asn Thr 

675 680 
Thr Gly Phe Gin Met Trp Leu Glu Glu Asn 

690 695 
Asp Asn Pro Asp Phe Ser Asp Glu Ala Asp 
705 710 
I le Arg Phe Arg Val Leu Ser Thr Glu Glu 



350 

Gly Ser Arg Phe Pro Pro 
365 

Lys Leu Pro Tyr 



Ser Phe 
380 
Glu Glu 
395 

Leu Ala 

Thr Lys 

Lys Leu 

Gin Asn 
460 
Leu I le 
475 

Glu Leu 

Arg Lys 

Gin Pro 

Glu Ala 
540 
Ser Phe 
555 

Ala Val 

Ala Ser 

Asn I le 

Ser Arg 
620 
Pro Lys 
635 

Arg Asn 

Lys Asn 

Glu Asn 

Arg Ser 
700 
Me Me 
715 

Arg Lys 



Gin Phe Trp Arg 
400 

Lys Asn Gly Tyr 
415 

Glu Gin Gin Glu 

430- 

Glu Arg Glu Phe 
445 

Ala Val Asn Leu 

Leu Ala Gin Lys 
480 

Thr Ala Thr Gin 
495 

Lys Leu Asn Ala 
510 

Arg Phe Arg Asn 

525 

Asp Asp Glu Glu 

Ser Lys Ser Thr 
560 

Thr Phe Ser Ser 
575 

Ser Lys Glu Pro 
590 

Leu Asp Asn Met 
605 

Thr Thr Asn Asn 

Pro Lys Pro Lys 
640 

Ser Gin Thr Asn 
655 

Val Leu Ser Glu 
670 

Gin Arg Pro Lys 
685 

Asn I le Leu Ser 

Lys Glu Gly Met 
720 

Val Trp Ala Asn 



-5522/13211- 







725 






730 735 


Lys Ala Lys 


Gly 


Glu 


Thr Ala 


Ser Glu Gly Thr Glu Ala Lys Lys Arg 




740 








745 750 


Lys Arg Val 


Val 


Asp 


Glu 


Ser 


Asp G 1 u Thr G 1 u Asn Gin Glu Glu Lys 


755 










760 765 


Ala Lys Lys 


Asn 


Leu 


Asn 


Leu 


Ser Lys Lys Gin Lys Pro Leu Asp Phe 


770 








775 


780 


Ser Thr Asn 


Gin 


Lys 


Leu 


Ser 


Ala Phe Ala Phe Lys Gin Glu 


785 






790 




795 



<210> 11957 
<211> 3598 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (197). . (1675) 
<400> 11957 

aaaagggcag ctccggggga aagagggtgg cgtcccgggg aagcccgcag cogccgccga 60 
tgtcgctggg aotcggaagt gccgaaagag gggtgttggg aactcgcggc gcgogtgaao 120 
gttgccgtcg ccgccgcccg ggacagcccg gagaaactct cagcgtaggc atcgggaacc 180 
ttcgtgccaa ggagccatgc ogcocogatg ggaactggca ctttacctac ttgcctcact 240 
aggcttccao ttotattcct tctatgaagt ttacaaagtc tocagagaao acgaagagga 300 
gctggaccag gaatttgagc tggagactga cactttattt ggaggattaa agaaggatgc 360 
gaccgaottt gagtggagct tctggatgga atgggggaag cagtggctgg tgtggcttct 420 
ccttggccac atggtagtgt ctcaaatggc cacactgctg gcaagaaagc acagaccctg 480 
gattctcatg ctctatggga tgtgggcctg ctggtgtgtg ctggggaccc ctggtgtggo 540 
tatggttttg ctccatacca ocatotcttt ctgcgtggcc cagttccggt ctoagctcct 600 
gacgtggctc tgttctctcc tcctcctctc cacactgagg ctgcagggtg tggaagaagt 660 
taagagaagg tggtacaaga cagaaaacga gtactacctg otgoagttca cgctgaccgt 720 
tcgctgcctc tactacacca gcttcagcct ggagctctgc tggcagcagc tgcctgctgc 780 
atcgacotcc tactcotttc cctggatgot ggcctatgtc ttttattatc cagtottaca 840 
caatgggcco atcctcagct tctcggagtt catcaaacag atgcagcagc aggagcatga 900 
ctccctgaag gccagcctgt gtgtcctggc cctggggctg ggccgccttc tttgctggtg 960 
gtggctggcc gagctgatgg ctcacctgat gtacatgoat gccatctaca goagcatccc 1020 
cctcctggag actgtctctt gttggacctt aggaggactg gcgttagccc aggtgctctt 1080 
tttctacgtg aagtacttgg tgototttgg ogtgcotgot otgotoatgc gcctggatgg 1140 
actoactcca cccgccctcc cccgctgcgt gagcaccatg ttcagtttca ccgggatgtg 1200 
gaggtatttt gatgttggao tgcataattt ottaatcagg tatgtgtaoa ttcoagtggg 1260 
cgggtoccag catggootgc tggggacact gttttccacg gcgatgacat ttgcatttgt 1320 
gagctactgg catggcggct acgactacct ctggtgctgg gcagcgctca actggctggg 1380 
agtcactgtg gagaatggag tocggaggct ggtggagact ccctgcatcc aggacagtct 1440 
ggcccgatac ttctccccac aagctcgccg tcgattccac gctgcccttg cttcttgttc 1500 
oacotcgatg otgatoctgt coaaootggt atttcttggg ggcgatgagg ttgggaaaao 1560 
ctactggaat aggatcttca tacaaggctg gccttgggtg accctctctg tcctgggatt 1620 
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cctgtactgc tactcccacg tgggcattgc ctgggcccag acctacgcca cggactaatg 1680 
ctgttgggcc caggccagtc attgttgctg gcctccaagg caaatagtgc ttcaccctga 1740 
cctctcactc caggacagcc tctaagggat ttgatctgct catcttcagt tgaatgccct 1800 
cactccaaga ctggatgctg gatctcatag aaaattcaca gccagacaat cttctaatct 1860 
ggagtctttg agatcttcta ccccaactca tcattttcct attgaggaaa cgggtccagg 1 920 
gcagtcgtgt gtcttaccca gctacacagg gtgacatttt ggtctagaac ctagtctcat 1980 
gagccctttg cattctttcc ccttaagcaa gaatagaatg tagtggaaat ttattgattg 2040 
agacacagaa atcctgatta gtgataggcc tgtcttctgg gcaatatttc taaaatattt 2100 
gagtgacatt gatgtttaag tgacctcctt catcacatcc tgcagtatct ccagaagcag 2160 
cactagggtt tgagtttcat gcttcagccc ctctgtagga atgagaccaa gccacagctg 2220 
tcttttgaat tacgtagtcg aagaagacgg tagcagccct gtagcattct aaggcatcta 2280 
tacccaagga gtcctgtgat ttgagcttca gcagggtgat ctacatttgg gtgcttgttt 2340 
Q ctgagatttg cagagaagta taacatggta gttcctctac cttacagtta atcgtttctt 2400 

aataaagaag cagaatttag aaaccacagg atagtgtacc cacagatggg tgttatcaag 2460 
2] gccagtcatg aggatggtgt cctggagtct tgtccaccct ctccatacaa gtctcaaaag 2520 

tcatcctcct actcagtgat tcacgtttag tggtttatat tattaaggtt tgattcaaac 2580 
agagcctttt ctgtcctgta gataatctac atgtttgtag aattattttg aatatgtttg 2640 
j aggaaaatgt ttaaaatcta aatatactca cataacttga ttattcactc ctctgaaaag 2700 

H: atgctggata ggctaccaaa gttcccaagt ggtagataat tcagaagact tgtttgaatt 2760 

tggatttttt tttttttttt tggagtgggg aagggtataa aggaggctta aaatttgaat 2820 
L ccataatata tctaattaca ggagaattta caacatctca agtacgtaaa ttaagttgtc 2880 

rt attgagtgaa aggttcactt ggacctagtg ctgcctcctg tttattacat agcatggccc 2940 

==1 ttatgtcttg agttgaggtt atcatctcaa tgaggcttaa gctcctagag tacaggacca 3000 

ttttgttgat tgtctttctt catagcttct ctgcttggca aagagatggg agggggccag 3060 
g atactgacta cctggggtag gcacattgtg tgttaaagca agacagaggc cagagagggg 3120 

Q caggtagacc tgcatagcag cagcctcagc agctgtcttg gtaaaggaga gagagagaca 3180 

tggggccagt aattccgggg tgctcagaag ttttaggagg gaatgagcct cagggaggag 3240 
tgagcaccta aatgaacgca gtaaaccttc atggaccaac agtgattgag gatttgtggg 3300 
cagccagagg gagtctgact gaagtttact tggaaagaaa gggcttgcta agaaaaaagg 3360 
gagtaaaaat gatgataggg aagtgtctaa tgtatgtgca catataagta atacaaaagt 3420 
tttgagctct tccaagtata ccatttatat acaaacaaat aggtttattc attcattaaa 3480 
ctactttgga agcgtcagtg gatatatttg aaagtggtaa tcctgaatct cttttaaact 3540 
attatatgat tcataatggt tctcaggaat taataaatga ttactgtgtt tagctctg 3598 



<210> 11958 
<211> 493 
<212> PRT 

<213> Homo sapiens 



<400> 11958 
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20 
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Gin 


Glu Phe Glu Leu Glu 


Thr Asp Thr Leu Phe 


35 




40 


45 


Gly Gly Leu Lys Lys 


Asp 


Ala Thr Asp Phe Glu 


Trp Ser Phe Trp Met 
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435 440 445 

Gly Asp Glu Val Gly Lys Thr Tyr Trp Asn Arg I le Phe I le Gin Gly 

450 455 460 

Trp Pro Trp Val Thr Leu Ser Val Leu Gly Phe Leu Tyr Cys Tyr Ser 
465 470 475 480 

His Val Gly Me Ala Trp Ala Gin Thr Tyr Ala Thr Asp 
485 490 



<210> 11959 
<211> 3522 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (140), . (2029) 
<400> 11959 

tccaaagaac tctgctttaa aacaagatgt gaagcgaaoa tttggatcaa cotcacaatc 60 
aagtagtttt tcaaaaatto ataagoggcc acacagaata oagaaagctc ggaaaagcat 120 
tgcccaatca ggtgtaaaca tgtgcaatca aaacagctct cctcataaga atgttacaat 180 
taaaagoago gttgaccaaa aacctaagta tttccatcaa gcagcaaaag aaaagtctaa 240 
tgccaaggca aatagccact atttgtatag acaoaaatat gaaaactata ggatgatoaa 300 
aaaatoaggt gaatcatatc ctgtgoattt caaaaaagaa gaagotagtt cattaaattc 360 
tttacacctg ttttcatcat caagtaattc tcacaacaat tttatttoag accctcataa 420 
gcctgacgcc aaaaggcctg aaagcttcaa agatcacaga cgtgtagctg taaagagagt 480 
aattaaggaa tctaagaagg aaagttctgt tggaggggaa gacttggata gctatooaga 540 
ttttttgcat aaaatgactg ttgtcgtttt gcaaaaactt aattctgotg aaaagaaaga 600 
tagttatgaa acagaagatg aaagttcctg ggataatgtt gagttaggag actacactac 660 
acaggccata gaagatgaaa cctatagtga tattaatcaa gagcatgtaa atttattccc 720 
tttatttaag agcaaagtgg aaggtcagga gcctggagaa aatgctactc ttagttatga 780 
ccaaaacgat ggcttttatt ttgaatacta tgaagataot ggaagtaaca aotttttgca 840 
tgagataoat gatcotcagc atttagaaac tgcagatgct tcattgtcaa agcatagttc 900 
tgtttttcat tggactgatt tgtctcttga gaagaaatcg tgtccttact gcccagcaac 960 
atttgaaaca ggtgttgggt tatcaaatca tgtcaggggg oatottcaca gagcaggatt 1020 
aagctatgaa gcccgtcatg ttgtatcacc agaacaaata gccacaagtg acaaaatgca 1080 
gcatttcaaa agaactggca Gaggaacaco tgttaaacga gttagaaaag ctatagagaa 1140 
gtctgaaaco acttctgaac acacttgtca gctctgtggt ggttggtttg atactaaaat 1200 
tggattatca aatcatgtta gaggccactt gaaaagaott ggaaagacga aatgggatgc 1260 
tcacaaatct ccaatctgtg ttctgaatga gatgatgcaa aatgaagaaa aatatgaaaa 1320 
aatottaaag gcattgaaoa gtcgtcgtat tattcccaga coatttgtag ctcaaaaact 1380 
tgcatcaagt gatgaottta tatctcaaaa tgttatacct cttgaagcat accgtaatgg 1440 
cctaaagact gaagctctgt cagtgtctgc atcagaagaa gaagggctga atttcttaaa 1500 
tgaatatgat gaaacaaaac cagaaotgoc cagtgggaaa aagaatcagt ctcttaoaot 1560 
oatagaaott ottaaaaata aaaggatggg agaagaaagg aattctgcta tttctcctca 1620 
aaagatccat aatcagacag caagaaagag attcgttcag aaatgcgttc ttccattaaa 1680 
tgaggatagt ccgttgatgt atcagccaca aaaaatggac ttgactatgc actoagcctt 1740 
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agattgtaag caaaagaaat caaggtcaag atctggaagc aagaagaaaa tgctaacatt 1800 
acctcatggt gctgacgagg tttacattct ccgatgcagg ttttgtggcc tagtctttcg 1860 
aggacccttg tctgttcagg aagactggat taagcactta caacgacata ttgtaaacgc 1920 
taatcttcca cggactggag ctggcatggt ggaagtcacg tcactactta aaaagcctgc 1980 
ctccattaca gaaacttcat tttctctact aatggccgaa gcagcttcat agaaccagga 2040 
aaccttttaa atagccagtt tgaattggat gtaaatttga aattcttttt ttttaagcca 2100 
cattaaatta tctgtttata aatactaaag caggaaaatg gggggaaagt gaattacagt 2160 
gacatcagag caaattgaat acttaaaaca gtaagtagtc tatatatttt atatagggtg 2220 
gaagatgtgt ttttaaggtt tatgaagttt tgttggttaa ctgtgttcac tcagtaaaag 2280 
agcagtacat gtaagcagcc attaataaac tgttgcacat ggatacttat agacagactt 2340 
attggacaat tatgtttttt gcagtgttac cagaatcaag gctctgttta ttccccacaa 2400 
gacttgcata gaaaaataag atattatatt ttgtttgtat gtatttagtg ttttgtataa 2460 
taccaagaac cgctgactaa atttactcaa attagggcat taaatatcat gtacttcata 2520 
gtttgagact gttcactcaa atagggcaga gtactattct atctagatgt gtaagtgttt 2580 
tttttaaaat cacatggaac ggtttttttt atactaaaaa gtggagggag atttgtttaa 2640 
acaagtattt ctaaaagaaa tatgtacata gttctggaaa ttatttgtgg taaggaaata 2700 
ttctttattc cagttgcatt tctcagacaa taaagtggtg catccatgct acctcctact 2760 
ttgtcaacaa agatgctatt taccctttac atttttgtat cataatagat tttaaaaatc 2820 
taatgttctt tattgcaaga cattcttttg ttaacaggtt tgtttctttt taatgtttta 2880 
cctaaaattt gacatgctta caggacaggt ttgcctctta ctttatttaa cattgtagaa 2940 
atgtaattaa taaacaatgc tcactacaca gtttagaata gacgttctca tttatattat 3000 
cttccaaatt tgatcagtta gcaaaactta atacaccaat taaaatattt ctacatatga 3060 
gaatgtttac aatttaaatt ttagagcttg ttttggatgt gattatatgt acgaaaatcg 3120 
tgtaacacta tgctcatgct aagaaccgac ataacaggat tactgaaata aatgtgctgt 3180 
gaggaatgga aaatatggtg caggtgtctt ggtcatgata aattgtgatt ctttttaaaa 3240 
attttttcca aaaacaatta ggtattttaa tctgaaatca gattccttta caaacaacaa 3300 
gtttttgtat gcaagcacca ttttatttca tgtagtatgg ctaatactat agttgaacca 3360 
aggatatgca ttgattcttt gcttcgtatg taaataaagt taaaaacagt taaaataagg 3420 
agtattttgg tagagtatat acatacctca ctgccagtga aattgctttc ctatggtata 3480 
tctccttacc agaaaaatct ctaaataaaa aaaggtttaa ag 3522 



<210> 11960 
<211> 630 
<212> PRT 

<213> Homo sapiens 
<400> 11960 

Met Cys Asn Gin Asn Ser Ser Pro His Lys Asn Val Thr lie Lys Ser 

15 10 15 

Ser Val Asp Gin Lys Pro Lys Tyr Phe His Gin Ala Ala Lys Glu Lys 

20 25 30 

Ser Asn Ala Lys Ala Asn Ser His Tyr Leu Tyr Arg His Lys Tyr Glu 

35 40 45 

Asn Tyr Arg Met Me Lys Lys Ser Gly Glu Ser Tyr Pro Val His Phe 

50 55 60 

Lys Lys Glu Glu Ala Ser Ser Leu Asn Ser Leu His Leu Phe Ser Ser 
65 70 75 80 
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<210> 11961 
<211> 2800 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (176). . (619) 

<400> 11961 

cttaaggcta aatootggaa taaaaagttc 
tggggtcaca gtggttataa agagttatac 
cagcaagata ttaccaacgg gaagaaaaca 
tcccgoaaac acaagaagtc aaagaaatcc 
caaaaaacag aagaaaagca aaaaggaagc 
gttotcagaa gaaaotgggg cttotggtac 
gaaaaaatcc aggaaaaagt ctctcaaaaa 
oacttcaoat tcagatgatt cagcatooag 
taagaaaacG aaaaggaaaa agagagagaa 
aatacaggag aggacaaaca aaogcaoaaa 
tgagagctca gaggatgact aaatgggaaa 
ttacagttct tactccttgt ggttttgcca 
cagagctgtc ttgtgccatc tgtatgttct 
aagcttgatc cccttttctt gttaaaaggg 



tatgattatg aagcaaacat gcoagacaga 60 
cctgaagaat ttgaaacaga cagtagtgat 120 
tctocccagg taaagtcatc tacccatgaa 180 
cacaaaaaaa aagcagaaaa aaaggtcaca 240 
cacagatata acagcagatt cctcgagtga 300 
aaggaaaggg aaacaaccac ataaaogcaa 360 
acctgcttta ttcttagagg cagaaagtaa 420 
cagttctgag gaaagtgagg aaagagacao 480 
aaaagcccat acctctgtaa coaacaatga 540 
ttggaaagta gotaoagatg aaaggtctgc 600 
cacttttgtt ttccacatga otgtggatat 660 
gtgactcttg ttcagcacgg ggcctgaggt 720 
gacagaogtc ttgtottcta ttttggogtt 780 
aatctggtat tttgttatga aggtttcttg 840 
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aagagattat ttttttttgc aattaattac 
aaaggaccca gaaagctgga tccaatagtg 
ggggaagtca agggctggga tcaagaggtg 
gacaaggcaa cactgtattg ctctctgttt 
tagccttggt gctttgatcc ttctatattt 
atcaggacat gggcctaaga acaaaccttt 
attagaaggg actagagttt ttgcaaattt 
agtatatgcc taaacatggt aattggatag 
tttgcctaaa tggacttgtg ttcaaattat 
aaatggggaa gaattaggaa ataatcatgt 
aactgccatt taaatgttgt cttgttcatt 
cctgaaacca agttgaatta tttccaaaat 
cttcccagtc tgcctttgga ttaaagcacc 
tactgtgatc cttagtatgt taattcttaa 
cagaacgcaa gtgcattttt tcactgtggg 
ctggttgtca cttaatgggc tgagtaaaaa 
ctgccactca ttggttatga ggaggcccag 
ttcctgatgt gtaatacgga attacttcac 
agatacaact atgatgacat tccatgagtt 
tctctttacg ggacagattt ctaataaagt 
ggtgccctat cccttaacta tgagcaggtg 
aatactttgg tactcaattg tcagtgttcc 
gggggtctaa agggagaaga atagtctcta 
ttgttcctgg agcaagttaa atctttgttg 
tgcattgttt ctgtgccctg aaagtacctg 
tgccagtaga acaggccatc tccaggaaat 
ctcccaagtt agcaggcttg ttcttttgca 
ttttttttgc catgttttcc ttttcttggt 
cttcatcttt cttaacccca aattttcttc 
ccccttaata tggcttaggg tggtttttca 
ccatggaaca tttatttcta gtgttcctgc 
atgggattaa aagaagagtt ggagaattca 
tggaatttct gaattccaaa taaataaatt 



gtttagtgta gagtgcatat acagcaaatt 900 
acctgggtac accaatcgga aattgagttt 960 
gattggaact aatgccatgt aggatggtat 1020 
atatagcagg tgtcacaact aacttgtctt 1080 
tgaccccaca ggtgtggtcc ggtttactta 1140 
tcccttcatg ataacatcca tagacaactt 1200 
ccctgctgga tggggcctat agctatactt 1260 
taaatggttt tctagttcca ttgctgtata 1320 
ttcttcaatt gtcatagata atcctgtacc 1380 
tgtctaatgg tactctggat tcagggcagc 1440 
tctaaatctg ttcatgaagt ttaggttttc 1500 
gaaacaggct tctcagggac atatccactt 1560 
aagcagagac cacattaatt ccctttgcta 1620 
gaaaccaaca tatcactgaa agaaggctgg 1680 
aagaaagatc aagtgacgta ttattttttc 1740 
gcttgaaaac tcagactttc ggtcttggtt 1800 
agcaggtaag ttcaccttcc tggccttact 1860 
agtagcatga cagtataaga caccagcagt 1920 
ggtattttta gttctaactg ctaaatttgt 1980 
gcttggtctt aaaatacatg gttggacaga 2040 
ctaccttttg ggatatttat tttaaatttt 2100 
atggtgtgta tttttatttt tgggattagt 2160 
attactacct cttaacctaa agcaattatt 2220 
gaaggagctt tggccatata ttttttagca 2280 
aaaggtttta agcacagact caggaaaatg 2340 
tggctctatt tgggtcctga ccttcccttc 2400 
aggaatacac atcttgcctt tttttttttt 2460 
catgtataag caataaagct gttttttgtt 2520 
tatgccttag gcttcgatgg ttcttccaac 2580 
aaacctacaa tcccccattt gcactactgg 2640 
caatcagaga tctctatatt aaattctaaa 2700 
cacttattga gtaactgatg tcatacaacc 2760 
tcactctttg 2800 



<210> 11962 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 11962 

Met Asn Pro Ala Asn Thr Arg Ser Gin Arg Asn Pro Thr Lys Lys Lys 

1 5 10 15 

Gin Lys Lys Arg Ser His Lys Lys Gin Lys Lys Ser Lys Lys Glu Ala 

20 25 30 

Thr Asp lie Thr Ala Asp Ser Ser Ser Glu Phe Ser Glu Glu Thr Gly 

35 40 45 

Ala Ser Gly Thr Arg Lys Gly Lys Gin Pro His Lys Arg Lys Lys Lys 
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<210> 11963 

<211> 2836 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (147). . (1409) 
<400> 11963 

ccgagcgggc tgggggaggg gagcgtgggg ccgacagttt tgggggtgaa aaggcaaaag 60 
gcgggtgaaa ggctgcctcc ogagactctc cttgcttgga attctgccca ctctgcggag 120 
ttagcagtca cgacctccag cacaggatgt ggtaccacag attgtcccac ctacacagca 180 
ggcttcagga cttgctgaag ggaggagtca tatatccggc ccttccacag cccaacttca 240 
aaagcttact tcctttagct gtocattggc accatacagc ctccaagtct ctgacttgtg 300 
cttggcagca acatgaagat cattttgagc tgaaatatgc taataccgtg atgogctttg 360 
attacgtctg gcttcgagac cactgccgct cagcatcgtg ctacaactct aagactcacc 420 
agcgcagcct ggatactgcc agtgtggatt tatgtatcaa gccaaagaoc attcgtctgg 480 
atgagaooac aotctttttc acttggccag atggtcatgt gactaaatat gatttgaatt 540 
ggctggtgaa aaacagctat gaagggcaga aacaaaaagt catccagcct agaatactat 600 
ggaatgctga aatctaccag caagoooaag ttocatcggt agattgccag agottcttag 660 
aaaccaacga gggactgaag aagtttctgc aaaactttct gctctatgga attgcattcg 720 
tagaaaatgt ccctcccact caagagcaca cagagaagtt ggcagaaagg atcagcttaa 780 
tcagagaaac catttatggg aggatgtggt atttoaottc agacttotcc agaggtgaca 840 
ctgcgtacac caagctagct ctggatcggo acactgacac tacctatttt caagagcoct 900 
gtggcattca agtgtttcat tgtcttaaac atgaaggaac tggtggcagg acactgctag 960 
tagatggatt ctatgcagca gaacaggtao ttcaaaaggc acctgaggaa tttgaactco 1020 
tcagtaaagt gccattgaag catgaatata ttgaagatgt tggagaatgt caoaaocaca 1080 
tgattgggat tgggccagtc ttaaatatct acccatggaa taaagagctg tatttgatca 1140 
ggtacaacaa ctatgaoogg gctgtcatca ataocgttco ttatgatgtc gtccatogct 1200 
ggtatacagc acaccggaot ctaacgatag agttgaggag acctgagaat gagttttggg 1260 
tcaaactaaa gcctggcagg gtcctattta tagacaactg gcgtgtccta catggcaggg 1320 
aatgcttcac tggotaccgc caactgtgtg gctgotattt aacaagagat gatgtattaa 1380 
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acactgctcg cctcttgggg cttcaggctt aaaattgaca gcatctggat tatgaataca 1440 
cctggcaccc tggctaccag aatttcatat gggcagaata atattgtgtc aaactctact 1500 
tcagattgtc tccttatccc atcccacaaa acagaatctg tccgtttctc tagtaaggga 1560 
gacttgttgg agaggcggga ctctgagtta tctaatgtca gacatctagt ggggcagctc 1620 
tcttcctcat gttataacat ggatccactt gttttattta aaccttttaa tataattttg 1680 
gtcagtctcc ttcagaaata taatctccat attgatagga aagcaataat tgccatgagg 1740 
taacgatttt tttcccaagt agatcagtta gaaagaaatg cattctagaa ataacaaaaa 1800 
tcctgataaa gcaacaattt gcaaaatgtt tggtcttagg acaccttaac actcttaaaa 1860 
gttattgaag gccccaagga gttcttgggt gtgggttcta tctattgata ctaattattt 1920 
taggtattaa gactgagaaa tatttaaagc tcaagaagaa cacagaagca cacatccctc 1980 
agctatgaga gagatgacat aaccatatgt catgtagcct ctggaaaagt cctctgtatc 2040 
ctcatgagat aacgagaggg ggaaaaaaag ctactactgc ctttgtaact tccacttagc 2100 
ctactacagg gctatgcaca tcttagtttc caaaagtctg cttaatttca aaagaaaaat 2160 
gcctaattga atgtaactca tcttggtgtt attatacaaa ataattttta atctgcagac 2220 
ccacgaaaag ggtctcaggg actcctccag gggtcttcag accatacttt gagaacccat 2280 
gggctagcga ctaccttgag acagtccttt acctaggcct gtggattaaa gggtttagct 2340 
gaaaccctag attcttctct gtagtctaat agaactccaa acattgtaag aattgcttgg 2400 
tagcataagc tcagggataa ggtgggaatt gagttcaaat atagtgtttt atcttccaca 2460 
caaatcatct ctataggagt taaattagga agtcacaaca gcgcctgttg aacaaactca 2520 
tcagtgtggt aatcctatga gggataattg cagaaaggtt ttagagactt gtgaggttcc 2580 
atatgataat tctttacacc tccccccccc aagagaaagt acacagggct attctgtaat 2640 
attgttcagg gaaatcagca tgatagatgc tgtgcctcca gagagttctc tggagattac 2700 
tacccaaatg tgtattttgg caatttggtg gtatttagga tgtaatatgt tttcctccat 2760 
ttctgctaat tttctctctc tctctctcat aacatactat acatgctaat tgccaagatt 2820 
tgaatgagtc aaattt 2836 



<210> 11964 
<211> 421 
<212> PRT 

<213> Homo sapiens 



<400> 11964 
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<210> 11965 
<211> 4027 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 
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<222> (3269) . . (3880) 
<400> 11965 

gagtgcgccg tgcggtctcc ggacgctcgc 
gcggctgacc cgcagcggta gcggcagcag 
catggatctc tcctttatgg ccgcgcagct 
gcccaacgag gacttcagca ccgagtactc 
ggctgccaat ggccagggcc agccggaaga 
gctatggatt gccatcatag ctacgctggg 
cttcaccttc tgaggacggc acaccctgca 
ctgacttgct gtcggccttt ggcttctcct 
gcggcggccg tccttctgga atttctcccc 
tggtcaagct gagtcagaag acatggaagt 
ggcaaggcct tcagagggca gattggggat 
cagatgagac agctagttaa gtttaaaaca 
gtaaataatc actcgtgtgt cttgttttta 
gctggggcaa gagcagccct cagaacttca 
cagtcccttg gccatctagt agggccattg 
ctttgccacc agacacctgg tcccttccaa 
gggggttact ggtaataggt ggggtttctg 
tcggactttc tcttcttttt aagaagagga 
gcagtggact cttcaggcca cccacgtgag 
attttaaaga tgaacaagat tcacatccac 
gggtgatttg cctgtggtca ccaggcaggt 
cctcactctc agctcactga gctctctgcc 
gagaagctgc cctcaggaga atgtccaggc 
tgctcagata cccgtccttt acattcagtg 
aagtgcttct gcccaagcca cttccttaaa 
aagcaaggaa gcttccaagt aaaaaccaga 
gaaatcttat tgcacaggaa ccacccccac 
tcccagtgca gatagagtgg gaaaggtccc 
agaggctttc tcctcacttt atatactgca 
ctgtagtgga gaaacttaaa agctggttag 
caagaaagct ggacttgccg ctgtggtctc 
aagggacatc ttagttgtcc agaagcggca 
attactagcc tggctccaga cagtgcctgc 
tgtcactgcc accgtatatc atctgccagt 
aaagaacctg acccttgaca atgagggaga 
ggaatcactg gcagggtgga ggctgggctg 
ctgtctccag caagtctctc tccatcaaac 
acagatggat gtctccatga gaaaacccaa 
cttgacgtcc tcatggagtc actctgcccc 
tccctaggag ggcctgaccc ctgtaaagat 
cccatggaga tggcagtcgg gagacagggt 
ggcaggagga aaaaggatgg cttctagccc 
gtgcttctgg ctgcagtttt ccctatggag 
tcggttaaat tcagttttca agcctctctc 
agggcattgg aggcctcgac cactctgcat 



tgctcagccc gatccccgcc aactgtgcag 60 
cgaggactcg agcgctggct gcagcgacac 120 
gcccatgatg gggggagctt tcatggactc 180 
cctgtttaac tcctctgcca atgtccacgc 240 
tcctcctcgg tcctccaacg acgccgtctt 300 
gaacatcgtg gtggtgggcg tggtgtatgc 360 
ccaccatggg gtgaggcttg gcacgtagct 420 
gtgttctaga accaggagtt ttgaccaggg 480 
agcagccctg atttcaaata tcccatgttg 540 
atgggcctcc tgcccctaga ggcatgacgg 600 
ccttgaaact acattccagg aacatgggac 660 
tagacatgat ttgatgatcg cttgctggtg 720 
tgcaaactta tcgaacctag ggcgtggggt 780 
gtgttcctga cccaattctg gtttcacatt 840 
gatgttccta gtttgacttt gaaatggcac 900 
gacccaagtg cattgggaga cccagggatg 960 
ggggtgttgt tggtggtttt tatctcctgg 1020 
gaggatgtct ttaagagcta gatgtgccag 1080 
aatgctgttt cttctctgag gaatcgtgga 1140 
tgaattattc aacggatggg tcagaaaggg 1200 
ttgtggagga gtcggaacag aaagatgtgt 1260 
ccaactaagc acttccctga ggaggttgct 1320 
atcttgaagg tgggtgcgag attggcaggc 1380 
tggataccgt gcattctcct gaagctgtga 1440 
ttctgaaata tcagcatctg gggtcctggc 1500 
gagaagggca cacttttctt tcttcattag 1560 
ccccaccccc cacaccttcc caaggcagca 1620 
agaagggggc tcactcacct ctaggcccag 1680 
aaaacagaag aattgtgtca ataacaccct 1740 
gaagctctcg tgtatattta gagacaatta 1800 
aggagaaatg agtgttcttg atgacaggca 1860 
ctcttccctg gaagccgcca tgttaatagg 1920 
tcatggctgc cagttcttac cgatcacatc 1980 
gcatcagctt aaggggaggt cacgagtgca 2040 
agggacatgg accacctgtc tggaattcct 2100 
gggagttagc cgcggtgtgc gtgaatggct 2160 
cccaggtctg ccccataagc aagatcttta 2220 
ggcgagaagc ccagagccat ggcggggttg 2280 
acatgctcaa atcttccctc tggccccaca 2340 
acaggaggca gctccctggc ctccaaatgg 2400 
tctgtgtttg ctgcggtgaa gggaggagaa 2460 
tgaagaggac tccagcatcc caggcaccgg 2520 
gcccctcagc ctccagccct aacataaatg 2580 
ccttttcagt gtcagagcag tagatggtcc 2640 
tgcagattac agtgacttcc tcggggttgc 2700 
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cccatcttgg tctcctgtgg tttcttcatc agcttttttt ttaccagcat ctctcaaata 2760 
acaatgaaga tagatatgcc cattagtgtc tgattaagga gcaaaggctg gatttctggc 2820 
cacagcgagc tgcactctcc ctcctgcctc agccggggtc cgtcttagca gtttggaaag 2880 
gggaaaaaga tgccggtcct cactgcttaa gttttgtgtc caggtgccac tagacttgca 2940 
tgcacactaa ctccttacaa tcaccacaca gcatcatcgc cccagtgcac agatgaggaa 3000 
ccagaggctc agaggagtga agttgccttc ctgaggtcac acagcatgaa agtgatgagc 3060 
taggatttga atctgggaag ttgggctcta gagccagact gtactgcctt ctgccacact 3120 
gtactgcctt ctgtgactgg gtggcacctc cagggcacat ttacacaagg ccctgaatct 3180 
gcagaggctg tttctcaaga tgcccgtcat ggtgtggcct gggccagctc tggcttccac 3240 
aggtccctga ctgtcctcag agtggaacat gctcaacctc ccgcccactg ctctctctct 3300 
gcccagattt caggggtgcc ggtccccaag gcctgccccc ttctttaaga ctgaactcaa 3360 
gtctccttgg aaggccccgg tgaagctccc agagactggt tttcttggga tgcaggcaga 3420 
aggggaccct ccctggccaa cacccaggag cccagcagaa gcacccacac gtagaaagag 3480 
gctcactaca gccagaagtg cagagtcaga gtcctgggac catcttgttc tgcaaggtga 3540 
ccccaggctc cccaggacag gggagaggga tcgtcctcat tcagactcta gctggggcct 3600 
ctgtactggc ttctccctgg gtggggttgc ctgttacata gctgtgcctc agagaaaggg 3660 
tcctgcattt tctggaatgt tctctgtgct tacccctctg tgtgcccctc cattgctcct 3720 
ctacaagcaa ttaggtgatt caaaagagca acttaggctg ggtgcagtga ctcacacccg 3780 
taatcccggc actttgggag gccgaggcgg gcagggacag gagttcaaga ccagcctggc 3840 
caacatggtg aaaccctgtc tctacaaaaa atacaaaaat taaccagaca ttgtggcatg 3900 
tgcctgtaat cccagctact caggaggctg acacaggaga attgcttgaa ccaggaggcg 3960 
gaggctgcag tgagctgaga ttgtgccact gcactccagc ctgggcaaca gaacgagact 4020 
ctgtctc 4027 



<210> 11966 
<211> 204 
<212> PRT 

<213> Homo sapiens 



<400> 11966 
Met Leu Asn Leu 
1 

Cys Arg Ser Pro 
20 

Pro Trp Lys Ala 
35 

Gin Ala Glu Gly 
50 

Ala Pro Thr Arg 
65 

Glu Ser Trp Asp 

Thr Gly Glu Arg 
100 

Thr Gly Phe Ser 
115 

Arg Lys Gly Pro 



Pro 


Pro 


Thr 


Ala 


5 








Arg 


Pro 


Ala 


Pro 


Pro 


Val 


Lys 


Leu 








40 


Asp 


Pro 


Pro 


Trp 






55 




Arg 


Lys 


Arg 


Leu 




70 






His 


Leu 


Val 


Leu 


85 








Asp 


Arg 


Pro 


His 


Leu 


Gly 


Gly 


Val 








120 


Ala 


Phe 


Ser 


Gly 



Leu 


Ser 


Leu 


Pro 




10 






Phe 


Phe 


Lys 


Thr 


25 








Pro 


Glu 


Thr 


Gly 


Pro 


Thr 


Pro 


Arg 








60 


Thr 


Thr 


Ala 


Arg 






75 




Gin 


Gly 


Asp 


Pro 




90 






Ser 


Asp 


Ser 


Ser 


105 








Ala 


Cys 


Tyr 


1 le 


Met 


Phe 


Ser 


Val 



Arg 


Phe 


Gin 


Gly 






15 




Glu 


Leu 


Lys 


Ser 




30 






Phe 


Leu 


Gly 


Met 


45 








Ser 


Pro 


Ala 


Glu 


Ser 


Ala 


Glu 


Ser 








80 


Arg 


Leu 


Pro 


Arg 






95 




Trp 


Gly 


Leu 


Cys 




110 






Ala 


Val 


Pro 


Gin 


125 








Leu 


Thr 


Pro 


Leu 
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130 135 140 

Cys Ala Pro Pro Leu Leu Leu Tyr Lys Gin Leu Gly Asp Ser Lys Glu 
145 150 155 160 

Gin Leu Arg Leu Gly Ala Val Thr His Thr Arg Asn Pro Gly Thr Leu 

165 170 175 

Gly Gly Arg Gly Gly Gin Gly Gin Glu Phe Lys Thr Ser Leu Ala Asn 

180 185 190 

Met Val Lys Pro Cys Leu Tyr Lys Lys Tyr Lys Asn 
195 200 



<210> 11967 

<211> 3269 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (4). . (2712) 

<400> 11967 

aagatggcgg cggtggctgg atctggggct gccgcggctc cgagctcact gctcctcgtg 60 
gtgggcagcg agttcgggag cccggggctc ctcacctacg tcotggagga gotogaaaga 120 
ggcatocggt cttgggatgt cgatootggo gtctgoaaoc ttgatgaaca gctcaaggtc 180 
tttgtgtccG gacactctgc caccttctcc agcattgtga aaggocagcg gagcotgcac 240 
caccgtggag acaacctgga gaccctggtc ctcctgaacc catcagacaa gtccctgtat 300 
gatgagctcc ggaaccttct gttggaocct gcctctcaca agctactggt gttggotggg 360 
ototgoctgg aggagacggg ggagctgctg ctacagacag ggggcttctc goctcaocac 420 
ttcctccagg tcotgaagga cagagagatc cgggacatcc tggocaGcac gcccGcaoct 480 
gtgcagccgc ccatactcac catcacctgc cccaccttcg gtgactgggc tcagccggca 540 
ccogctgtgc ctggccttca gggggcgctc cggctccagc tgcggctgaa cococcggog 600 
cagotgccoa actctgaggg octgtgcgaa ttcctggagt aogtggctga gtctctggag 660 
ocacogtccc ccttcgagct gctggagccG GGgaootoGg ggggcttoot oaggotgggc 720 
cggcGGtgct gctacatGtt ccctggaggc ctcggggatg GCgccttott cgoGgtcaat 780 
ggcttcactg tgGtggtoaa cggtggGtoa aaoGcoaagt Gcagtttotg gaagotggtg 840 
GggGaoctgg aoGgGgtgga tgCGgtgotg gtgaccGaGC Gtggogooga oagGGtoGGc 900 
ggGGtoaaca gcctgctgcg gcgcaaactg gcggagcgct ocgaggtggc tgctggtggg 960 
ggctcctggg acgacaggct gcgcaggctc atctccccca acctgggggt cgtgttctto 1020 
aacgcctgcg aggccgcgto gcggctggcg cgcggcgagg atgaggcgga gctggcgctg 1080 
agoctcctgg ogcagotggg catcacgoct ctgccactca gccgcggccc cgtgccagcc 1140 
aaacccaccg tgctcttcga gaagatgggc gtgggccggc tggacatgta tgtgctgcac 1200 
ccgccctccg ooggogcoga gcgcacgctg gcotctgtgt gogocotgct ggtgtggcac 1260 
oocgccggcc ccggcgagaa ggtggtgogo gtgctgttcc ocggttgcac cccgoccgcc 1320 
tgcctcctgg acggcctggt ccgoctgcag cacttgaggt tcctgcgaga gcccgtggtg 1380 
acgccGoagg acctggaggg gccggggcga gocgagagoa aagagagogt gggctccGgg 1440 
gacagctcga agagagaggg GGtoGtggGc aoGoaGGGta gaoGtggooa ggagogGCot 1500 
ggggtggoGG gcaaggagGG agoaogggGt gaggGGCGao goaagaotga gaaagaagoo 1560 
aagacccGGC gggagttgag gaaagaooGG aaacGgagtg tctoGOggac CGagGcgcgg 1620 
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gaggtgcgcc gggcagcctc ttctgtgccc 
cccaagcccc gcaaagcgcc cagcacgtcc 
ccccgcagcc cgcccagcct ccgatgtgga 
tctccggcct cccagctggt ggccacgccc 
gaggagaagg cactggagct gcctttggcc 
tcccctgagt cccaccggag ccccgcagag 
cggggcgggg aggccgggcc agacgcctca 
ccctcactac ccgcagaggt gggctccccg 
gtgtcctttg agcaggtgct gccgccatcc 
ccgctgcgtg gcccccgggc gcggcgctcg 
gtgtcaccct gtgaatttga gcatcgcaag 
cccggcagct cgaatgacag cagtgcccgg 
gaggagacgc cacccacatc ggtcagcgag 
gtgcccctgg cccccggtgc ggcagactca 
cgccacgacc ctttgcctga ccccctcaag 
atctgcatgg tggaccccga gatgctgccc 
cagccgcacc cggaagcccc tggcccgccc 
tccagtggct gctgccaaaa ccaaggggct 
cagtgcccgg agtgagccca gtgagaaggg 
aacccccaag actgccactc gaggcccgtc 
agccacccca cccaagtccc cggtctacct 
cgcccacctg gtggatgagg agttcttcca 
tggccaggac cagcgcaagg aggaaggcat 
caagcagcat tgggaccgtg acctgcaggt 
catgcatacg tggtacgcag agacgcacgc 
gggcagcaac agcatggtgt ccatgcagga 
ctagccccat cgccgacacg ccccccactc 
acatcagaaa taaactgtga ctacacttg 



aacctcaaga agacgaatgc ccaggcggca 1680 
cactctggct tcccgccggt ggcaaatgga 1740 
gaagccagcc cccccagtgc agcctgcggc 1800 
agcctggagc tggggccgat cccagccggg 1860 
gccagctcaa tcccaaggcc acgcacaccc 1920 
ggcagcgagc ggctgtcgct gagcccactg 1980 
cccacagtga ccacacccac ggtgaccacg 2040 
cactcgaccg aggtggacga gtccctgtcg 2100 
gcccccacca gtgaggctgg gctgagcctc 2160 
gcttccccac acgatgtgga cctgtgcctg 2220 
gcggtgccaa tggcaccggc acctgcgtcc 2280 
tcacaggaac gggcaggtgg gctgggggcc 2340 
tccctgccca ccctgtctga ctcggatccc 2400 
gacgaagaca cagagggctt tggagtccct 2460 
gtccccccac cactgcctga cccatccagc 2520 
ccccaagaca gcacggcaaa cggagaacgt 2580 
caactcacgc gctgccgccc ccaaagccac 2640 
tgctggtggg gaccgtgcca gccgaccact 2700 
aggccgggca cccctgtcca gaaagtcctc 2760 
ggggtcagcc agcagccggc ccggggtgtc 2820 
ggacctggcc tacctgccca gcgggagcag 2880 
gcgcgtgcgc gcgctctgct acgtcatcag 2940 
gcgggccgtc ctggacgcgc tactggccag 3000 
gaccctgatc cccactttcg actcggtggc 3060 
ccggcaccag gcgctgggca tcacggtgtt 3120 
tgacgccttc ccggcctgca aggtggagtt 3180 
agcccagccc gcctgtccct agattcagcc 3240 

3269 



<210> 11968 
<211> 903 
<212> PRT 

<213> Homo sapiens 



<400> 11968 



Met Ala 


Ala Val 


Ala 


Gly 


Ser 


Gly 


Ala 


Ala Ala Ala Pro Ser Ser Leu 


1 




5 










10 15 


Leu Leu 


Val Val 


Gly 


Ser 


Glu 


Phe Gly 


Ser Pro Gly Leu Leu Thr Tyr 




20 










25 


30 


Val Leu 


Glu Glu 


Leu 


Glu 


Arg Gly 


1 le 


Arg Ser Trp Asp Val Asp Pro 




35 








40 




45 


Gly Val 


Cys Asn 


Leu 


Asp 


Glu 


Gin 


Leu 


Lys Val Phe Val Ser Arg His 


50 








55 






60 


Ser Ala 


Thr Phe 


Ser 


Ser 


1 le 


Val 


Lys 


Gly Gin Arg Ser Leu His His 


65 






70 








75 80 


Arg Gly Asp Asn 


Leu 


Glu 


Thr 


Leu 


Val 


Leu Leu Asn Pro Ser Asp Lys 






85 










90 95 
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QaK* I Al 1 

061 l_6U 


T\t^ Aon 1^ 1 1 1 1 Ck\ 1 Ai^flT 

1 yr Asp u 1 u Leu Arg 


Aon 1 AI 1 

Asn Leu 


1 All 1 All Aon 

Leu Leu Asp 


Pm 

rro 


A 1 d 

A 1 a 


Cor Hio 

oer n i s 




1 00 
1 uu 


1 0R 
1 uo 






110 
1 1 u 




1 \/ 0 1 At 1 

LyS LcU 


Leu va 1 Leu Aia uiy 


1 All %\t O 

Leu oys 


1 AI 1 n 1 i 1 1 1 1 

Leu u 1 u UlU 


1 nr 


n 1 w 

u 1 y 


ft 1 1 1 1 AI 1 

u 1 u Leu 




1 1 o 


1 90 
1 zu 




1 0^ 
1 zo 






L6U Leu 


C^\r\ Thr- Olw 1 1/ Pho 

uin 1 nr uiy uiy rne 


oer rro 


Hio Hio Pho 

n 1 s n 1 s rne 


Leu 


(X 1 n 

u 1 n 


Ud 1 1 All 

va 1 Leu 


1 ou 


1 oO 




1 AO 








1 \/o Aon 
LyS ASp 


Ai^cr ^lii 1 Ia At^flT Aon 

Arg u 1 u lie Arg Asp 


1 1 A 1 AI 1 

lie Leu 


Aid Thi- Thr 
Aia 1 nr i nr 


rro 


Prn 

rro 


Prn Ua 1 

rro va i 




1 c^O 
1 ou 




1 

1 oo 






1 fiO 
1 ou 


u 1 n rro 


rro 1 le Leu inr i le 


1 nr uys 


Pr-o TKir- PkiA 

rro 1 nr rne 


u 1 y 


Asp 


Trp A 1 a 




1 fi^ 

1 QO 




1 70 
1 /u 






1 7^ 
1 /o 


u 1 n rro 


A 1 o P»-n A 1 o \/o 1 Pr-n 

Aia rro Aia vai rro 


1 1 AI 1 

u 1 y Leu 


n 1 n ^ 1 \# Aid 

u 1 n uiy Aia 


1 AI 1 

Leu 


Arg 


1 AI 1 ft 1 n 

Leu u 1 n 




1 PO 
1 ou 


1 oo 






1 QO 
1 ilU 




Leu Ar g 


1 Ai 1 Aon P i^n Pif^n A 1 o 

Leu Asn rro rro Aia 


1 ri 1 AI 1 

u 1 n Leu 


P^n Aon Oav 

rro Asn oer 


u 1 u 


ft 1 w 

u 1 y 


1 AI ■ 0\#0 

Leu uys 




1 90 


900 
zuu 




90^; 
zuo 






u 1 u rne 


1 Ai 1 1 1 1 T\/r* \/o 1 Aid 

Leu ulu 1 yr vai Aia 


/2 1 1 1 Oak* 

u 1 u oer 


1 AI 1 n 1 1 1 pK*n 

Leu u 1 u rro 


Pm 

rro 


oer 


Pr'n PhA 

rro rne 




91 ^ 

£- 1 9 




990 
zzu 








u 1 u Leu 


1 oi 1 ^lii Pr-n Pr-n Tkir- 

Leu ulU rro rro inr 


oer u 1 y 


iX 1 l# PkiA 1 AI 1 

u 1 y rne Leu 


Arg 


Leu 


ft 1 l# Ak'O' 

u 1 y Arg 




9*^0 




zoo 






940 

Z*fU 


rro uys 


uys 1 yr i i e rne rro 


uiy uiy 


1 AI 1 (X \ \t Aon 

Leu u 1 y Asp 


A 1 d 

A 1 a 


A 1 d 

A 1 a 


PhA PhA 

rne rne 




94R 

^*fO 




9EiO 
ZOU 






zoo 


A 1 d \/o 1 
A 1 a Va 1 


Aon ^ 1 \# PktA TktK* Uo 1 

Asn u 1 y rne i nr va i 


1 AI 1 Ud 1 

Leu va 1 


Aon ^ 1 \/ 

Asn uiy uiy 


QAr 

oer 


Asn 


Pro Lys 




9fiO 
ZDU 


zoo 






970 
Z /U 




oer oer 


PI^A T i^n 1 \/o 1 Ai 1 \/o 1 

rne i rp Lys Leu va i 


Arg n 1 5 


1 All Aon A^flT 

Leu Asp Arg 


Ud 1 

va 1 


Asp 


A 1 d Ud 1 

A 1 a va 1 




z /o 


9ftO 
ZoU 




Zoo 






Leu Va 1 


Thr- Hio Pr-i-t 1 \/ Aid 

inr nis rro uiy Aia 


Aon Q A K* 

Asp oer 


1 AI 1 Pm fx 1 \/ 

Leu rro u i y 


1 AI 1 

Leu 


Aon 

Asn 


Qak* 1 At 1 

oer Leu 


9Qn 


Zi70 




100 

ouu 








Leu Arg 


A ^ ^ 1 % #^ 1 Ai 1 A 1 ^ 1^ III 

Ar g Lys Leu Ala u i u 


Arg Ser 


n\it \/d 1 Aid 
u 1 u va 1 Aia 


A 1 d 

A 1 a 


ft 1 \i 
u 1 y 


ft 1 %# ft 1 \# 
uiy uiy 




n o 
o 1 u 




'^1 ^ 

O 1 o 






'?90 
oZU 


oer 1 rp 


Aon Aon Ai^at 1 ai i Ai^nr 

Asp Asp Arg Leu Arg 


A ^ AT 1 AI i 

Arg Leu 


1 1 A Cav* Pfn 

1 1 e oer rro 


Asn 


Leu 


ft 1 V Ud 1 

u 1 y va 1 








OoU 






OOO 


va 1 rne 


PkiA Aon Aid P\/o 

rne Asn a i a uys u i u 


Aid Aid 

Aia Aia 


oer Arg Leu 


A 1 d 

A 1 a 


Arg 


ft 1 1/ ft 1 1 1 
uiy UlU 




O'f-U 


OH-O 






oOU 




Aon ^ 1 1 1 
ASp u 1 U 


Aid ^lll 1 Al 1 Aid 1 Al 1 

Aia u 1 u Leu A 1 a Leu 


Oak* 1 All 

oer Leu 


1 AI 1 Aid ^ 1 n 

Leu Aia u 1 n 


1 AI 1 

Leu 


ft 1 u 

u 1 y 


1 1 A Thr 

lie 1 nr 




ooo 


oou 




ooo 






PK*n 1 £k\ 1 

rro Leu 


Pr*n 1 Ai 1 Qav A^'cr O 1 \# 

rro Leu oer Arg u i y 


Pv-rk \/d 1 

rro va i 


Pvn Aid 1 \/o 

rro , A 1 a Lys 


Pm 

rro 


Thr 

1 nr 


Ud 1 1 AI 1 

va 1 Leu 


0 /u 


o /o 




'IPO 
oOU 








rne u 1 u 


1 \/c Mo-h f^lu Ud 1 1 %/ 

Lys me L u i y va i uiy 


A ■'*nr 1 All 

Arg Leu 


Aon Ma^ 

Asp me L 1 yr 


Ud 1 

va 1 


Leu 


H i o Prrk 

n 1 s rro 


000 


'^QO 

OJfU 




Oi/O 






AOO 


rrO oer 


Al'^ Al«^ ^lii K^er 

Ala uiy Ala ulU Arg 


Thr Leu 


A 1 4 Cam- \/o 1 

Ala oer vai 


oys 


A 1 o 

A 1 a 


Leu Leu 




405 




410 






415 


Val Trp 


His Pro Ala Gly Pro 


Gly Glu 


Lys Val Val 


Arg 


Val 


Leu Phe 




420 


425 






430 




Pro Gly 


Cys Thr Pro Pro Ala 


Cys Leu 


Leu Asp Gly 


Leu 


Val 


Arg Leu 




435 


440 




445 






Gin His 


Leu Arg Phe Leu Arg 


Glu Pro 


Val Val Thr 


Pro 


Gin 


Asp Leu 


450 


455 




460 








Glu Gly 


Pro Gly Arg Ala Glu 


Ser Lys 


Glu Ser Val 


Gly 


Ser 


Arg Asp 


465 


470 




475 






480 
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oer 


Ser Lys 


Arg 


ft 1 1 1 

U 1 u 


uiy Leu Leu Aia 


1 nr 


i-i 1 0 
n 1 s 


Pro Arg 


rro 


Gly 


Gin 






















495 




u 1 U 


Arg Pro 


u 1 y 


va 1 


A 1 A A 1 \t ^ /2 III 

A 1 a Arg Lys u i u 


rro 


A 1 0 

A 1 a 


A ^ or A 1 4 

Arg A 1 a 


ft 1 1 1 
u 1 u 


Ala 


Pro 








ouu 




DUO 








n 

0 1 u 






Arg 


Lys Thr 


ft 1 1 1 

13 1 u 


Lys 


ft 1 1 1 A 1 1 Tl^^ 

u 1 u A 1 a Lys 1 nr 


D»*A 

rro 


Arg 


ft 1 1 ■ 1 Al 1 

u 1 u Leu 


Arg 


Lys Asp 






515 






Ron 






ozo 








rrO 


Lys Pro 


oer 


va 1 


oer Arg i nr u i n 


rro 


Arg 


ft 1 1 1 \/o 1 
13 1 u va 1 


Arg 


Arg Ala 




530 














540 








A 1 ^ 

A 1 a 


Ser 


Ser 


va 1 


rro 


Asn Leu Lys Lys 


1 nr 


Asn 


Ala Gin 


A 1 A 

A 1 a 


A 1 0 

A 1 a 


rro 












i^c^n 

OOU 
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obU 
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Pro Arg 


Lys 


A 1 o 

A 1 a 


rro oer i nr oer 


n 1 s 


Ser 


Gly Phe 


rro 


rro 


va 1 










ooo 




C7n 
0 /U 








K7C 

0/0 




A 1 4 

A 1 a 


Asn Gly 


rro 


Arg 


Oa^ Dw»a D^a Oav 

oer rro rro oer 


Leu 


Arg 


Cys Gly 


ft 1 1 1 
U 1 U 


A 1 A 

A 1 a 


oer 








OoU 




DoO 








oyu 






rro 


Pro 


Ser 


A 1 4 

A 1 a 


A 1 o 

A 1 a 


f^%.t^ ft 1 %# Oa»* 

oys uiy oer rro 


A 1 A 

A 1 a 


Ser 


Gin Leu 


va 1 


A 1 0 

A 1 a 


1 nr 






595 






Ann 
duu 






605 








rro 


Ser 


Leu 


ft 1 1 1 
U 1 U 


Leu 


ft 1 DwA 1 1 A Db^A 

u 1 y rro 1 1 e rro 


A 1 4 

A 1 a 


Gly Glu Glu 


Lys 


A 1 0 

A 1 a 


Leu 




610 








O 1 o 






620 








b 1 U 


Leu 


Pro 


Leu 


A 1 o 

A 1 a 


A 1 A Oam* OaV 1 1 A 

A I a oer oer i i e 


rro 


Arg Pro Arg 


1 nr 


A 

rro 


oer 












on 
bou 




635 








b4U 


rro 


Glu 


Ser 


n 1 s 


Arg 


OAb>* D»>»A A 1 A ft 1 ■ ■ 

oer rro Aia uiu 


ft 1 \f 

u 1 y 


Ser Glu Arg 


Leu 


Oak* 

oer 


' Leu 










D40 




bou 








boo 






Pro 


Leu 


Arg 


u 1 y 


ft 1 »# ft 1 1 1 A 1 A ft 1 *r 

uiy uiu Ala uiy 


D VA 

rro 


Asp Ala Ser 


rro 


1 nr 


Ua I 

va 1 








OOU 




ODD 








b /u 






1 nr 


Thr 


Pro 


I nr 


va 1 


Tl^^ Tl^w* D^i^A OAbi* 

inr inr rro oer 


Leu 


Pro 


Ala Glu 


v/o 1 
va 1 


Gly 


Ser 






675 






con 
boU 






685 








rro 


His 


Ser 


1 nr 


ft 1 1 1 

u 1 U 


\#aI Aaa ftlii Oa»* 

vai Asp uiu oer 


Leu 


Ser 


Val Ser 


rne 


Glu 


Gin 




690 








bilo 






700 








va 1 


Leii 


Pro 


rro 


oer 


Aia rro inr oer 


ft 1 1 1 

U 1 u 


Ala 


Gly Leu 


oer 


Leu 


Pro 


/uo 










*7i n 
/ 1 u 




715 








720 


Leu 


Arg Gly 


rro 


Arg 


Aia Arg Arg oer 


A 1 0 

A 1 a 


Ser 


Pro His 


Asp 


Val 


Asp 










/zo 




7'jn 

/oU 








735 




Leu 


Cys 


Leu 


va 1 


oer 


D>-A fti#o ft 1 ■ 1 DkiA 

rro uys u 1 u rne 


ft 1 1 1 
u 1 u 


His Arg Lys 


A 1 fx 

A 1 a 


Val 


Pro 




















/ OU 






me L 


Ala 


Pro 


A 1 -a 

A 1 a 


rro 


A 1 A OA^i" D»i-A ft 1 \# 

Aia oer rro uiy 


0 A ^ 

oer 


Ser Asn Asp 


oer 


Ser 


Ala 






755 






/DU 






765 








Arg 


Ser 


Gin 


ft 1 1 1 

u 1 U 


Arg 


A 1 A ft 1 ft 1 %4 1 Al t 

Aia uiy uiy Leu 


ft 1 %# 
u 1 y 


Ala 


Glu Glu 


1 nr 


Pro 


Pro 




770 








/ / o 






780 








1 nr 


Ser Val 


ber 


U 1 U 


Ser Leu Pro Thr 


Leu 


Ser Asp Ser 


A AA 

Asp 


Pro 


Val 


785 










790 




795 








800 


Pro 


Leu 


Ala 


Pro 


Gly 


Ala Ala Asp Ser 


Asp 


Glu Asp Thr 


Glu 


Gly Phe 










805 




810 








815 




Gly 


Val 


Pro 


Arg 


His 


Asp Pro Leu Pro 


Asp 


Pro 


Leu Lys 


Val 


Pro 


Pro 








820 




825 








830 






Pro 


Leu 


Pro 


Asp 


Pro 


Ser Ser 1 le Cys 


Met 


Val 


Asp Pro 


Glu 


Met 


Leu 






835 






840 






845 








Pro 


Pro 


Gin 


Asp 


Ser 


Thr Ala Asn Gly 


Glu 


Arg Gin Pro 


His 


Pro 


Glu 




850 








855 






860 
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Ala Pro Gly Pro Pro Gin Leu Thr Arg Cys Arg Pro Gin Ser His Ser 
865 870 875 880 

Ser Gly Cys Cys Gin Asn Gin Gly Ala Cys Trp Trp Gly Pro Cys Gin 

885 890 895 

Pro Thr Thr Gin Cys Pro Glu 
900 



<210> 11969 
<211> 2497 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7). . (1014) 

<400> 11969 

tacgtgatgg ttttacagcc ogaggagcoo aagatoagcc tgagtggcgt ccaccatttt 60 
gooogagcag cttctgaatt tgaaagctoa gaaggggtgt tccttttcco tgagcttcgc 120 
atcatcagca ccatcacgag agaagtggag cctgaagggg acggggctga ggaccccaca 180 
gttcaagaat cactgttgtc cgaggagatc gtgcacgacc tggataoctg tgaggtcacg 240 
gtggagggag aggagctgaa ccacgagcag gagagcctgg aggtggacat ggcccgootg 300 
cagcagaagg gcattgaagt gagcagotct gaaotgggca tgaocttcac aggcgtggac 360 
aocatggoca gctaogagga ggttttgcac ctgctgcgct atcggaactg gcatgocagg 420 
tccttgcttg acoggaagtt taagctcatc tgctcagagc tgaatggccg ctatatcagc 480 
aacgaattta aggtggaggt gaatgtaatc cacacggcca accccatgga acacgccaac 540 
cacatggotg cccagccaca gttcgtgcao ccggaaoaco gctootttgt tgacctgtoa 600 
ggccacaacc tggocaacoo ccacccgttc gcaigtcgtcc ccagcactgo gaoagttgtg 660 
atogtggtgt gcgtcagctt cotggtgttc atgattatcc tgggggtatt tcggatcogg 720 
gccgcaoatc ggcggaccat gcgggatcag gacaccggga aggagaacga gatggactgg 780 
gacgactctg ccctgaccat caccgtcaac cccatggaga cctatgagga ccagcacagc 840 
agtgaggagg aggaggaaga ggaagaggaa gaggaaagcg aggacggcga agaagaggat 900 
gaoatcacoa gcgccgagtc ggagagoagc gaggaggagg agggggagca gggcgacocc 960 
cagaacgcaa cccggcagca gcagctggag tgggatgact ccaccctcag ctactgacco 1020 
gtgcccccgg ccacctcggt ttctgctttc gaagactctg ctgccatccg ttctcccagt 1080 
cccaagggtc cacgatgtac aaagtoattt oggccagtag gtgtgcagac ccctccoogo 1140 
cacgatcgtc gctgtgcttg gtgtgtagga CGCtaggoto coogoccacc ctctgcctgg 1200 
tcgcgctctt cagtcccacg aggagctgac acgtcctctc tggocgcoat coggctcgoa 1260 
caggggccto ccagcgcctc aggcccogog tttgtgtctg gagtctcccc ccggggagag 1320 
gacactggcc cctcgcactc cagaaaagcc atgccagctg ggctcgttga caaagggtaa 1380 
aacatgotca ctoocacccg gtaatcattt ttttcttttt ttaaaaaaag tttttatttt 1440 
ttooaaacta gtgcatgtat aaataatggc aggatggggg gtactgtgta gatgattaac 1500 
tgacttttta atattttgta aataaatcgg attccttgtg tcctttgtgc tagtgtaacc 1560 
cgggactgga atgtaaagtg aagttcggag ctctgagcac gggcttttcc cgccgggtcc 1620 
tccctcccca gaccccagag ggagaggccc accccgccca gocccgcccc agccoctgct 1680 
caggtctgag tatggctggg agtcgggggo cacaggcotG tagctgtgct gotcaagaga 1740 
ctggatcagg gtagctacaa gtggocgggc cttgcctttg ggattctacc tgttootaat 1800 
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ttggtgtggg gtgcggggtc cctggcccct 
ctgggcagtg gcctggtctc accgtgtgca 
tcctgctggt aaaaggagaa actgagaggt 
gagacggcag gaggcctgag cgatccgtac 
aagtcaaagt gctggaattt tccaaaacag 
ccccctgcca tcaggggggt tgaaatccct 
tggtagggca ggagagcaaa caaacagtca 
tagttacatg taaaatttta gatttctaaa 
tgtgaccctg actgctagtt ctgaggacac 
atgtcccgtc cctgtagctg ctctgtttag 
gtcctcacgc tgtcgccgcg cggtttccct 
aaagtgtatc cgctacaata aagttctggt 



tttccacact cctcctccga cagcagctcc 1860 
gccttgtggt ttatgcttaa atgtacattt 1920 
gtcctgcaga ccggctgacc actccttttg 1980 
tcagaacgtc caggagagac gcatggcccg 2040 
cctgttctct cctctctcct ccccagagca 2100 
ctcccccagg agccctgctg ctttgcttgg 2160 
tggtctaaaa cccacatagc actttgctct 2220 
acaggtgggc aatcattttg aatactgttc 2280 
tggtggctgt gctatgtgtg gccatcctcc 2340 
acagcggaca gacgctcacg cccaggggat 2400 
tcgcagatgt gtatactcat gataggtcag 2460 
tctaact 2497 



<210> 11970 
<211> 336 
<212> PRT 

<213> Homo sapiens 



<400> 11970 



Met Val Leu Gin Pro Glu Glu 


Pro Lys 


1 le 


Ser Leu Ser Gly Val 


His 


1 5 






10 


15 




His Phe Ala Arg Ala Ala Ser 


Glu 


Phe 


Glu 


Ser Ser Glu Gly Val 


Phe 


20 




25 




30 




Leu Phe Pro G 1 u Leu Arg 1 1 e 


1 le 


Ser 


Thr 


1 le Thr Arg Glu Val 


Glu 


35 


40 






45 




Pro Glu Gly Asp Gly Ala Glu 


Asp 


Pro 


Thr 


Val Gin Glu Ser Leu 


Leu 


50 55 








60 




Ser Glu Glu lie Val His Asp 


Leu Asp 


Thr 


Cys Glu Val Thr Val 


Glu 


65 70 








75 


80 


Gly Glu Glu Leu Asn His Glu 


Gin 


Glu 


Ser 


Leu Glu Val Asp Met Ala 


85 






90 


95 




Arg Leu Gin Gin Lys Gly Me 


Glu 


Val 


Ser 


Ser Ser Glu Leu Gly Met 


100 




105 




110 




Thr Phe Thr Gly Val Asp Thr 


Met 


Ala 


Ser 


Tyr Glu Glu Val Leu 


His 


115 


120 






125 




Leu Leu Arg Tyr Arg Asn Trp 


His 


Ala 


Arg 


Ser Leu Leu Asp Arg Lys 


130 135 








140 




Phe Lys Leu 1 1 e Cys Ser G 1 u 


Leu 


Asn 


Gly 


Arg Tyr 1 le Ser Asn 


Glu 


145 150 








155 


160 


Phe Lys Val Glu Val Asn Val 


1 le 


His 


Thr 


Ala Asn Pro Met Glu 


His 


165 






170 


175 




Ala Asn His Met Ala Ala Gin 


Pro 


Gin 


Phe 


Val His Pro Glu His 


Arg 


180 




185 




190 




Ser Phe Val Asp Leu Ser Gly 


His 


Asn 


Leu 


Ala Asn Pro His Pro 


Phe 


195 


200 






205 




Ala Val Val Pro Ser Thr Ala 


Thr 


Val 


Val 


1 le Val Val Cys Val 


Ser 



210 215 220 
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Php 1 pti I 

rllC 1— CU Val 


1 1 IC mC L 


1 lp 

lie 


1 lp 

1 1 C 


i_cLi u 1 y va 1 rfic r\r g 


1 ip 

1 1 c 


Arg Ala 


A 1 a 

A 1 a 


















9 AO 


H i Q tircr AKCt 


Thr Mpt 






A In Acn THr* (^\\t 1 vq 
vj 1 II nofj 1 III u i y 1— yd 


rs III 

U 1 u 


r\oi 1 


Glu 

vl 1 Li 


IfiC L 




















Asp 1 r p Asp 


Asp oer 


A 1 a 

A 1 a 


L6U 


Tkir- 1 fo Th»- Vol Aon 

inr 1 le inr vai Asn 


rro 


Met 


Glu 


1 nr 




260 






265 




270 






Tyr Glu Asp 


Gin His 


Ser 


Ser 


Glu Glu Glu Glu Glu 


Glu 


Glu 


Glu 


Glu 


275 








280 


285 








Glu Glu Ser 


Glu Asp 


Gly 


Glu 


Glu Glu Asp Asp 1 1 e 


Thr 


Ser 


Ala 


Glu 


290 






295 


300 










Ser Glu Ser 


Ser Glu 


Glu 


Glu 


Glu Gly Glu Gin Gly 


Asp 


Pro 


Gin 


Asn 


305 




310 




315 








320 


Ala Thr Arg 


Gin Gin 


Gin 


Leu 


Glu Trp Asp Asp Ser 


Thr 


Leu 


Ser 


Tyr 




325 






330 






335 





<210> 11971 

<211> 2427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (219). . (1859) 
<400> 11971 

gaatgtaaag agatccaggg ctcttggaga gggacaagtg agagccagcc aaaaaggaaa 60 
aagcaaaggc agaaaoggoa toaggagaga cagagatgtg aaggagggaa ggagcaggag 120 
agcaggaagg aaacgcagga ggagggagca gcatctcctg tgaacacaga ggagcacctg 180 
tttgctgtta aaatcgatct ccctcggcac cctgagcaat ggatataata tttggcagga 240 
ataggaaaga acagctggag cctgtgaggg ccaaagtgao aggcaagatt ccagcatggc 300 
tgcagggaac cctgctccgo aatgggoctg ggatgcacac agttggggag tocagataca 360 
aocattggtt cgacggcctt gccctgctcc acagcttcac catcagagac ggtgaagtct 420 
attacaggag caaatacctg agaagcgata cctacaacac caatattgag gcaaacagga 480 
ttgtggtgtc tgagtttgga acaatggcct atccggaccc ctgoaaaaac atattttcca 540 
aagctttctc otaottgtct cacaccatoo cogatttcac agacaactgc ctgatcaaca 600 
tcatgaagtg cggagaagac ttctacgcga cctcagagac caattacatc aggaaaatca 660 
acccacagac tctggaaacc ctggagaagg ttgattatcg taaatacgtg gcggtaaatc 720 
tggcaacgtc aoatccccat tatgatgagg ctggaaatgt totaaacatg ggcacatcca 780 
ttgtggaaaa ggggaagaoa aagtatgtga tttttaagat ccctgccaca gtaccagagg 840 
gcaagaagca ggggaagagc ccctggaagc acacagaggt gttctgctcc atcccatccc 900 
gctccctgct ctccccaagc tactaocaca gctttggagt caccgagaao tatgtoatct 960 
tccttgagca gcctttcagg ttggatattc tcaagatggc aaccgcatac atccggagaa 1020 
tgagctgggc ctcctgcctg gctttccaca gggaggagaa gacttatatc cacatcatcg 1080 
accaaaggac caggcagcct gtgcagacca agttttacac aggcgccatg gtggtcttcc 1140 
atcacgtcaa cgcctacgaa gaggacggot gcatcgtgtt tgacgtcatt gcctaogagg 1200 
acaaoagoot ctaccagotc ttctacctgg ocaacctgaa coaggactto aaggagaact 1260 
ccaggctcac ctcggtcccc accctcagga ggtttgccgt gcccctccac gtggacaaga 1320 



-5542/13211- 



atgcagaagt gggcacaaat ttaatcaaag tggcatctac aacagccacg gccctgaagg 1380 
aagaagatgg ccaagtctac tgccagccgg aatttcttta tgaaggctta gagcttccac 1440 
gggtcaatta tgctcacaat ggaaagcaat accgatatgt ctttgctaca ggagttcagt 1500 
ggagtccaat cccaaccaag ataataaaat atgacattct cacaaagtca tccttaaaat 1560 
ggagagagga cgactgctgg ccagcggaac ccctgtttgt gcccgcgcca ggtgccaagg 1620 
atgaggatga cggagtaatc ttatcagcca ttgtctctac tgatccccaa aagctgcctt 1680 
ttctgctcat tctggatgcc aaaagcttta cggaattggc ccgtgcctct gttgatgtcg 1740 
atatgcacat ggatctccat ggattattca ttacagacat ggactgggac acaaaaaagc 1800 
aggccgcttc tgaggaacag cgggacaggg cttccgactg ccacggggct cctctgacct 1860 
gatggtgttg gggtttgggt aggggagggg agctcggctg tcagaactcc atggatatgt 1920 
ttctttggat ggaggggagg gcctttgtta ccttttgcac ttattctttc tgtgggtgct 1980 
ttgacaaggg catggcaaga gagcttgtca gtatcatttc tttcatttta ttttggctgt 2040 
aaaaattttg tttgaaagtc aaacatttga acatcaaata tgtattgatt agatccagtc 2100 
cttctaagaa acctcctttc ctttaacaaa aagaccttga ccatgaatca gagattgtat 2160 
tcaatgacat tatcatcatt tttagaacga gccactaacc tattagagaa gaggcagata 2220 
attatttatc attgtgcctt cctctgtctc tttctctttc ctttgctccc tcccatgttt 2280 
ctggtggact aaattgtgta tctgggagtt ctcactttct agccaggcct gatgagttaa 2340 
gttacatgac caggaaggtt atgccacttt gtggtcattc catgcaagtc atggcgtaat 2400 
ataaaataat aaaaacttta aagtctg 2427 



<210> 11972 
<211> 547 
<212> PRT 

<213> Homo sapiens 
<400> 11972 

Met Asp Me Me Phe G I y Arg Asn Arg Lys G I u Gin Leu G I u Pro Va I 

15 10 15 

Arg Ala Lys Yal Thr Gly Lys Me Pro Ala Trp Leu Gin Gly Thr Leu 

20 25 30 

Leu Arg Asn Gly Pro Gly Met His Thr Val Gly Glu Ser Arg Tyr Asn 

35 40 45 

His Trp Phe Asp Gly Leu Ala Leu Leu His Ser Phe Thr I le Arg Asp 

50 55 60 

Gly Glu Val Tyr Tyr Arg Ser Lys Tyr Leu Arg Ser Asp Thr Tyr Asn 
65 70 75 80 

Thr Asn Me Glu Ala Asn Arg Me Val Val Ser Glu Phe Gly Thr Met 

85 90 95 

Ala Tyr Pro Asp Pro Cys Lys Asn Me Phe Ser Lys Ala Phe Ser Tyr 

100 105 110 

Leu Ser His Thr I le Pro Asp Phe Thr Asp Asn Cys Leu I le Asn I le 

115 120 125 

Met Lys Cys Gly Glu Asp Phe Tyr Ala Thr Ser Glu Thr Asn Tyr I le 

130 135 140 

Arg Lys Me Asn Pro Gin Thr Leu Glu Thr Leu Glu Lys Val Asp Tyr 
145 150 155 160 

Arg Lys Tyr Val Ala Val Asn Leu Ala Thr Ser His Pro His Tyr Asp 
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165 170 
Glu Ala Gly Asn Val Leu Asn Met Gly Thr Ser Me Val 

180 185 
Lys Thr Lys Tyr Val I le Phe Lys I le Pro Ala Thr Val 
195 200 205 

Lys Lys Gin Gly Lys Ser Pro Trp Lys His Thr Glu Val 

210 215 220 

Me Pro Ser Arg Ser Leu Leu Ser Pro Ser Tyr Tyr His 
225 230 235 

Val Thr Glu Asn Tyr Val Me Phe Leu Glu Gin Pro Phe 

245 250 
1 1 e Leu Lys Met A I a Thr A I a Tyr I I e Arg Arg Met Ser 

260 265 
Cys Leu A I a Phe H i s Arg Glu Glu Lys Thr Tyr Me His 
275 280 285 

Gin Arg Thr Arg Gin Pro Val Gin Thr Lys Phe Tyr Thr 

290 295 300 

Val Val Phe His His Val Asn Ala Tyr Glu Glu Asp Gly 
305 310 315 

Phe Asp Val Me Ala Tyr Glu Asp Asn Ser Leu Tyr Gin 

325 330 
Leu Ala Asn Leu Asn Gin Asp Phe Lys Glu Asn Ser Arg 

340 345 
Val Pro Thr Leu Arg Arg Phe Ala Val Pro Leu His Val 
355 360 365 

Ala Glu Val Gly Thr Asn Leu Me Lys Val Ala Ser Thr 

370 375 380 

Ala Leu Lys Glu Glu Asp Gly Gin Val Tyr Cys Gin Pro 
385 390 395 

Tyr Glu Gly Leu Glu Leu Pro Arg Val Asn Tyr Ala His 

405 410 
Gin Tyr Arg Tyr Val Phe Ala Thr Gly Val Gin Trp Ser 

420 425 
Thr Lys Me Me Lys Tyr Asp I le Leu Thr Lys Ser Ser 
435 440 445 

Arg Glu Asp Asp Cys Trp Pro Ala Glu Pro Leu Phe Val 

450 455 460 

Gly Ala Lys Asp Glu Asp Asp Gly Val Me Leu Ser Ala 
465 470 475 

Thr Asp Pro G I n Lys Leu Pro Phe Leu Leu I I e Leu Asp 

485 490 
Phe Thr Glu Leu Ala Arg Ala Ser Val Asp Val Asp Met 

500 505 
Leu His Gly Leu Phe I le Thr Asp Met Asp Trp Asp Thr 
515 520 525 

Ala Ala Ser Glu Glu Gin Arg Asp Arg Ala Ser Asp Cys 

530 535 540 

Pro Leu Thr 



175 
Glu Lys Gly 
190 

Pro Glu Gly 

Phe Cys Ser 

Ser Phe Gly 
240 

Arg Leu Asp 

255 

Trp Ala Ser 
270 

Me Me Asp 

Gly Ala Met 

Cys II e Va I 
320 

Leu Phe Tyr 

335 
Leu Thr Ser 
350 

Asp Lys Asn 

Thr Ala Thr 

Glu Phe Leu 
400 

Asn Gly Lys 

415 
Pro 1 1 e Pro 
430 

Leu Lys Trp 

Pro Ala Pro 

Me Val Ser 
480 

Ala Lys Ser 

495 
His Met Asp 
510 

Lys Lys Gin 
His Gly Ala 
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545 



<210> 11973 
<211> 2892 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (60) . . (404) 

<400> 11973 

gtattttttc agtaagcacc cagaggcctc cattcaggct gtttttttca gatgcccaaa 60 
tgcatatttg ggcattagaa ggtctgtcgc acttagtagc agcatcattt acagaggata 120 
gatttggagt tgtcoagaog acactaccag ctatcottaa tactttgttg acactgcaag 180 
aggcagtcga caagtaottt aagcttcctc atgcttccag taaaccaccc cggatttcag 240 
gaagccttgt ggacacttca tataaaacat taagatttgc attcagagca tcactgaaaa 300 
ctgcoatcta tcgaataact actaoatttg gtgaacatct gaatgctgtg caagcatctg 360 
cagaacatca gaaaagactt caacagttct tggagttcaa agaatagtta agtaatataa 420 
actgtgttca ttacactgct gatacaacta cagatgggac agtaaatgtt cagcattctt 480 
ggatcagaag aaaacggact aattagatgc ttcctttgto gtggtggttg ctttgaaaac 540 
tatactttaa tgggagaaat catggaaaga aattctcaao agaataactg aaaactgcct 600 
tttotgtaco gattgctttt tgtgtgtgtg gtataataaa atctttattc aattttacag 660 
aagoattgat ggcagtcgaa atgtctctag ctcatataac ttaatagtaa taactaaaaa 720 
acttttagaa tttacttttg aaaggaggga agccagttct gaaatgagta taggttgatt 780 
toatagtctt cttaattaag agtttagctc tttgtaaact caaaatacat aaaottttta 840 
agtgtagttt catttactga aggataaaaa tggtaacagt gcagcaatat tcacaaaaaa 900 
tattgtctaa cggacatatt ttgttaatct gttaggttgg gtttttgttt ccagggacaa 960 
attaaatttg tatgattacc caaaaaaggg tctcagttta cagatgctaa otctatataa 1020 
aggaatgtgg aaaaactcag ttcttaagtt acaagattaa aaattcacat ttggtottta 1080 
agaaacaatt gactgacatc tatgaattta ttttgtatca cgctagtaaa cacgaagtat 1140 
taatgtatgg gtattttccc agctagtttt gctttctttt tctggagcaa aacattaagt 1200 
gattgcagag tttttcaagc aagagaaaaa ggtttgcaaa aaaacccagg aaatgttccc 1260 
ttttttccco accattcato ttcattagat caaattctgt gaaacttgtc tggtctctca 1320 
aagggagcag cctctgtagt gttaaatggc taattaaaat aggaagatct ttatagccag 1380 
aaaoaactta gtcatcaaat agcaagtgaa accaaaacgt cagagggatt actgtacttg 1440 
ggagtatgtt gtgtgtocca aatgtgaacg aagtattgtt agaatttatt agatoagctt 1500 
ctttggagat caaagattgg aaatcctagt catagatatt cactggaotg gctttggact 1560 
gaaatgctcc tttgtaattc ttttcctatt gtcttttcct tctagtgtcc caaaatattt 1620 
tctttaaagt cagcacagtt ctgtatatga atotttaatg tggtatcata tatgtctaot 1680 
tttgtotgat toatogatgt attatatctt tataattgaa tattttagct ccgggtcctg 1740 
ttgccocttc aagcagtaca tgccaaatta taaataggtg ctactggcct tgagcatatc 1800 
actgtgggao agttccccaa ttgtcaagtg tttagatatg tagactattg coatttgttt 1860 
ttttgttttg gttttgcttt gtgtctgaag otgaattgat ttcttttttt tgaatgtgaa 1920 
agttgaattt caaacgtagt catttcttao agatggocaa gacagaaagt tgtggctagg 1980 
ttgattgaga actgttgtct tccatgtatt aacacaatta agctttttat attccactct 2040 
ctgtgctgao cctggctgag gcattttggg agacaaggac tctgaatctt ctgottooat 2100 
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taaagaagaa ctgtgatatt caacattgga tttctgagga taaagatagg atgattcctt 2160 
tgaactttga cttacttgta taaaatgtcc agctaggtta ggtttttgcc atttcctata 2220 
tactttgggt aaagctacat ttgatgagca atgtgaatgt ttctgagaat gttcattcct 2280 
gttttctctt aagagaatgt gctgtgtact aaatacaggc cacatagtgt ctgcctgttg 2340 
aagatctgga aactgcctcc ccagatctgt attgtatttg gtaggtaagg gggtcagttt 2400 
ctttttctca ttgtgtgttg ataatctaca caccatctgt tggaaccagg gtgttattat 2460 
ggggaactcc tcctgtgtac taggaggagg accttaggga gaccaagagg agagaagcat 2520 
ttcctttgat gaagtcacat cctgtctatg agcccactaa tgctgtaaca ttggcctgaa 2580 
agagagtgtt ctttaaaagc ctttctcggc tgttagtata aaaacatgat ggtatcagct 2640 
cttagcatgt ttgcttgacc cttatggaag gtataaatcc acagaacttc cttcccagag 2700 
aactgggaaa ttgtcctaga aataaacctt gtacagttga gtggacatgg ataagcaaca 2760 
atttgttact ttgcaggatt tgttccttgg taattgtttg gtgtgtcatc ctgtaaatat 2820 
tcatgatagt ctgtttatat ccttttgtat atcgttgata ctggattggg tagaaaaata 2880 
aattggcaat tt 2892 



<210> 11974 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 11974 
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<210> 11975 
<211> 2749 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (66). . (1223) 
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<400> 11975 

atcgcagcgt cggatgttca gagcagcaga agccggcgtc gtcggatgtt gtgttgcccg 60 
ccaccatgag ctacacaggc tttgtccagg gatctgaaac cactttgcag tcgacatact 120 
cggataccag cgctcagccc acctgtgatt atggatatgg aacttggaac tctgggacaa 180 
atagaggcta cgagggctat ggctatggct atggctatgg ccaggataac accaccaact 240 
atgggtatgg tatggccact tcacactctt gggaaatgcc tagctctgac acaaatgcaa 300 
acactagtgc ctcgggtagc gccagtgccg attccgtttt atccagaatt aaccagcgct 360 
tagatatggt gccgcatttg gagacagaca tgatgcaagg aggcgtgtac ggctcaggtg 420 
gagaaaggta tgactcttat gagtcctgcg actcgagggc cgtcctgagt gagcgcgacc 480 
tgtaccggtc aggctatgac tacagcgagc ttgaccctga gatggaaatg gcctatgagg 540 
gccaatacga tgcctaccgc gaccagttcc gcatgcgtgg caacgacacc ttcggtccca 600 
gggcacaggg ctgggcccgg gatgcccgga gcggccggcc aatggcctca ggctatgggc 660 
gcatgtggga agaccccatg ggggcccggg gccagtgcat gtctggtgcc tctcggctgc 720 
cctccctctt ctcccagaac atcatccccg agtacggcat gttccagggc atgcgaggtg 780 
ggggcgcctt cccgggcggc tcccgctttg gtttcgggtt tggcaatggc atgaagcaga 840 
tgaggcggac ctggaagacc tggaccacag ccgacttccg aaccaagaag aagaagagaa 900 
agcagggcgg cagtcctgat gagccagata gcaaagccac ccgcacggac tgctcggaca 960 
acagcgactc agacaatgat gagggcaccg agggggaagc cacagagggc cttgaaggca 1020 
ccgaggctgt ggagaagggc tccagagtgg acggagagga tgaggaggga aaagaggatg 1080 
ggagagaaga aggcaaagag gatccagaga agggggccct aaccacccag gatgaaaatg 1140 
gccagaccaa gcgcaagttg caggcaggca agaagagtca ggacaagcag aaaaagcggc 1200 
agcgagaccg catggtggaa aggtaaccag cttccctcca cccctctgcc tctgcctcgc 1260 
tgtggggctg ccgccaggag agcagggcca tagctctgcc agctcgccgc cctctggcct 1320 
cccttgggag ccgccacctg ctcggccgtg catggaccct gcttcccgcc aggcccagct 1380 
cccaaggcct gactcatccc ctgcccctct gcggccgcct ggcgaccgct ggcgtctgtg 1440 
ggccgagacc tgacaccgct cggcaccgtt gctcagaagc tctggcgcta ggtcactcgg 1500 
cgcacgaacc ccaaggtgca ctgggggcct gatgcccctg agggaggggg ccagctcatc 1560 
agagactcaa ggtccaaggc gcctgtgccg ccccagctag ctgccaagag gccaccgccg 1620 
tgcccaggag agatggcagc acctgtgggc tgtggcagcc tcgggcctgc cttctgccct 1680 
gcccgccggc cctgtcaggc cgggcctgtc tgcggctgag cccttcacgc cccttggtcg 1740 
ggtctgtctg ccctcagggc tcccgcactg gcgcttgcct cctccgcctc agactcttgc 1800 
tcttgctgga ccttcctcag cctcgccggc gcccggcccc tgggctctcc agacaaagct 1860 
gaccccgtgg cccagataag gacgtccggc agaggatcca gtttgtgtgt tctctgtgca 1920 
aataccggac cttctatgag gacgagatgg ccagccatct tgacagcaag ttccacaagg 1980 
aacactttaa gtacgtaggc accaagctcc ctaagcagac ggctgacttt ctgcaggagt 2040 
acgtcactaa caagaccaag aagacagagg agctccgaaa aaccgtggag gaccttgatg 2100 
gcctcatcca gcaaatctac agagaccagg atctgaccca ggaaattgcc atggagcatt 2160 
ttgtgaagaa ggtggaggca gcccattgtg cagcctgcga cctcttcatt cccatgcagt 2220 
ttgggatcat ccagaagcat ctgaagacca tggatcacaa ccggaaccgc aggctcatga 2280 
tggagcagtc caagaagtcc tccctcatgg tggcccgcag tattctcaac aacaagctca 2340 
tcagcaagaa gctggagcgc tacctgaagg gcgagaaccc tttcaccgac agccccgagg 2400 
aggagaagga gcaggaggag gctgagggcg gtgccctgga cgagggggcg cagggcgaag 2460 
cggcagggat ctcggagggc gcagagggcg tgccggcgca gcctcccgtg cccccagagc 2520 
cagcccccgg ggccgtgtcg ccgccaccgc cgccgccccc agaggaggag gaggagggcg 2580 
ccgtgccctt gctgggaggg gcgctgcaac gccagatccg cggcatcccg ggcctcgacg 2640 
tggaggacga cgaggagggc ggcgggggcg ccccgtgacc cgagctcggg gcgggcggag 2700 
cccgcgtggc cgaagctgga aaccaaacct aataaagttt tcccatccc 2749 
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<211> 386 




<212> PRT 
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Ala Val Glu Lys Gly Ser Arg 
325 

Glu Asp Gly Arg Glu Glu Gly 
340 

Thr Thr Gin Asp Glu Asn Gly 
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<210> 11977 

<211> 2859 

<212> DNA 

<213> Homo sapiens 

<400> 11977 

gattatcagc tgccaaaatg gtatattact tagatccttc tagtcagaag cgagctatag 60 
agttggoaac aacacttgat gaatctctca otaaoagaaa octccagaca tgtatggagg 120 
tattggaagc cttgtatgat ggtagcctag gagactgtaa agaagctgct gaaatttata 180 
gagcaaattg tcataagott ttcccttatg ctttggcttt catgcctcct ggatatgaag 240 
aggatatgaa gatcacagtt aatggagata gttctgcaga agctgaagaa ctggcoaatg 300 
aaatttgaac atcactaaac aagcaaatgg aatgactttg gaccatatct agtatataat 360 
atttttgtca cgcaoctgct gcattgctct aacttacaca gaatgagagg agtaaatgtt 420 
ottgccttoa aatagtgttt taogtttttt atcctgctga aaaagtatat ataaaatatc 480 
taacattaca ggatagaggt tcagtttctt aaaaaattaa agctgctaaa attgagtggt 540 
taaaaaagat aoottatcct attcctcccc aoocaoocat gtttttaaao taatttatat 600 
aaaatctgga ggctgttaca gctaacaaag caggtgtgtg gcagaaatat tactttaaat 660 
ttgtcttgtg agattttact atatctcaga cagcataaat gctgttttag cactggattc 720 
tttoactgag cacaaagagt tgttggggot ttagoatctg aotgattttg ttacggggtt 780 
gattctgaco ataggaagta tgcaatgtga atcactattt acagagaaac ctacaacaga 840 
tgcttgatgt tgtagaaact gggacatata gataccaagc aaaattataa gaaacctata 900 
aggtgttcaa tacgottgtg tttccaaaat tcaotgtaoa tgatcagttt ggtgttcttg 960 
taccacagtt tttaactgaa ggaaccagtt gtaacagtot caattttaac taaaacttga 1020 
agaactaaaa caacaatgca aacctttcag cattgtttgg ccaaacttgt taaaactgta 1080 
atgcaagaac caaatgcact gtgatgtggc acoaactaat tagoaagcat gaatttttca 1140 
cccaagagtg aaaaaaggaa aatctaccat ggcttgaagt taaagagcag aactcctgac 1200 
taccattcta tgactgatca aaagaotaat agttaaaaao ctcagcaggo cttgttcacg 1260 
atatgoagaa aaaaaagtgc tgcagtttag atacctctgg aatttttcca cagtgtcaca 1320 
ggtttgtaat acttgaagcc ctacatttct aagaatatat ttcttgctca gttgtttcag 1 380 
gcaagcccaa gactttgtaa tttttaaagg gcccaagatt tttttttttt ttttttttto 1440 
aaataaoaga ccagcttctt tttcttgcag ttacagatgt aatttccttt ttgttgtcaa 1500 
acataaggta ccaaatatga tgcaataaat tgttttgaaa aacagttgtg tgaatatttc 1560 
aactaatotg tgttgggctt otgtgaaata cacaggtgga aacagaggtg oaagocagag 1620 
gcaatgtaat atgctgtaag gctagtgcag atgggagctt tttagaaggg gctaagtgct 1680 
ggtgtcaggg aaattccata atgaagtaga atgctgctcc tgcattaaga tttcattgag 1740 
ggoaaggotg gtggcaggta ctatgaatgt aattcataat ttaaaaggaa aactaaaaac 1800 



Val Asp Gly Glu Asp Glu Glu Gly Lys 
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Lys Glu Asp Pro Glu Lys Gly Ala Leu 
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360 365 
Lys Lys Arg Gin Arg Asp Arg Met Val 
380 
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tattttgatt tgggaaaatg agccttaatt tgttaaacct atacactgag aactagcctc 1860 
aggcttaata ttctcattgc atttgcaaga tctgagcaaa taagattaag taaaacaaat 1920 
caattgtata tataattgac ctttttgtgg aacatgtagt ttatagaaag tatactctaa 1980 
agggaatttg ccgaagacct tttactgatt gaacagttgt gctacaatca acttttcata 2040 
gtacatgacc tgcattccac atctcagtct aacagtttag tagtgatgta aagagaagta 2100 
caaaccgaac tccagtgctt tgttatgttt tattaactgg ccctgtctca ggaacatctt 2160 
aacagatggc aaaaaaaaca aaaacttttt ttcaactcct atgagtggca actgaagttc 2220 
ttattgttgg gaaagaacac tagtcctacc tctgccacta atgaggtgtt tggaggaggt 2280 
accagccata taataggggg tgtatgtgtg aattttgttt aaactctact gtatattgaa 2340 
atgaaattca tttatttgtc ttgacaatgt tcaaatgatg tagattgtct tagaatgaat 2400 
attcataagt actcagaact cttaagatgc agatgccacc cgtgaggagc taaattccta 2460 
atgtgtattg tattccaacc caattttact ggaactattg aataaatctt ttattttctt 2520 
tcaggtttac ttgatagtgg atacattggt gtcagaggac cttgactggg ttcattttat 2580 
gtccagacat cacccctgaa acactgtact gtactatctt gctctgagta gtatcaactg 2640 
gatcgtctca tatttgcctc attcatccta ttaatttcaa atgatactgt gggggaaaaa 2700 
cagggttaga aaaacaagtg gaaaaaatgg agtgatgttg taatctaaac aagtgcctta 2760 
tgtttattgc taagaactgg tgttaccaac ccttttgaga agaaagggtc tcttgacctg 2820 
tattaacata ggaaagtaaa gttctttttg tttttcttt 2859 



<210> 11978 
<211> 2690 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (118). . (573) 

<400> 11978 

oaggaaagag taggaaactt tttggcagac ttttacctgg tgaatggact tgttttagaa 60 
tcaaggaaaa gaagagaaca tctcagtgaa gaggatattc ttcgaaataa ggccatoatg 120 
gagagtttga gtaaaggtgg aaacataatg gaacagaatt ttgagccgat togaagacag 180 
tctcttaoac ctcctcctca gaacactatt acatgggaag aatatatato tgctgaaaat 240 
ggaaaagctc ctcatctggg tagagaattg gtgtgcaaag agagtaagaa aacgtttaaa 300 
gotaogatag ooatgagcca ggaatttccc ttagggatag agttattatt gaatgtttta 360 
gaagtagtag ctcccttcaa gcaotttaac aagcttagag aatttgttca gatgaagctt 420 
cctccaggct ttcctgtaaa attagatata cctgtgtttc ccacaatcac agccactgtg 480 
acttttcagg agtttcgata cgatgaattt gatggctcca tctttactat acctgatgac 540 
tacaaggaag acccaagccg ttttcctgat otttaactga ogtggaaaag gatgccgtct 600 
aaccaaggaa agaaaataca gagaccctag aagtggatcc aaatagaagg gacaagtgct 660 
ttcagtgaag aaaagggaat tacacattga atcgacacat cagtaatacg atacagtgaa 720 
atgggoctct aataagaatt tcagogagtt ttctgatgtg ccattttttg totttttaaa 780 
aatatacata ttataaatgt aatagtttga cacattaatg acoctaagac ctgcgtatgt 840 
gaagcagcta tgagtgctgt gatttgtttt taaaaatttt tacacttctt gttgaaatat 900 
atatgcatat aaatatatot atatctatat ctatatctaa aacactcctg gaccattaac 960 
gtaaattaaa tgtcttaaga gatatggago ccttttaaac ttgtcatctt tatgoaaggt 1020 
gacatttata aatattcctt cgagctttgt tttcataaaa tgtaaactat gtaacattat 1080 



-5550/13211- 



gtatagttca gtaatttgaa tgtttgttca atataatgaa ctagaaggaa tgcaattttc 1140 
tgtagatgaa tgaaccaaat ggtaaccatt aaacaattgc atttatatgt tgcaatacat 1200 
ttcagaagga gcgttcactc tgcagggaat aaggtacctc ctttagcacc ttagtgcaat 1260 
tcattgtggt gctatttgtt tttacctgaa tgtttgttac taatcttcct ttcatagaac 1320 
ctctattttt tttttttcta aacttgagtt tgagtccttg ttatggtcat cataaggtaa 1380 
tggttagcat gtttaaagat atttctcttc caaatctcag cactttaaaa aaaaatccaa 1440 
atttttaaac ttgcttccta ataagtacac atcggtctga ttattttgtt tgtttttagt 1500 
agaatatgga tgcattggtg tcagttttaa aaaacaatac acatattttg gacaacccta 1560 
cat^tttaat cctttcaaaa taagataaaa acattttata tgctaacaga atatatttgt 1620 
tacaagttaa agtccagaag tatacacaag attgattact cctattattt tttttaaatc 1680 
acaggaaaat attgatttca ttgtctccaa agtgataaaa tcatgtatta ctcatttttg 1740 
cacttaaaat ttttcttatt tattccaagg tggtttgaag gtccaagtat gaaaatagat 1800 
tagggggatt aatgtataac agttacaaag tatcatgttg tattaaagag cttacttaga 1860 
ttgatgtttt taaaatgtat cctgatgaat gtctcaagaa tgcatctgtc aagtttttta 1920 
gactgaccag tagcttaaac ttttttcagg attttaggta atttgaaagg agtttagaga 1980 
cccttattga aaatatgttt taaaaatcca aagcataaac cgtaagaaaa attttaaata 2040 
aacatcttta aagctgcatc ttccatactg atacatgcat tgcgtatgtt gacattaaat 2100 
acattttata atgaagaaaa ataatcatag taaaaaattg aaagacctaa ttactacgtt 2160 
acatggacct attgaatttt gggggaacgt gttagtaaac ccagactagc tttgttgaat 2220 
agaagttgat cgctgttatt taggaaatgg gtagatcaaa tgacttagag actgaattat 2280 
cctatcagtg gttacatggg gttggagaca ctgaaaggca gtgatcactg ttgcttctag 2340 
gctcccttac tttgtaggaa tatggtatac tttcaggaat atgctatata tgttttcata 2400 
agtacagaca ccttagggaa gaaaaaaagt gggtaattga agcttatggt tgattaattt 2460 
cctaacagca cagctatgaa tattttgctg gggtacactg gaggtaggaa gactactgga 2520 
aatttttgca cttgaatttt gtttttaaag cttttttctt taaagaatgg tagaaacaga 2580 
ttatccattc caaaatgtct tttctctgat cacaaatagc aaacaaatgt caatatctct 2640 
tatgatggtg aaaaaaagga attaatcgat gcaaataaac ttttcacagt 2690 



<210> 11979 
<211> 152 
<212> PRT 

<213> Homo sapiens 



<400> 11979 
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25 




30 




Trp Glu Glu 


Tyr 


1 le 


Ser 


Ala Glu Asn 


Gly Lys Ala 


Pro His Leu Gly 




35 








40 




45 




Arg Glu 


Leu 


Val 


Cys 


Lys 


Glu Ser Lys 


Lys Thr Phe 


Lys Ala Thr 


1 le 


50 










55 


60 






Ala Met 


Ser 


Gin 


Glu 


Phe 


Pro Leu Gly 


Me Glu Leu 


Leu Leu Asn 


Val 


65 








70 




75 




80 


Leu Glu 


Val 


Val 


Ala 


Pro 


Phe Lys His 


Phe Asn Lys 


Leu Arg Glu 


Phe 








85 






90 


95 




Val Gin 


Met 


Lys 


Leu 


Pro 


Pro Gly Phe 


Pro Val Lys 


Leu Asp 1 1 e 


Pro 
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100 










105 


110 


Val Phe 


Pro 


Thr 


1 le 


Thr 


Ala 


Thr 


Val 


Thr Phe Gin Glu Phe Arg Tyr 




115 










120 




125 


Asp Glu 


Phe 


Asp 


Gly 


Ser 


1 le 


Phe 


Thr 


1 1 e Pro Asp Asp Tyr Lys G 1 u 


130 










135 






140 


Asp Pro 


Ser 


Arg 


Phe 


Pro 


Asp 


Leu 






145 








150 











<210> 11980 
<211> 3048 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (140). . (2182) 
<400> 11980 

gagtcctccc cgcctcgcag agttgggaga aggcagggtg gggggtgtgg aaaaataaaa 60 
ggaaaagtoc ttgoaocatg tagatcagcg tcococactt tggoatoccg gocggccggg 120 
gacctcccag tctgcggcca tgaacgcgag cagcgagggc gagagcttcg cgggctcggt 180 
gcaaattcca ggtggcacaa cggtgotggt ggagctgaot cccgacatoo atatctgcgg 240 
oatctgcaag cagcagttta acaaoctgga tgoctttgta gctcacaagc aaagtggctg 300 
ccagctgaca ggcacatccg cagcagcccc cagcacggtc cagtttgtat cggaggaaac 360 
agtgcctgoo acocagaoto agaccaccac cagaaccatc acctcggaga ocoagacaat 420 
oacagtttca gctccagaat ttgtttttga acatggctat caaacttacc tgcocacgga 480 
aagtaatgaa aaccagacag ccactgtcat ctctctccct gccaagtcac gcaccaaaaa 540 
gcccacaaca ccacotgotc agaaaaggct taaotgttgc tatccaggtt gocaattcaa 600 
gactgcttat ggcatgaagg aoatggagcg gcatttaaaa attcacacgg gagacaaacc 660 
ocataagtgt gaagtctgtg gcaagtgctt tagccggaaa gacaagctga aaactcacat 720 
gcggtgccac acgggogtga agccctacaa gtgtaagacg tgtgaotacg oogctgccga 780 
cagcagcagc ctcaacaagc acctgaggat ccactcggac gagcggccct tcaaatgcca 840 
gatctgcccc tacgccagcc gcaactccag ccagctcact gtocacctgc gatcccacao 900 
gggggacgoo coottccagt gctggctctg tagcgccaag ttcaaaatoa gotoggactt 960 
gaaaaggcac atgcgggtgc actcggggga gaagcctttc aagtgcgagt tctgcaatgt 1020 
ccgctgcacc atgaagggga acctcaagtc gcacatccgt atcaagcaca gcgggaataa 1080 
ottcaagtgt cctcattgcg acttootggg tgacagcaaa gocaoootcc ggaagcacag 1140 
ccgcgtgcac cagtcggagc atoctgagaa gtgctcggaa tgcagctact cctgctccag 1200 
caaggoogoo otgcgoatoc acgagogtat ocactgoacc gacogocctt tcaagtgoaa 1260 
ctactgcagc ttcgacacca aacagcccag caacctgagc aagcacatga agaagttcca 1320 
cggggacatg gttaagactg aggctctaga gaggaaggao aocggcaggc agagcagccg 1380 
gcaggtggcc aagotggatg ocaagaagag tttccaotgc gatatatgcg atgcctcctt 1440 
catgcgggag gactcgctcc gcagccacaa gagacagcac agtgagtaca atgagagtaa 1500 
gaactcggac gtgaccgttc tccagtttca gatcgacccc agcaagcagc ccgccacgcc 1560 
cctcactgtg ggacacctoc aggtgcccct ccagcccago caagtgCGOC agttcagcga 1620 
gggaagagtc aaaatcatcg ttgggcatca ggtgccccag gcgaacacca tcgtccaggc 1680 
tgocgctgct gcagtgaaca togtoocgoc tgccttggtg gcocagaacc cagaggaact 1740 
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cccagggaac agccggctgc agatcctgcg ccaggtcagt ctgatcgccc cccctcagtc 1800 
ctcgcggtgt ccgagcgagg cgggcgcaat gacccagccg gctgtcctgc tgaccaccca 1860 
cgagcagacg gacggagcca ctctgcacca gactctcatc cccacggcct caggtggccc 1920 
ccaggaaggc tctggcaatc aaactttcat taccagttcg ggtattactt gcactgactt 1980 
tgaaggccta aacgccttga ttcaggaggg gacagcagaa gtgacagtgg tgagcgatgg 2040 
aggccagaac atcgcagtgg ccaccacagc gccaccggtc ttctcctcct cttcccagca 2100 
agaactaccc aagcagacct actccatcat tcaaggggca gcccatccag ctttgctctg 2160 
tcccgccgac tccattccag attagtgctt aaaaaacaaa aggagtgggg gaaaggaatt 2220 
gagaaaaaga aatcttaagt agaattctct aaaaggtttg ctcttaatgt tttctttgtt 2280 
ttgttttgtt tttgagacgg agtctcgctc tgtttcccag gctggagtgc agtggcgcta 2340 
tcttggctca ctgcaacgtc cgcctcccag gttcaagcga ttctcatgcc tcggccctcc 2400 
gagtagctgg gaccacaggt gtacgacatc atgactggct aatttttgta tatttaatag 2460 
aggcggggtt tcatcatgtt gaactcctga cctcaagtga tctgcccacc tcagcctccc 2520 
aaagtgctgg gattadSggt gtgagccacc atgcctggcc gtggtttgct cttaatgttt 2580 
ttaaggatgg ttgtgaatcc ccctggcccc ataataaatt gtaattttat actgcttact 2640 
ataatttttt taacactgta acaactttga gaccacctct gaatcgtcgc attataactg 2700 
ttgtagaatc ttaaatgtta ccaagatgat tccaatgagg ggttggaatt aaatgcatta 2760 
agtagtgaac tcatgtgttt gtttccaact tgattttcca actctaataa aggtttctgt 2820 
ccatcttatt acatttgtgt agtaaatggt acttcccagc ctctcttttg ccccattctg 2880 
gaatactccc cagagtttgg gggtgttcat gttttataca tgtaagtctg ttggcatgaa 2940 
ggaccatttt ctacataata tgacatggat acttgaccca aaaaaaatgt ttagtgctaa 3000 
tgagcagaaa atgaatggtt ccataataaa ttgatatctg attaaaat 3048 



<210> 11981 
<211> 681 
<212> PRT 

<213> Homo sapiens 



<400> 11981 



Met 


Asn Ala Ser 


Ser 


Glu 


Gly 


Glu 


Ser 


Phe 


Ala Gly 


Ser 


Val Gin 1 le 


1 




5 










10 






15 


Pro 


Gly Gly Thr 


Thr 


Val 


Leu 


Val 


Glu 


Leu 


Thr Pro 


Asp 


1 le His 1 le 




20 










25 








30 


Cys 


Gly 1 le Cys 


Lys 


Gin 


Gin 


Phe 


Asn 


Asn 


Leu Asp 


Ala 


Phe Val Ala 




35 








40 








45 




His 


Lys Gin Ser 


Gly 


Cys 


Gin 


Leu 


Thr 


Gly 


Thr Ser 


Ala 


Ala Ala Pro 




50 




55 








60 






Ser 


Thr Val Gin 


Phe 


Val 


Ser 


Glu 


Glu 


Thr 


Val Pro 


Ala 


Thr Gin Thr 


65 






70 










75 




80 


Gin 


Thr Thr Thr 


Arg 


Thr 


Me 


Thr 


Ser 


Glu 


Thr Gin 


Thr 


1 le Thr Val 






85 










90 






95 


Ser 


Ala Pro Glu 


Phe 


Val 


Phe 


Glu 


His 


Gly 


Tyr Gin 


Thr 


Tyr Leu Pro 




100 










105 








110 


Thr 


Glu Ser Asn 


Glu 


Asn 


Gin 


Thr 


Ala 


Thr 


Val Me 


Ser 


Leu Pro Ala 




115 








120 








125 




Lys 


Ser Arg Thr 


Lys 


Lys 


Pro 


Thr 


Thr 


Pro 


Pro Ala 


Gin 


Lys Arg Leu 




130 






135 








140 
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Asn Cys Cys Tyr Pro Gly Cys Gin 
145 150 
Asp Met G I u Arg H i s Leu Lys 1 1 e 
165 

Cys Glu Val Cys Gly Lys Cys Phe 
180 

His Met Arg Cys His Thr Gly Val 
195 200 
Asp Tyr Ala Ala Ala Asp Ser Ser 

210 215 
His Ser Asp Glu Arg Pro Phe Lys 
225 230 
Arg Asn Ser Ser Gin Leu Thr Val 
245 

Ala Pro Phe Gin Cys Trp Leu Cys 
260 

Asp Leu Lys Arg His Met Arg Val 
275 280 
Cys Glu Phe Cys Asn Val Arg Cys 

290 295 
His Me Arg I I e Lys H i s Ser G I y 
305 310 
Asp Phe Leu Gly Asp Ser Lys Ala 
325 

His Gin Ser Glu His Pro Glu Lys 
340 

Ser Ser Lys Ala Ala Leu Arg I le 
355 360 
Arg Pro Phe Lys Cys Asn Tyr Cys 

370 375 
Asn Leu Ser Lys His Met Lys Lys 
385 390 
Glu Ala Leu Glu Arg Lys Asp Thr 
405 

Ala Lys Leu Asp Ala Lys Lys Ser 
420 

Ser Phe Met Arg Glu Asp Ser Leu 
435 440 
Glu Tyr Asn Glu Ser Lys Asn Ser 

450 455 
lie Asp Pro Ser Lys Gin Pro Ala 
465 470 
Gin Val Pro Leu Gin Pro Ser Gin 
485 

Val Lys lie lie Val Gly His Gin 
500 

Gin Ala Ala Ala Ala Ala Val Asn 
515 520 



Phe Lys Thr Ala Tyr Gly Met Lys 
155 160 
His Thr Gly Asp Lys Pro His Lys 

170 175 
Ser Arg Lys Asp Lys Leu Lys Thr 
185 190 
Lys Pro Tyr Lys Cys Lys Thr Cys 
205 

Ser Leu Asn Lys His Leu Arg I le 
220 

Cys Gin Me Cys Pro Tyr A I a Ser 
235 240 
His Leu Arg Ser His Thr Gly Asp 

250 255 
Ser Ala Lys Phe Lys I le Ser Ser 
265 270 
His Ser Gly Glu Lys Pro Phe Lys 
285 

Thr Met Lys Gly Asn Leu Lys Ser 
300 

Asn Asn Phe Lys Cys Pro His Cys 
315 320 
Thr Leu Arg Lys His Ser Arg Val 

330 335 
Cys Ser Glu Cys Ser Tyr Ser Cys 
345 350 
His Glu Arg Me His Cys Thr Asp 
365 

Ser Phe Asp Thr Lys Gin Pro Ser 
380 

Phe His Gly Asp Met Val Lys Thr 
395 400 
Gly Arg Gin Ser Ser Arg Gin Val 

410 415 
Phe His Cys Asp Me Cys Asp Ala 
425 430 
Arg Ser His Lys Arg Gin His Ser 
445 

Asp Val Thr Val Leu Gin Phe Gin 
460 

Thr Pro Leu Thr Val Gly His Leu 
475 480 
Val Pro Gin Phe Ser Glu Gly Arg 

490 495 
Val Pro Gin Ala Asn Thr I le Val 
505 510 
Me Val Pro Pro Ala Leu Val Ala 
525 
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riln 

U 1 1 1 


Acn 


Prn 

r r o 


u 1 U 


n 1 II 

U 1 u 


1 £ki 1 Pr"/^ ^ 1 \/ Aon 


ocr 


A fcr 1 oi 1 
Ar g l_cU 


a 1 n 

u 1 n 


1 1 A 
1 1 e 


Leu 


Arg 




\jO\J 












RAO 










H 1 n 

U 1 f 1 


Va 1 


ocr 


1 Al 1 


1 1 


A 1 9 PrTk Prri H 1 n 
nia irU ifU ulli 




OCI Ar g 


oys 


r ro 


oer 


^ 1 II 

U 1 u 
























oou 




u 1 y 


A la 
n 1 a 




Thr- 
1 nr 


n 1 n Pr-n A 1 q Vii 1 
u 1 n r 1 O Ala Vol 


1 ai 1 


1 <xt 1 Tki I** 

Leu inr 


Thr 

1 nr 


H i o 


u 1 u 


1 n 

u 1 n 










OuO 




Rid 








D iO 




Thr 
1 III 


Aon 


u 1 y 


A 1 5) 


Thr 
1 nr 


Lcu n 1 o u 1 n 1 nr 


1 oi i 
L.6U 


1 1 A Prn 


Thr 
1 nr 


A 1 9 

A 1 a 


Q^r 

oer 


u 1 y 


























u 1 y 


r r O 


H 1 n 
u 1 n 


n 1 11 

U 1 u 


u 1 y 


Cor* ^ 1 w Aon 1 n 
oci U 1 y noil u 1 11 


Thr 
1 nr 


rne Me 


Thr 
1 nr 


Cor" 
oer 


oer 


u 1 y 












600 






BO^ 








1 le 


Thr 


Cys 


Thr 


Asp 


Phe Glu Gly Leu 


Asn 


Ala Leu 


1 le 


Gin 


Glu 


Gly 




610 








615 




620 










Thr 


Ala 


Glu 


Val 


Thr 


Val Val Ser Asp 


Gly 


Gly Gin 


Asn 


1 le 


Ala 


Val 


625 










630 




635 








640 


Ala 


Thr 


Thr 


Ala 


Pro 


Pro Val Phe Ser 


Ser 


Ser Ser 


Gin 


Gin 


Glu 


Leu 










645 




650 








655 




Pro 


Lys 


Gin 


Thr 


Tyr 


Ser Me lie Gin 


Gly 


Ala Ala 


His 


Pro 


Ala 


Leu 








660 




665 








670 






Leu 


Cys 


Pro 


Ala 


Asp 


Ser 1 le Pro Asp 















675 680 



<210> 11982 
<211> 3935 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (47). . (1384) 

<400> 11982 

tctaaacatc attccaacct ttgcaaatct tatagactac coatccatga aaaacgcttt 60 
gataccaaga attaaaaatg cttgtctaca aaoatottco ottgcggttc gtgtaaattc 120 
attagtgtgo ttaggaaaga ttttggaata cttggataag tggtttgtac ttgatgatat 180 
cctacccttc ttacaacaaa ttccatccaa ggaacctgcg gtcctcatgg gaattttagg 240 
tatttacaaa tgtaotttta ctcataagaa gttgggaatc accaaagago agotggcogg 300 
aaaagtgttg octcatctta ttococtgag tattgaaaac aatcttaatc ttaatcagtt 360 
caattctttc atttccgtca taaaagaaat gcttaataga ttggagtctg aacataagac 420 
taaactggag caacttcata taatgoaaga acagoagaaa totttggata taggaaatca 480 
aatgaatgtt tctgaggaga tgaaagttac aaatattggg aatcagcaaa ttgacaaagt 540 
ttttaacaac attggagcag accttctgac tggcagtgag toogaaaata aagaggacgg 600 
gttacagaat aaacataaaa gagcatcaot taoaottgaa gaaaaacaaa aattagcaaa 660 
agaacaagag caggoacaga agotgaaaag ocagcagcct cttaaacccc aagtgcaGao 720 
acctgttgct actgttaaac agactaagga cttgaoagac acactgatgg ataatatgtc 780 
atccttgacc agcctttctg ttagtacccc taaatcttct gcttcaagta otttcgcttc 840 
tgttcottco atgggcattg gtatgatgtt ttctacacca actgataata caaagagaaa 900 
tttgacaaat ggcctaaatg ccaatatggg ctttcagact toaggattca acatgcccgt 960 
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taatacaaac cagaacttct acagtagtcc 
gggaacacct cccactttgc caaacttcaa 
gcagacccaa caaagaccca cagatatgtc 
acccaaagtt agcatgaacc agttatcaca 
tgtacctcct caaggttctc caactatggg 
gataggacaa tctgcttttg gtatgcaggg 
acagccacca actactatga ccaatagcag 
tgggtgaggt gtcttacttc tattttgaag 
gatttacatc tttatatagt tggcttggag 
tgtgacagga aacatctctg tccatgccag 
gagtttttta aagcattgag gattttttcc 
acccagccct tcccaatctc aaagagaaaa 
tttttaatca aatgtttatt ttggcttgtg 
atggtcattg caagctcatc tattaagtac 
cttcatttta atatgtaaaa aatcttgatg 
agtgagaaaa tgataagcat aaagagaagt 
agatgaacta ttgtttagta cagagactga 
atttcattgg tttaaatgcg ttattaacca 
tattttagca tggtctgcct caaatagtaa 
tagaatcact tttttcctcc^ tgtatcaagg 
tgacaaggca ctctgatgtg acttccctga 
aacttctgag gttgcagcat atatgaattg 
actatattta tgagtaaact tttgaggttt 
tacttctgta aaaattgagc agttgtatct 
tgatagtctg acctcattaa ttaccgctac 
gaaccttttg tttaaatatt ttaatttcta 
tctcttaaca ggaaacatgc tttatttttc 
tgctgattat tcaaccacag agccttatgc 
tattccactc ataaaacttt aaaaccatct 
tgccatagag ttgatggttt ttaattatct 
ttaagtttag tatgctggta ttgtttattc 
acacaatata tgtaatacac agcacttgat 
ggcagcattc agttaagagg gtactttaaa 
tgtatgggct gtacttggtt aacttgattt 
aatgcatcca ataaatgaaa aacagtagga 
aacttgacca gattagctgt cctgtttgta 
gcctacatat ggaataaaat aagtattgaa 
ctgtttattg agaaattgtt ttttattttg 
taaacagaaa gaaagcttaa tataacagct 
aagtcatttg aaaaaaatac agtatgtaaa 
tgtttttaca aaattgttcc tacacctttt 
tccatcaatt gaactgttac cattgccttt 
tgctattttt cagcttaagt gttcttaagt 
taaaattatt tcacgtactg aagacaatta 
aggttaaaga gcatctgtca acagaatcta 
tctctattct cctattgcta aatgtgtgat 
aatagactat gtacttgtct ggtttttgtt 
ctttacactg aataaggaag tagtttttgt 



aagcacagtt ggagtgacca agatgactct 1020 
tgctttgagt gttcctcctg ctggtgcaaa 1080 
tgcccttaat aatctctttg gccctcagaa 1140 
acagaaacca aatcagtggc ttaatcagtt 1200 
cagttcagta atggggacac agatgaacgt 1260 
taatcctttc tttaacccac agaactttgc 1320 
ttcagctagc aatgatttaa aagatctttt 1380 
gattatttca gtttcaatca tgggtgagct 1440 
gaagtacttc tatgggaaag tgaacagttc 1500 
catagtagtt gtatggactt ctaaccagtt 1560 
tcttaccaac tcctcttcag gtttttaaag 1620 
aggaaactga gttatcttga ataacataac 1680 
gatcttggtg ttatttaaaa aattgaggtg 1740 
tatatggtac acagtctatg agtcattagt 1 800 
ctgtattgat ttgtttgcat ttaagatgac 1860 
atcaggttat ttgctttttc caaacttttc 1920 
gcaaatacta caaaattcaa cttaaccttc 1980 
tcttaagtgc aaactaatca ttgtaaatta 2040 
tgtatttttc tgcattcact tggatatatt 2100 
aagaggtatg tgctgatttg tttggatatt 2160 
ctactacctt catatttcat ttcaaattca 2220 
cattttcaaa agaagatttg taagaattaa 2280 
ctgctgtatt gtttcaaatg taataaactt 2340 
tctgaccacc aacagatttt cagcttgcca 2400 
tgaagttcaa tttttttcta ggaattttag 2460 
ttagccattt ttaggaagga aagaatcaat 2520 
aaaacctttc tctgatattt ttctttaatt 2580 
tataaatgtc atttgtattt taaaaaataa 2640 
ttcaacgaac tatatatgta ttatagttgc 2700 
ggaaccagca atcatttaaa ataaaccata 2760 
attttatatg aatattcatt gaaaatatat 2820 
tacaaaatgt aatttaatta tattattgct 2880 
aaatagaagt cagctttcac atctgatttc 2940 
tagaaaaagg actaacagaa ttgctaaaga 3000 
agatcaaatg tttttgtcaa atatattcac 3060 
atgcaatatt aatatgtctt ttgggaaaaa 3120 
gaatttttct ttgtaacaat ttagtagtca 3180 
taaaataaca tgatgttagt gttgaactct 3240 
tatagaactt gaactactaa atatgaaaat 3300 
atttgttcat tcgttgaggt aatggtgcta 3360 
ttctacttca ggtattttat ttcaaccatt 3420 
ttctgttgag aaattgcctc tgaaaaatag 3480 
gaatgaaatt ttcaaagtac tagatcacct 3540 
agtccgttat gtttagagta gaaaatgttt 3600 
caaaaaagat tcccttgcat ttgaattagt 3660 
atatagagag gatgtataaa aggaaatgga 3720 
tgtttttatt ttggaatgct tataagcctc 3780 
tttcttttga cctgtaaaat acctcacatg 3840 
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gttgttttta cacatgaaag aaaaaggtat atgcgaacat acctgatatc aagaggagta 3900 
tgcaccaaat aaattttagc tttgataaaa ctttc 3935 



<210> 11983 
<211> 446 
<212> PRT 

<213> Homo sapiens 



<400> 11983 



iviex 


Lys Asn Ala Leu 


1 1 e rro 


Arg 


1 le Lys Asn Ala Cys 


Leu Gin Thr 


1 
1 






5 








10 






15 




Ser 


Leu 


Ala Val 


Arg va 1 


Asn 


Ser 


Leu 


Val 


Cys Leu G 1 y Lys 1 1 e 








20 






25 








30 


Leu 


Glu 


Tyr Leu Asp 


Lys Trp 


Phe 


Val 


Leu Asp Asp 1 1 e 


Leu Pro Phe 






35 






40 








45 




Leu 


Gin 


Gin 


1 le Pro 


Ser Lys 


Glu 


Pro 


Ala 


Val 


Leu Met Gly Me Leu 




50 






OO 










60 




u 1 y 


Me Tyr Lys Cys 


1 nr rne 


Thr 


His 


Lys 


Lys 


Leu Gly 


1 le Thr Lys 


DO 








/u 








75 




80 


nil! 

13 1 U 


Gin 


Leu Ala Gly 


Lys va 1 


Leu 


Pro 


His 


Leu 


II e Pro 


Leu Ser 1 le 








85 








90 






95 


U 1 U 


Asn 


Asn 


Leu Asn 


Leu Asn 


Gin 


Phe 


Asn 


Ser 


Phe 1 le 


Ser Val 1 le 








100 






105 








110 


Lys 


Glu 


Met 


Leu Asn 


Arg Leu 


Glu 


Ser 


Glu 


His 


Lys Thr 


Lys Leu Glu 






115 






120 








125 




u 1 n 


Leu 


His 


1 le Met 


u 1 n u 1 u 


Gin 


Gin 


Lys 


Ser 


Leu Asp 


Me Gly Asn 




130 






1 OO 










140 




b 1 n 


Met 


Asn 


Val Ser 


(] 1 U u 1 U 


Met Lys Val 


Thr 


Asn 1 le 


Gly Asn Gin 


145 








150 








155 




160 


Gin 


1 le Asp 


Lys Val 


Phe Asn 


Asn 


1 le 


Gly Ala Asp Leu 


Leu Thr Gly 








165 








170 






175 


Ser 


Glu 


Ser 


Glu Asn 


Lys Glu 


Asp Gly Leu Gin 


Asn Lys 


His Lys Arg 








180 






185 








190 


Ala 


Ser 


Leu 


Thr Leu 


Glu Glu 


Lys Gin 


Lys Leu Ala Lys Glu Gin Glu 






195 






200 








205 




Gin 


Ala 


Gin 


Lys Leu 


Lys Ser 


Gin 


Gin 


Pro 


Leu 


Lys Pro 


Gin Val His 




210 






215 










220 




Thr 


Pro 


Val 


Ala Thr 


Val Lys 


Gin 


Thr Lys Asp Leu Thr Asp Thr Leu 


225 








230 








235 




240 


Met 


Asp Asn Met Ser 


Ser Leu 


Thr 


Ser 


Leu 


Ser 


Val Ser Thr Pro Lys 








245 








250 






255 


Ser 


Ser 


Ala 


Ser Ser 


Thr Phe 


Ala 


Ser 


Val 


Pro Ser Met Gly 1 le Gly 








260 






265 








270 


Met 


Met 


Phe 


Ser Thr 


Pro Thr 


Asp Asn Thr Lys Arg Asn Leu Thr Asn 
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Met Gly 
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Thr Ser Gly Phe Asn Met Pro 
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Asp 


wiet 


oer 


A 1 a 


Leu 


Asn Asn Leu Phe 


la 1 y 


Pro Gin Lys 
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Pro 


Gin 


Gly Ser Pro Thr 
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Gly Ser 
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Met 


Gly 


385 










390 




395 








400 


Thr 


Gin 
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Val 
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Met 


Gin 


Gly 
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410 








415 




Pro 


Phe 


Phe 


Asn 


Pro 


Gin Asn Phe Ala 


Gin 


Pro Pro 


Thr 


Thr 


Met 


Thr 








420 
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Asn 


Ser 


Ser 


Ser 


Ala 


Ser Asn Asp Leu 


Lys Asp Leu 


Phe 


Gly 










435 






440 






445 









<210> 11984 
<211> 3463 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (106). . (2991) 
<400> 11984 

agcgcgcgga agaaaaacca gcaagaaggo ggcgggggaa gatggoggto otggggtaga 60 
gtttgcaagc tttctgacta ggctagtcga gtaactattc gggtcatggc gtcaaactca 120 
aotaagtctt toctggoaga tgccggctat ggcgaacagg aactggatgo oaactctgcc 180 
cttatggaat tggacaaagg cotaagatct ggcaaacttg gtgaacagtg tgaagcagtt 240 
gttcgctttc ccagactttt tcagaagtat coattcccta ttcttatcaa ttctgcattc 300 
ctaaagttag ctgatgtttt cagagttgga aataatttcc tgaggctatg tgttcttaaa 360 
gttacccaac aaagtgagaa acatttggag aagattctaa atgtggatga atttgtgaag 420 
agaatttttt ctgtgattca tagtaatgat cctgtggoaa gagcoatcao cctccggatg 480 
ttgggaagto tggoatoaat aattcctgag aggaagaatg ctcatoatag tattcgtoag 540 
agtttagatt cacatgataa tgtagaagtt gaagctgctg tttttgctgc tgcaaacttc 600 
tctgcacagt caaaggattt tgctgtagga atotgtaaca aaatcagtga aatgattcaa 660 
ggtttagcga caccagtaga cttgaagcta aaattgatac ccattctaca gcacatgcac 720 
catgatgcaa tcttggotto cagtgctcgt cagcttttac aacagctggt cacatcctat 780 
cogtccacca aaatggtgat tgtgtotttg cacactttca ctctgcttgc agcgtcatct 840 
ttggttgata cacctaagca gattoagctt ctgttgcagt atttgaagaa tgatcccagg 900 
aaggcagtaa agagacttgc tattcaagat ctgaaattao ttgctaataa aacaocaoat 960 
acttggagta gggagaatat toaggcactt tgtgagtgtg ccctccagac tccttatgac 1020 
agcttaaaac tagggatgtt gtctgtcott tccacactat oagggaocat cgccatcaaa 1080 
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cattacttca gtatagttcc aggaaatgtg 
aaattagccc aagagtgctg ttaccataat 
gtcctaacta atataactgt ttcttgtcaa 
gctgtctttg gcctggaatc cctactggta 
caggccactt taaagattgc tctaaactgt 
cttagccagt cagtagttga gaccttgttg 
cggattttga tgtgccattg cctggcagcc 
gggatgcttg gtgacctcat ggagctgtac 
caacaagaac ttctggtgag tttggctact 
tctgtggaaa gtaaggcagt aattaagcag 
gtataccgta ttgccagaca ggcttccaga 
tatcagagtt tgctgactca ggttgcctca 
aaggagtttt cacatgcaga acagtgtctc 
gcactttctt gcattgctga atctttaaaa 
gcagctagta caccactgaa tcctttaagc 
gaccttttac aagccttctc tcaacttatc 
ccacctgcaa ttgccacaac aattgccatg 
cgcatctcca atcagatgaa acagtccatg 
ggagatcttt accaggcatc ttttgatgct 
cagcagcaga gctgtttact gatatctcat 
tcagcaagtt tccaggaata tggatctact 
agaagaatga tgtctgtata taatcatgtc 
tatacccctg tttcttatat gcacacagca 
aaagttcccc tttctttcca gagatatttt 
cttgctctgt caccatcgcc ccggaatcct 
cagctggcgc taaaggtaga gggagtggtt 
aaaattcagt ctgtctgtct gaatgtttct 
tacaagatac ccattgacaa catgaccaat 
gattacttca gtactcaatt tctgttgaac 
gtggaatctt ctgtgaaaga tgccaatggt 
atatttgtaa aatccctgga agacccttat 
gcccagcagc cattacagca gcagcagcaa 
aatgaatgca ctgcagactc tcaagagatc 
catatggaat aagtattaaa gttacagtgt 
aatattctgg aaaaaatttt gttttcttaa 
tcacgcctgt aatcccagca ctttgggagg 
accatcctgg ctaacacagt gaaaccccgt 
agcatggtgg caggcgcctg tagtcccagc 
tgaacctggg aggcggagct tgcagtgagc 
cgagactccg tctcaaaaaa ataaataaat 



<210> 11985 
<211> 962 
<212> PRT 

<213> Homo sapiens 



agttcttoto ocagatotto tgatttagtc 1140 
aacaggggca ttgcagctca tggagttaga 1200 
gaaaaggatc ttttggoact ggaacaagat 1260 
otttgtagtc aagatgatag tccaggtgct 1320 
atggtgaagt tggccaaggg caggccccat 1380 
aotcaattgc acagtgctca agacgctgoc 1440 
attgcoatgc aaotgccggt gctgggtgat 1500 
aaggtgattg gacgatcago cacagacaag 1560 
gtgatttttg ttgcaagtca gaaggoattg 1620 
cagcttgaaa gtgtctccaa tggatggact 1680 
atgggtaatc atgacatggc caaagagctt 1740 
gaaoatttot acttctggot aaatagtttg 1800 
actgggttgc aagaggaaaa ttatagttca 1860 
ttctatcaca aagggattgc ttoottaaca 1920 
tttcagtgtg aatttgtaaa actcaggatt 1980 
tgtacttgta atagcctgaa gacaagccoa 2040 
accttaggaa atgacotoca gaggtgtggt 2100 
gaagaatttc gaagccttgc ttctogatat 2160 
gactcagcaa ctttgaggaa tgttgaacta 2220 
gcaatagaag ccctgatttt ggatccagaa 2280 
ggaacagccG atgctgatag tgaatatgaa 2340 
ttggaggagg tagaatcact caatcggaaa 2400 
tgcctctgca atgccatcat tgotttgctg 2460 
ttccagaaac tacagtctac cagcatcaag 2520 
gcagagccca ttgctgtcca gaataaccag 2580 
cagcacggat ctaaaccagg actcttccgc 2640 
tccacactgc agagtaaatc tggacaagac 2700 
gagatggagc aaagggttga acctcataat 2760 
tttgctatcc ttggaacaca caaoattaca 2820 
atagtatgga agactggtcc cagaactaco 2880 
toccagcaaa ttcgcttaoa acagcagcaa 2940 
cgoaatgoct acacaoggtt ttaaccatgg 3000 
aatcaaattg ccagaaacag tttggttttt 3060 
agttcattta ttcattgatt tttgtaatgt 3120 
aaattttgtc tgacagctgg gcgtggttgo 3180 
ctgaggtggg cggctcacga ggagatcaag 3240 
ctccactaaa aaatacaaaa aaattagcca 3300 
tacttgggag gctgaggcag gagaatggtg 3360 
cgagactgtg ctocagcctg ggcgacagag 3420 
acattttgtc tgg 3463 



<400> 11985 
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Asp Ala Val Phe Gly Leu Glu Ser Leu Leu Val Leu Cys Ser Gin Asp 
385 390 395 400 

Asp Ser Pro Gly Ala Gin Ala Thr Leu Lys lie Ala Leu Asn Cys Met 

405 410 415 

Val Lys Leu Ala Lys Gly Arg Pro His Leu Ser Gin Ser Val Val Glu 

420 425 430 

Thr Leu Leu Thr Gin Leu His Ser Ala Gin Asp Ala Ala Arg Me Leu 

435 440 445 

Met Cys His Cys Leu Ala Ala Me Ala Met Gin Leu Pro Val Leu Gly 

450 455 460 

Asp G I y Met Leu G I y Asp Leu Met G I u Leu Tyr Lys Va I I I e G I y Arg 
465 470 475 480 

Ser Ala Thr Asp Lys Gin Gin Glu Leu Leu Val Ser Leu Ala Thr Val 

485 490 495 

1 1 e Phe Va I Ala Ser G I n Lys A I a Leu Ser Va I Glu Ser Lys Ala Va I 

500 505 510 

Me Lys Gin Gin Leu Glu Ser Val Ser Asn Gly Trp Thr Val Tyr Arg 

515 520 525 

Me Ala Arg Gin Ala Ser Arg Met Gly Asn His Asp Met Ala Lys Glu 

530 535 540 

Leu Tyr Gin Ser Leu Leu Thr Gin Val Ala Ser Glu His Phe Tyr Phe 
545 550 555 560 

Trp Leu Asn Ser Leu Lys Glu Phe Ser His Ala Glu Gin Cys Leu Thr 

565 570 575 

Gly Leu Gin Glu Glu Asn Tyr Ser Ser Ala Leu Ser Cys Me Ala Glu 

580 585 590 

Ser Leu Lys Phe Tyr His Lys Gly I le Ala Ser Leu Thr Ala Ala Ser 

595 600 605 

Thr Pro Leu Asn Pro Leu Ser Phe Gin Cys Glu Phe Val Lys Leu Arg 

610 615 620 

I I e Asp Leu Leu Gin Ala Phe Ser G I n Leu 1 1 e Cys Thr Cys Asn Ser 
625 630 635 640 

Leu Lys Thr Ser Pro Pro Pro Ala Me Ala Thr Thr Me Ala Met Thr 

645 650 655 

Leu G I y Asn Asp Leu G I n Arg Cys G I y Arg 1 1 e Ser Asn G I n Met Lys 

660 665 670 

Gin Ser Met Glu Glu Phe Arg Ser Leu Ala Ser Arg Tyr Gly Asp Leu 

675 680 685 

Tyr Gin Ala Ser Phe Asp Ala Asp Ser Ala Thr Leu Arg Asn Val Glu 

690 695 700 

Leu Gin Gin Gin Ser Cys Leu Leu I le Ser His Ala I le Glu Ala Leu 
705 710 715 720 

Me Leu Asp Pro G I u Ser A I a Ser Phe Gin Glu Tyr G I y Ser Thr G I y 

725 730 735 

Thr Ala His Ala Asp Ser Glu Tyr Glu Arg Arg Met Met Ser Val Tyr 

740 745 750 

Asn His Val Leu Glu Glu Val Glu Ser Leu Asn Arg Lys Tyr Thr Pro 
755 760 765 
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<2T0> 11986 
<211> 3199 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (I6)i . (1692) 

<400> 11986 

gaaaaggttg cgaagatggc gacggccttg agcgaggagg agctggacaa tgaagactat 60 
tactcgttgc tgaaogtgcg cagggaggcc tcttctgaag agctgaaagc tgcctaccgg 120 
aggctotgta tgctctacca tccagacaag cacagagacc cagagctcaa gtcacaggcg 180 
gaacgactgt ttaaccttgt tcaccaggct tacgaagtgc ttagtgaccc ccaaacoagg 240 
gcoatctatg atatatatgg gaagagagga ctggaaatgg aaggatggga ggttgtggaa 300 
aggaggagaa cccctgctga aattcgagag gagtttgagc ggctgcagag agagagagaa 360 
gagaggagat tgcagcagcg aaccaatccc aagggaacga tcagogttgg agtagatgco 420 
accgacottt ttgatogcta tgatgaggag tatgaagatg tgtccggcag tagctttccg 480 
cagattgaaa ttaataaaat gcacatatcc cagtccattg aggoaccctt gacagcgaca 540 
gacacagcca tcctototgg aagcctctca acooagaatg gaaatggagg aggttcoatt 600 
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aactttgcgc tcagacgagt aacttcggca 
ggagacctac aggggccttt gttcggtctc 
tttgtgacaa caaactgtgc tctgcagttt 
actgtcctag ctcggaacct agacaagaac 
atccagtcag ccatgaacac tagcatcgtc 
gccctgcagc tgggaatccc tcactccttt 
gatgacgatc agactcgtgt gaaaggatcc 
gagtacggag ctgagaggaa gatctccagg 
ggagttccac agggcgtttc tctcaaagtc 
ttccctattc acttgacgga ccagcttctg 
cctctagtgg tctactttgc catgcaccgt 
aaagagaagg aattggagaa gcagagggaa 
caagaggcgg agtccgctgt ccggctgatg 
gaagagtcca gaatgggcct catcatcgtc 
aagagcagga agagcgagaa ggtgaaggtg 
gtgaaggact cgaagctcat cctcacggag 
gacccgtgtg tgggggaaga gaagaacctg 
catcaggtga tggtgctgga cagtgaggcc 
gatacagatg gataaactgc caagaaccag 
tgggagtcta caaatttgga aatgaaaaaa 
attattatag aaggtggtac cattatcaat 
tttgagggtg ctgggggtag gactgaggca 
ccatggctgt tttcccaagg atcagttcct 
gtgtcccgag cacacgtgct gaccgcagcc 
aggtgtctgt ggagcaccct gccctcacca 
ctgaacatgg gaaacaacct gaaaagcagg 
gctggcttcc catgaccacc tcctcctgct 
tgcgggttta taaaactgct ttttatctga 
ttttccccac tcccagagct gctcaaatca 
tagtgtaact cccgatccca gggcctagcc 
ggaaaacgcc ctgccaccag cgggcttgag 
cccacctcca gagtgcagtg ctgggcaagg 
gcaagacatc agacacaccc aacccaaagg 
agcaggtggc actgcagctc cccgctcctg 
gcctgtgctc cggagccttc cttcagaccc 
tgcagcggag ctaggacccc ctccacggcc 
gcctgtctct cggggcctgg aagtggcagc 
aagcgccgca caggtggtgg ctgagacagc 
tccagcccac ccacagctgt tgctgaagtc 
taacggctaa gaacctcctt cctctggttt 
aacattcatc tccatttttt aaaaaggttt 
gagcgtcgtg ttgcatgagc ctgggccccg 
tctgggcacc catcctctgc gtttcatttg 
ataaaccttt cctgaaagc 



aagggatggg gagagttgga atttggagct 660 
aagctgttcc gtaatctcac accaagatgc 720 
tcatcccgtg gaatccgacc cggcctgacc 780 
accatgggct acctgcagtg gcgatggggt 840 
cgagacacta aaaccagcca cttcactgtg 900 
gcactgatca tctatcagca caaattccaa 960 
ctcaaagcag gcttctttgg gacggtggtg 1020 
cacagcgttt tgggtgcagc tgtcagcgtt 1080 
aagctcaaca gggccagtca gacatacttc 1140 
cccagcgcca tgttctatgc caccgtgggg 1200 
ctgatcatca aaccatacct cagggctcag 1260 
agcgccgcca ccgatgtgct gcagaagaag 1320 
caggaatctg tccgaaggat aattgaggca 1380 
aatgcctggt acgggaagtt tgtcaatgac 1440 
attgacgtga ctgtgcccct gcagtgcctg 1500 
gcctccaagg ctgggctgcc tggcttttat 1560 
aaagtgctct atcagttccg gggcgtcctg 1620 
ctccggatac caaagcagtc ccacaggatc 1680 
atttttaaaa ggccgcaaaa aatcttttcc 1740 
cccagacatc agatgttttt attttatatt 1800 
tatgtgaagg gacatgcaga caccccagct 1860 
gccccactgg gaaccagact gcagcctggc 1920 
ggagggaagg gctctggccc tgactccgct 1980 
cgccgccctg tagttcttgg ctgggtctgg 2040 
caggagcgtg agccacttct gcagtccaag 2100 
caggcctccc ggtcagggag cctctgctgt 2160 
gaaatattac tgcttgaatc tggagcagat 2220 
gaacaaacgg gtttggaaat tagtcgtctt 2280 
ttccaccggc cccctcggct tgggacaggg 2340 
ctgacacagg tggcttcccg tatcccggtg 2400 
ctggcctgtg tccctccact gcctgcacca 2460 
gcagctcaag aggacaggac caggcgcttg 2520 
cgtggacccc aggcccggcc cgtggtaccc 2580 
caggtccagc gtcctcacag gaacaccagg 2640 
ttcctccacg tgcccacttg ggatgcagaa 2700 
tggacctcgg ctgcagtaaa gttacgtgag 2760 
catcagttgc tcttgctgac ccctcggagc 2820 
tggcgtgggg ggccccaagc tgcgccggcc 2880 
aggcctccct ccccagcact ggtatctgag 2940 
tgaaaagcag ttcgggttgt ccaattctgt 3000 
ctctgacggc cccacggccc gagccgcggt 3060 
ggcttcccgt gcgcctctgc cgcaggtgct 3120 
cagtcgactg tacagaaggc actcaccaca 3180 

3199 



<210> 11987 
<211> 559 
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<212> PRT 






<213> Homo sapiens 




<400> 11987 








A 1 fi 

M 1 a 


Thr Al» 


Leu 


Sst^r Hill Hill 


1 
1 






5 






1 Al 1 
l—CLI 


1 Ai 1 Acn 

L-CU noil 


Val 


Arct A.r'cr H 1 1 1 












A 1 a 


\ yr 


A i»- or Ai^or 


Leu 


vyo ITIC L 1— Cu 










40 


Pm 


ri III 


l-CU Lyo 


Ser 


H 1 n Alp Hill 

Ulii r\ I a. uiu 










55 


A 1 St 


1 yr 


1 1 1 1 
u 1 U Va 1 


Leu 


^Ar* Acn Prr* 


\JsJ 








70 


T\/r" 


u 1 y 


1 \/ o A r* or 
Lyo Ml g 


Gly 


1 Ai 1 Hill MaI" 








85 








1 nr r ro 


Ala 


Hill II A Arcr 
u 1 U lie ni g 












n 111 

U 1 u 


ftrg 


Hill n 111 
u 1 u u 1 u 


Arg 


Arc 1 AI 1 H 1 n 
ni g 1— cu u 1 1 1 






1 1 R 

1 1 \J 




120 


1 1 A 




Vol u 1 y 


Val 


Aon A 1 a Thr" 
no|J n 1 ci 1 1 ii 




1'^n 






1 


u 1 U 


1 yr 


1 1 1 Aon 


Val 


^Ar 0 1 V ^Ar 


1 *r*J 








150 


1 I/O 

Lys 


IflC L 


Hie 1 1 A 

n 1 o lie 


Ser 


H 1 n ^Ar 1 1 A 
u 1 11 ocr 1 1 c 








165 




Thr- 
1 nr 


A 1 ct 
i\ 1 a 


1 1 A 1 Al 1 


Ser 


H 1 V ^Ar 1 AI 1 






1 o\j 






u 1 y 




1 1 a Aon 


Phe 


A 1 1 All Ai^cr 
r\ 1 cL l-CU nr g 






1 QR 




200 


n 1 V 
vi 1 y 


n III 

U 1 u 


L.CU U 1 U 


Phe 


u 1 y n i a u 1 y 




910 






£~ 1 \J 




i_ys 


1 oi 1 Pkio 
l-t;lJ rilC 


Arg 


Acn 1 All Thr 
noi 1 1— cu 1 1 II 










JLxJyJ 


uys 


A 1 ^ 

A 1 a 


i-cu u 1 n 


Phe 


^Ar ^Ar Arc 
OCI ocr rii g 








245 




Val 


Leu 


Ala Arg 


Asn 


1 All Acn 1 \/c 
i_CLi nop 






260 






Arg 


Trp 


Gly lie 


Gin 


QAr A 1 SI Ma-H 
dci n 1 cl Iflc L 






275 




280 


Lys 


Thr 


Ser His 


Phe 


Thr Val Ala 




290 






295 


Phe 


Ala 


Leu 1 1 e 


1 le 


Tyr Gin His 


305 








310 


Arg 


Val 


Lys Gly 


Ser 


Leu Lys Ala 








325 




Tyr 


Gly 


Ala Glu 


Arg 


Lys 1 1 e Ser 






340 







Hill 
u 1 U 


Leu 


Aon Aon 

Asp Asn 


Hill 
u 1 U 


Asp 


lyr 1 yr 




1 n 

1 \3 








1 o 


A 1 ^ 
n 1 a 




oer 13 1 u 


Hill 
U 1 U 


Leu 


1 I/O A 1 4 

Lys A 1 a 














Tyr 


H i o 

n 1 s 


Aon 

rro ASp 


Lys 


M i o 

n 1 s 


A Ann 

Arg Asp 








'to 






Arg 


Leu 


Dn^k Aon 

rne Asn 


Leu 


va 1 


M i o A 1 n 

n 1 s 13 1 n 






fin 








H 1 n 

u 1 n 


Thr 

1 nr 


A A 1 n 
Arg A 1 a 


1 1 A 

1 1 c 


1 yr 


Aon 1 1 A 

Asp 1 1 e 






iO 






QO 


u 1 U 


(X 1 \t 

u 1 y 


\ rp U 1 u 


Wo 1 

va 1 


va 1 


u 1 u Arg 




QO 










u 1 U 


u 1 U 


rne u 1 u 


Arg 


Leu 


la 1 n Arg 


1 OR 

1 uo 








1 1 n 

1 1 u 




n 1 n 

u 1 n 


Arg 


Tl^k* Aon 

1 nr Asn 


rro 


Lys 


u 1 y 1 nr 








1 9t^ 
1 






Asp 


Leu 


rne Asp 


Arg 


Tyr 


A n n ^2. ill 
ASp la 1 U 






1 AO 








oer 


rne 


rro u 1 n 


I 1 A 

I I e 


1 1 1 

u 1 U 


1 1 e Asn 






1 OO 






1 ou 


1 1 1 

U 1 U 


A 1 4 

A 1 a 


Pro Leu 


1 nr 


A 1 o 

A 1 a 


^Tn^ Ann 

1 nr Asp 




1 7n 
1 /u 








1 /o 


oer 


1 nr 


u 1 n Asn 


u 1 y 


Asn 


la 1 y la 1 y 


1 pc; 

1 OO 








1 on 




Arg 


va 1 


Thr- Q^»r- 

1 nr oer 


A 1 o 
A 1 3 


Lys 


ft 1 Tvn 

la 1 y 1 rp 








90^ 
zuo 






Asp 


Leu 


H 1 n HI \t 

u 1 n u 1 y 


rro 


Leu 


Pha ft 1 \# 

rne la i y 














rro 


Arg 


uys rne 


Uo 1 

va 1 


Thr- 

1 nr 


l^ni^ Ann 

1 nr Asn 






ZoO 








u 1 y 


1 1 e 


Arg Pro 


b 1 y 


Leu 


inr inr 




250 








255 


Asn 


Thr 


Met Gly 


Tyr 


Leu 


Gin Trp 


265 








270 




Asn 


Thr 


Ser 1 le 


Val 


Arg 


Asp Thr 








285 






Leu 


Gin 


Leu Gly 


1 le 


Pro 


His Ser 






300 








Lys 


Phe 


Gin Asp 


Asp 


Asp 


Gin Thr 






315 






320 


Gly 


Phe 


Phe Gly 


Thr 


Val 


Val Glu 




330 








335 


Arg 


His 


Ser Val 


Leu 


Gly 


Ala Ala 


345 








350 





-5564/13211- 



V d 1 


oer 


Ma 1 

Va 1 


u 1 y 


Vcl 1 


1 r O 


1 n 


u 1 y va 1 


oer 


1 1 1 %#o 

LcU Lys 


va 1 


Lys 


Leu 


Asn 






ooo 
























Atrer 

nrg 


A 1 9 




u 1 n 


Thr- 
1 III 


1 yr 


PhA 


rile rr O 


1 1 A 

1 1 e 


n 1 s Lcu 


1 nr 


A o r\ 

ASp 


a 1 n 

u 1 n 


Leu 




O / V 










o /o 
















l-cU 


r ro 


oer 


A 1 a 
A 1 a 


■tie X 


rnc 


1 yr 


A 1 21 Thr- 

A 1 a 1 nr 


Met 1 

va 1 


u 1 y rro 


Leu 


Va 1 

va 1 


Va 1 

va 1 


lyr 












'ion 








0<9D 








Ann 


rile 


A 1 


mc L 


H i o 

n 1 5 


Ar g 


1 Ol 1 

LCU 


1 Ia 


1 1 e Lys 


rro 


Tyr Leu 


Arg 


A 1 a 

A 1 a 


u 1 n 


Lys 


















'fr 1 u 








*+ 1 o 




u 1 U 


Lys 


A 1 11 
U 1 u 


Leu 


n 1 1 1 
u 1 U 


Lys 


u 1 n 


Aver \ 1 1 

Arg u 1 U 


oer 


A 1 o A 1 o 

A 1 a A 1 a 


Thr- 

1 nr 


Asp 


Va 1 

va 1 


Leu 






























1 n 

U 1 1 1 


Lys 


Lys 


u 1 n 


^ 1 11 
u 1 U 


A 1 a 

A 1 a 


1? 1 1 1 
vl 1 U 


oer A 1 a 


va 1 


A i^nr 1 All 

Arg LcU 


iviex 


n 1 n 

u 1 n 


1 1 1 

u 1 u 


uer 






















HHD 








Va 1 


Ai g 


A K* 

Ai g 


1 1 e 


1 1 e 


n 1 II 
u 1 U 


A 1 ck 

A 1 a 


n 1 11 ^ 1 II 

u 1 U u 1 U 


oer 


Arg iVieL 


u 1 y 


Leu 


1 1 o 

1 1 e 


1 1 A 

1 1 e 














HDD 
















\/o 1 
Vd 1 


Asn 


A 1 ^ 

A 1 a 


\ rp 


lyr 


u 1 y 


Lys 


Pho \/o 1 

rne va i 


Asn 


A <k 1^ 1 %# 

Asp Lys 


oer 


Arg 


Lys 


ocr 


465 










470 








47R 










Glu 


Lys 


Va! 


Lys 


Val 


1 le 


Asp 


Val Thr 


Val 


Pro Leu 


Gin 


Cys 


Leu 


Val 










485 








490 








495 




Lys 


Asp 


Ser 


Lys 


Leu 


1 le 


Leu 


Thr Glu 


Ala 


Ser Lys 


Ala 


Gly 


Leu 


Pro 








500 








505 








510 






Gly 


Phe 


Tyr 


Asp 


Pro 


Cys 


Val 


Gly Glu 


Glu 


Lys Asn 


Leu 


Lys 


Val 


Leu 






515 










520 






525 








Tyr 


Gin 


Phe 


Arg 


Gly 


Val 


Leu 


His Gin 


Val 


Met Val 


Leu 


Asp 


Ser 


Glu 




530 










535 






540 










Ala 


Leu 


Arg 


1 le 


Pro 


Lys 


Gin 


Ser His 


Arg 


1 1 e Asp 


Thr 


Asp 


Gly 





545 550 555 



<210> 11988 
<211> 2833 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (86). . (1573) 

<400> 11988 

tgaattagaa gattttccag tacttggaat tgactgtgag tgggtaaatt tggaaggcaa 60 
agccagocct ctgtcaotto tacaaatggo ctocccaagt ggoctgtgtg tcttggttog 120 
cctgcccaag ctaatctgtg gaggaaaaac actaccaaga acgttattgg atattttggc 180 
agatggcacc attttgaaag ttggagtggg atgctcagaa gatgccagca agcttctgca 240 
ggattatggc otcgttgtta gggggtgcct ggacctooga taoctagcoa tgcggcagag 300 
aaacaatttg ctotgtaatg ggcttagcct gaagtcocto gctgagactg ttttgaactt 360 
tccccttgac aagtcccttc tacttcgttg cagcaactgg gatgctgaga otctcacaga 420 
ggaccaggta atttatgctg ccagggatgc ccagatttca gtggctctct ttcttoatct 480 
tcttggatac cotttotota ggaattcacc tggagaaaaa aacgatgaoc acagtagctg 540 
gagaaaagtc ttggaaaaat gccagggtgt ggtcgacatc ocatttcgaa goaaaggaat 600 
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gagcagattg ggagaagagg ttaatgggga 
taagaagtct aagatggatg ggatggtgcc 
acataaaaga aagcctctgg gggtgggcta 
ctgctttctc catgctcctg atggacagcc 
gtggtacctg gacaaaggca ttggtgagct 
acggtttgaa cctgcaggaa ggcccgaatc 
gaacctgtgt gtagtgtgtg gcaagagaga 
tgagtaccgg aagcacttcc ccatcgagat 
gctctgcacc tcctgccatg ccatttccaa 
ggccaaggag ttccaggccc ccatcggctc 
tgagcgccgg caggtgcgtt ctggggccag 
tcagcgaaag gaggagctgc tgcaagcact 
agaggagatg cttcaagagg ctgccagcct 
tcctcacggg ctgaaggtgg tgcagtgtca 
gctggagagc cgctggcgtc agcacttcct 
gcagtggtca gtggaccaca accatcagaa 
catccagctg tcttgatagc tgctttcctc 
aggttgaaga gtcacctctt cccattttag 
acaactcaga atactaacct agactaatcc 
tttgaaggag agtttatggt tttggatttt 
ttgtggacaa gagaggcctt cgcctttatt 
agaggaaaaa tgaagaattc tcccagaagt 
aatgcatttc ttccttgtct agtgcctcgg 
cggtcctgtt aggaggggag aaaaagttct 
aaatttattt tcccaattca acttcataat 
aactcatgtg gttgggatcc atcccatctg 
aaggctttcc tttacacttc caggaccaaa 
atcactggga gaaatccttt tctggacatg 
cacaaactcc atctcccaat agaactttga 
tgttgcctgc ttgttgcact cctcctgccc 
ttctgagagt aatgttatct tttatcagaa 
catcgaattt gcaagactga cctcttttaa 
caggttgcaa tatgaggact tctctgtctc 
atacattaga tgttcaaaag aggagcgttg 
ttgagtataa aatcgactta ttaatgatta 
cttattttat aagatcttaa caagcttaaa 
gctctatttt ggaattgtgc ccaagttggt 
acttgtaagc aac 



agcaacagaa tctcagcaga agccaagaaa 660 
aggcaaccac caagggagag accccagaaa 720 
ttctgccaga aaatcacctc tttatgataa 780 
cctctgcact tgtgatagaa gaaaagctca 840 
ggtgagtgaa gagccctttg tggtgaagct 900 
tcctggagac tattacttga tggttaaaga 960 
ctcctacatt cggaagaacg tgattccaca 1020 
gaaggaccac aactcccacg atgtgctgct 1080 
ctactatgac aaccatctga agcagcagct 1140 
tgaggagggc ttgcgcctgc tggaagatcc 1200 
ggccctgctc aacgcggaga gcctgcctac 1260 
cagagagttt tataacacag acgtggtcac 1320 
ggagaccaga atctccaatg aaaactatgt 1380 
cagccagggt ggcctgcgct ccctcatgca 1440 
ggactccatg cagcccaagc acctgcccca 1500 
gctgctccgg aaattcgggg aagatcttcc 1560 
ccagttagga caagtgggaa gctggagcca 1620 
tacatcatta attgtcaaag cctgtgtgac 1 680 
caggatgctt ctgctggagc aaagatattg 1740 
aaacgggcag ggtctttttt cctctcattt 1800 
tttactctcc ctcttctgct gtccctgtgc 1860 
gacttgtcaa gacttaaaaa aaatgttttt 1920 
tttatctcta acaggggctg tccagtatat 1980 
tccaaaggct ggagaagtga acaaggagtc 2040 
tatcatttcc ttggcttcat gctctcccgt 2100 
ggtcacttca gtctacttca cgtacttgaa 2160 
cagcaacttc ctgccacaca cttccaccct 2220 
agcctttgac ctgggtgggg cagaaagaac 2280 
aattcactca gcttttcctt tcatgctgtt 2340 
cagaactgca agatttttag cttcacccct 2400 
tcagtatcag ttcccctgta ttctgtgctt 2460 
gcatttaatt cactcccaga gtcatctggt 2520 
ctctgaagcc tgggacactg agcttactta 2580 
tttcatcttt caaaatgtta ggccattact 2640 
gtaatttttc taaagtattg ggaaaacttt 2700 
aaagaatttt atgaccagaa tccaacaaga 2760 
gatgtttact ctaaaattaa taataaaact 2820 

2833 



<210> 11989 
<211> 496 
<212> PRT 

<213> Homo sapiens 
<400> 11989 

Met Ala Ser Pro Ser Gly Leu Cys Val Leu Val Arg Leu Pro Lys Leu 
15 10 15 
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Gin 


Gin Leu 




350 




Gly 


Leu 


Arg Leu 


365 






Ala 


Arg 


Ala Leu 


Glu 


Leu 


Leu Gin 






400 
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Ala Leu Arg 


13 1 U 


Phe Tyr Asn 


1 nr Asp va 1 vai inr 


u 1 u u 1 u me L Leu 










4UO 




Ai n 


*t 1 o 


Gin 


Glu 


Ala 


A 1 a 


Ser Leu 


Glu 


Inr Arg I le ber Asn 


ulu Asn lyr val 








420 






425 


430 


Pro 


His 


Gly 


Leu 


Lys Val 


Val 


Gin Cys His Ser Gin 


Gly Gly Leu Arg 






435 








440 


445 


Ser 


Leu 


Met 


Gin 


Leu Glu 


Ser 


Arg Trp Arg Gin His 


Phe Leu Asp Ser 




450 








455 


460 




Met 


Gin 


Pro 


Lys 


His Leu 


Pro 


Gin Gin Trp Ser Val 


Asp His Asn His 


465 








470 




475 


480 


Gin 


Lys 


Leu 


Leu 


Arg Lys 


Phe 


Gly Glu Asp Leu Pro 


1 le Gin Leu Ser 










485 




490 


495 



<210> 11990 
<211> 3044 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (318). . (2816) 
<400> 11990 

attcttooac coggcaccgg ctccgcaatg aacaacttca ggttoactga gctgagcgga 60 
ttcoactogc tgtgccctcg gagcctgcct gaatctocog cccagtctca aacoatgoag 120 
ctgagtaact gcaagggcgc ctttgaggag tagcaogcag agagtgtcaa tgaagaccto 180 
aaagtctgga gaaaaatgao ctttcatgga ataagaagta tacctccttc tacatgtttt 240 
tgtcttaotg acctctgata actggaacac atgactotgg gtctgtagaa agtcaactga 300 
tcaaactcat cctcaccatg catcaactgt tcagactggt tttgggacaa aaagatcttt 360 
cacgagctgg ggacctcttc tccttagatg actctgagat tgaagacagc cttacagaag 420 
ctttggagca aattaagata attagctcat ottcagatta ooaaaccaat aacaatgaoc 480 
aggcagtagt tgaaatctgt atcacaagaa tcacaacago catcagagag accgagtcca 540 
ttgaaaagca tgcaaaggcc cttgtggggc tctgggactc ctgcttggaa cataacctga 600 
gaoootttgg gaaagacgaa gaoactcctc atgcaaaaat cgoatctgat atoatgagtt 660 
gcattttaca gaattacaac cgacccccag tgatggcatt agccatcccc attgcagtga 720 
aattcctcca cagaggcaac aaggaactgt goaggaatat gtctaactac ctgtctctgg 780 
otgoaattac caaggcagat ctcctggctg atcacaogga agttatagta aagagcatac 840 
tccaaggtaa caocatgttg ttgagagtgt tacctgctgt gtatgaaaag cagcctcagc 900 
oaattaatag acacctgaca gaactcctgg ccttgatgtc tcagctggaa cagccagaac 960 
agtaccatct actacggott ttgcatgtag oagoaaagaa aaaaoaactc gaggtagttc 1020 
agaagtgtat tcctttccta attgggcatt tgaaggattc aacocataat gaoatcatcc 1080 
taaacatcct catggagata gcagtctatg agcoagtggc tttgaacagt tttcttccaa 1140 
tgctgaaaga gattggtgag agattcooct aootcaotgg acagatggoa aggatttatg 1200 
gagctgttgg gcatgtggat gaagagagag coaggagctg cctgacatac ctggtgagcc 1260 
aaotggccaa catggagcat tcgtttcacc atattctcot gctggagatt aaaagcatca 1320 
ocgacaoott ctcctcaato ttgggoocto agagcagaga catcttocgc atgagcaaoa 1380 
gcttcaccgc cattgctaaa ctccttaccc gacaactgga aaataccaag gctggaagtg 1440 
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gcaggagaaa aatcagcact gaaattgaat tccctgagaa actggaagaa accaagctca 1500 
tagtaactga aaatgaagac catgaaaaac tccaagttaa aatccaggct tttgaagaca 1560 
agataaatgc agggagcaat acccctggct ctatcagaag atatagtctg ggccaagttt 1620 
ctaaagaaga aagaaaaaac attagattta acaggtcaaa aagtttggct ttccacacta 1680 
tgctcacaaa gggtgtgggt tcagatgacg gcgaagatga aaacagggga gacataccag 1740 
ccagcatctc tctttcagaa atagacccac ttggccaagg aaatgacaag ctgccgttta 1800 
agacagacac tgagagatca cagctggggg agtcttcagt ttcataccca aatattatac 1860 
atatagactc agagaatttg tcagaaactg ttaaagaaaa ctcccaggaa gaaactccag 1920 
agacaactgc aagtcctata gaataccaag ataagctcta cttgcactta aaaaaaaacc 1980 
tcagcaaagt gaaagcatat gccatggaaa ttggaaagaa gattccagtc cctgatcagt 2040 
gtaccattga agacactgtg agaagttgtg tagcaaagtt gttcttcacc tgctccctga 2100 
agggtcatta ctgcctatac agtaagtcca gttttattct catcagccaa gaacctcagc 2160 
catggatcca gatcatgttt ctatttcagc agagcctgtt tcctgaaccc ctgtccattc 2220 
agagtcattc tgtgcaattc ctcagagctc tgtgggagaa gacccaggca gggggtgctc 2280 
acagctttga aactgccatg atggagtcca cgtttccaca gcagaaggat ctggaccagg 2340 
tacagctcca tctggaagaa gtgaggttct ttgacgtgtt tggcttcagt gaaacagcag 2400 
gagcatggca atgcttcatg tgcaacaatc ctgagaaagc aactgttgta aatcaagatg 2460 
gccagcctct catagaagga aaacttaaag agaagcaagt cagatggaag ttcatcaaaa 2520 
ggtggaaaac acgctatttt acactggctg gaaatcaact tctgtttcaa aaaggaaagt 2580 
ctaaagatga ccctgacgac tgcccaatag aactcagcaa agtacagagt gtgaaggctg 2640 
tggccaagaa acgcagggac cgctctctcc cccgggcttt cgaaatcttc acagacaata 2700 
aaacctatgt ctttaaggcc aaggatgaga agaatgcagc agaatggctc cagtgcatca 2760 
acgtggcagt tgcccaagcc aaagaaaggg aaagtagaga agtaaccaca tatctgtagg 2820 
gatttataag tcagccatga caattataca ccacaggcat tgtattatca ttgccaatgt 2880 
caagaaaaag agctaaattt accaagccat gttgtttttt actaaatacc aatggaattg 2940 
ttgtccttta agaagaaggg cctaaaatgg caggattctt agtaaatgtc atactctaac 3000 
agctttagta ttgacttcag aatatatctg atgcccacaa aaat 3044 



<210> 11991 
<211> 833 
<212> PRT 

<213> Homo sapiens 



<400> 11991 



Met 


His Gin Leu 


Phe 


Arg Leu 


Val 


Leu Gly Gin 


Lys Asp Leu Ser Arg 


1 




5 






10 


15 


Ala 


Gly Asp Leu 


Phe 


Ser Leu 


Asp 


Asp Ser Glu 


Me Glu Asp Ser Leu 




20 








25 


30 


Thr 


Glu Ala Leu 


Glu 


Gin 1 le 


Lys 


Me Me Ser Ser Ser Ser Asp Tyr 




35 






40 




45 


Gin 


Thr Asn Asn 


Asn 


Asp Gin 


Ala 


Val Val Glu 


1 1 e Cys 1 1 e Thr Arg 




50 




55 






60 


1 le 


Thr Thr Ala 


1 le 


Arg Glu 


Thr 


G 1 u Ser 1 1 e 


Glu Lys His Ala Lys 


65 






70 




75 


80 


Ala 


Leu Val Gly 


Leu 


Trp Asp 


Ser 


Cys Leu Glu 


His Asn Leu Arg Pro 






85 






90 


95 


Phe Gly Lys Asp 


Glu 


Asp Thr 


Pro 


His Ala Lys 


1 le Ala Ser Asp 1 le 
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100 105 110 

Met Ser Cys 1 1 e Leu G I n Asn Tyr Asn Arg Pro Pro Va I Met A I a Leu 

115 120 125 

Ala Me Pro lie Ala Val Lys Phe Leu His Arg Gly Asn Lys Glu Leu 

130 135 140 

Cys Arg Asn Met Ser Asn Tyr Leu Ser Leu Ala Ala Me Thr Lys Ala 
145 150 155 160 

Asp Leu Leu Ala Asp His Thr Glu Val Me Val Lys Ser Me Leu Gin 

165 170 175 

Gly Asn Thr Met Leu Leu Arg Val Leu Pro Ala Val Tyr Glu Lys Gin 

180 185 190 

Pro G I n Pro I I e Asn Arg H i s Leu Thr G I u Leu Leu A I a Leu Met Ser 

195 200 205 

Gin Leu Glu Gin Pro Glu Gin Tyr His Leu Leu Arg Leu Leu His Val 

210 215 220 

Ala Ala Lys Lys Lys G I n Leu Glu Va I Va I Gin Lys Cys I le Pro Phe 
225 230 235 240 

Leu Me Gly His Leu Lys Asp Ser Thr His Asn Asp Me Me Leu Asn 

245 250 255 

Me Leu Met Glu Me Ala Val Tyr Glu Pro Val Ala Leu Asn Ser Phe 

260 265 270 

Leu Pro Met Leu Lys Glu Me Gly Glu Arg Phe Pro Tyr Leu Thr G I y 

275 280 285 

Gin Met Ala Arg Me Tyr Gly Ala Val Gly His Val Asp Glu Glu Arg 

290 295 300 

Ala Arg Ser Cys Leu Thr Tyr Leu Val Ser Gin Leu Ala Asn Met Glu 
305 310 315 320 

H i s Ser Phe His His Me Leu Leu Leu Glu Me Lys Ser 1 1 e Thr Asp 

325 330 335 

Thr Phe Ser Ser Me Leu Gly Pro Gin Ser Arg Asp I le Phe Arg Met 

340 345 350 

Ser Asn Ser Phe Thr Ala Me Ala Lys Leu Leu Thr Arg Gin Leu Glu 

355 360 365 

Asn Thr Lys Ala Gly Ser Gly Arg Arg Lys I le Ser Thr Glu I le Glu 

370 375 380 

Phe Pro Glu Lys Leu Glu Glu Thr Lys Leu I le Val Thr Glu Asn Glu 
385 390 395 400 

Asp His Glu Lys Leu Gin Va I Lys Me Gin Ala Phe G I u Asp Lys 1 1 e 

405 410 415 

Asn Ala Gly Ser Asn Thr Pro G I y Ser 1 1 e Arg Arg Tyr Ser Leu G I y 

420 425 430 

Gin Va I Ser Lys Glu Glu Arg Lys Asn 1 1 e Arg Phe Asn Arg Ser Lys 

435 440 445 

Ser Leu Ala Phe His Thr Met Leu Thr Lys Gly Val Gly Ser Asp Asp 

450 455 460 

Gly Glu Asp G I u Asn Arg G I y Asp 1 1 e Pro A I a Ser 1 1 e Ser Leu Ser 
465 470 475 480 

Glu I le Asp Pro Leu Gly Gin Gly Asn Asp Lys Leu Pro Phe Lys Thr 
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485 














Aon Tl^i^ ^ 1 1 1 


Arg Ser Gin 


Lcu 1 y u 1 u 


oer 


Ser Val 


Ser 


Tv/i^ Pi^n Aon 

1 yr rro Asn 




500 






\J\J\J 










116 116 n 1 o 


1 le Asp Ser 


\ 1 1 Aon 1 All 
u 1 U ASn I-6U 


Cak 

oer 


Glu Thr 


Val 


l\/o ^lii Aon 

Lys u 1 u Asn 


O 1 o 














525 




o6r u 1 n u 1 u 


Glu 


Thr 


rr \j 


^lii Thr- Thi^ 

u 1 u 1 nr 1 nr 


A 1 a 

A 1 a 


Ser Pro 


1 le 


/2 1 1 1 Ti/K- (X 1 n 

u 1 u 1 yr u 1 n 














540 






Aon 1 \/o 1 1 
nSp l_ys 1-6U 


Tyr Leu 


n 1 o 


1 Al 1 1 \/0 1 \/0 

Leu Lys i_ys 


Aon 

Asn 


Leu Ser Lys 


\/o 1 1 \/o A 1 o 

va 1 Lys A 1 a 








\J0\J 






555 




oou 


T\/r- A 1 SI Mo+ 

1 yr A 1 a mex 


1 1 1 

u 1 u 


1 1 A 

1 1 e 


S3 1 y 


1 \#o 1 I/O 11^ 

Lys Lys 1 1 6 


Pr-n 

rro 


Val Pro Asp 


u 1 n uys 1 nr 












R1C\ 






O iD 


IIa ^Iii Aon 
116 u 1 U ASp 


1 nr 


va 1 


A I'" or 

Arg 


oer oys vai 


A 1 o 

A 1 a 


Lys Leu 


Phe 


PKa Thr- Owb 

rne i nr uys 




580 
















^Al^ 1 All 1 \/0 

o6r I-6U Lys 


Gly 


His 


1 yr 


^\#0 1 Al 1 

uys Leu 1 yr 


oer 


Lys Ser 


Ser 


DkkA 1 1 A 1 Al 1 

rne 1 1 e Leu 










QUU 






605 




1 1 A Car* 1 n 


Glu 


Pro 


a 1 n 
u 1 n 


rro 1 rp i i e 


^ In 

u 1 n 


Me Met 


Phe 


1 Al 1 PhA 1 n 

Leu rne u i n 


D 1 U 








D 1 O 




620 






1 n Qa*' I Ai 1 

u 1 n o6r L6U 


Phe 


Pro 


Glu 


Dk'A '1 All O Vfc 

rro Leu oer 


1 1 A 

1 1 e 


Gin Ser 


His 


oer va i u i n 


UZ.O 






630 






635 






rne L6U Arg 


Ala 


Leu 


Trp 


^ 1 1 1 1 \/o TV>^ 

u 1 u Lys 1 nr 


1 n 

u 1 n 


Ala Gly Gly 


A 1 o M i o ^Ar- 

A 1 a n 1 s oer 






645 






QOli 






DOO 


PkiA rtlii Thr- 

r n6 u 1 u 1 nr 


Ala 


Met 


Met 


u 1 u oer 1 nr 


PkiA 

rne 


Pro Gin 


Gin 


1 %#o Aon 1 At I 

Lys Asp Leu 




660 






ooo 








D /u 


Aon 1 n X/^ 1 

Asp u 1 n va 1 


Gin 


Leu 


His 


1 Al 1 1 1 1 ^ 1 1 1 

Leu u 1 U u 1 u 


va 1 


Arg Phe 


Phe 


Aon \/o 1 PkiA 

Asp va 1 rne 
















685 




u 1 y r ne oer 


Glu 


Thr 


Ala 


u 1 y A 1 a 1 rp 


^ 1 n 

u 1 n 


Cys Phe 


Met 


O\#o Aon Aon 

oys Asn Asn 














700 






Pr'n ^ 1 1 1 1 \/o 

rr O u 1 u Lys 


Ala 


Thr 


Val 


V/o 1 Aon ^ 1 n 

va 1 Asn u 1 n 


Asp 


Gly Gin 


Pro 


1 Al 1 1 1 A 1 ■ I 

Leu Me u 1 u 








710 






715 




ion 
/zu 


^ 1 \/ 1 \/0 1 Al 1 

u 1 y i_ys I-6U 


Lys Glu Lys 


u 1 n va 1 Arg 


Tr-n 

1 rp 


Lys Phe 


1 le 


1 i#o Afnr T ■>*n 

Lys Arg 1 rp 






725 












/oO 


1 %#o Tk^^ Af nr 

i_ys 1 nr Ar g 


Tyr 


Phe 


Thr 


Iaii AIo /^I \f ' 

Leu A 1 a u 1 y 


Asn 


Gin Leu 


Leu 


PKa 1 n 1 \/o 

rne u i n Lys 




740 






t HO 








1RC\ 


n 1 w 1 wo Qak* 

u 1 y i_ys o6r 


Lys Asp Asp 


D K*n Aon Aon 

rro Asp Asp 


oys 


Pro Me 


Glu 


1 All Qa^* 1 \/0 

Leu oer Lys 










/DU 






765 




Val Gin Ser 


Val 


Lys Ala 


Val Ala Lys 


Lys 


Arg Arg Asp 


Arg Ser Leu 


770 








775 




780 






Pro Arg Ala 


Phe 


Glu 


1 le 


Phe Thr Asp 


Asn 


Lys Thr Tyr 


Val Phe Lys 


785 






790 






795 




800 


Ala Lys Asp 


Glu 


Lys Asn 


Ala Ala Glu 


Trp 


Leu Gin 


Cys 


1 1 e Asn Va 1 






805 






810 






815 


Ala Val Ala 


Gin 


Ala Lys 


Glu Arg Glu 


Ser 


Arg Glu 


Val 


Thr Thr Tyr 




820 






825 








830 


Leu 



















<210> 11992 



-5571/13211- 



<211> 3803 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (122). . (1162) 
<400> 11992 

agctgtgaga ogacgagtgc gtgaagtgaa ggcgattgag aggggctgag ggaattgtcG 60 
tctgtggaag ggactttott ttggccctag gccccttcct gcccctgtcg tcagoagaga 120 
gatggaaaac ttgatgacta gctcoaccct aocgoooctt tttgcagatg aagacggtto 180 
caaggagagt aatgatctgg ctacoactgg gttaaatcac coagaggtto catacagtag 240 
tggcgccaca tcatccacca acaatccaga atttgtggag gatctctcto aaggtcagtt 300 
gcttcagagt gagtcttcaa atgoagoaga aggcaatgaa cagaggoatg aagatgagca 360 
acgaagtaaa ogaggaggtt ggtccaaagg aagaaagagg aagaaacctc ttcgagacag 420 
caatgcaccc aaatcccccc ttacaggata tgttcggttc atgaatgagc gtcgagaaca 480 
acttcgagca aagagaooag aagtcccatt tccagaaatc acaaggatgt taggcaatga 540 
atggagtaaa ctgcctcctg aggaaaaaca gcgctacctt gatgaagcag acagagataa 600 
ggagcgttac atgaaggaac tggaacagta tcagaaaaca gaggcctaca aggtcttcag 660 
taggaaaaoc oaggacogtc agaaaggcaa atotcatagg oaagatgcag cccggcaggc 720 
cactcatgat catgagaaag aaacagaggt aaaggaacgg tctgtttttg acatccctat 780 
atttacagag gaattcttga accatagcaa agctcgggaa gcagagotoo gooagottcg 840 
caaatooaac atggagtttg aggagaggaa tgoagccctg caaaagcacg tggagagcat 900 
gcgcacagGa gtggagaagc tggaggtgga tgtgatccag gagcggagcc gcaacacagt 960 
cttacagcag cacctggaga ccctgcggca ggtgctgaoc agoagotttg coagcatgcc 1020 
cttgoctgga agtggagaga caootaoagt ggacaccatt gactcatata tgaacagact 1080 
gcacagtatt attttagcta atccccaaga caatgaaaac ttcatagcta cagttcgaga 1140 
agttgtgaac agaotcgatc gttagggaat ggtcttagaa otccaagatg ttccataagt 1200 
gtttttactt gtgaggaatg agaagocatc catggaaatt tgaaotgagt gggggcagag 1260 
aaagagtgca gatccotttg cttgtgaaag aattatcagt gagtgaaagg ocatcaoccc 1320 
aggaagcoaa atgagggagc agoaacatgt atatgagctt cctatggaat tgtocttatg 1380 
tgaagctttg aaggtgtaca gooactctcc cgggtcttca ggttcctacc atttccattt 1440 
ctgttaaagt ggatctgcat atcttcagct tactaggtga cccggatgct gacatotgct 1500 
gotgoagaaa ggaagacttt tcattgtaat ttcgottaga occttttatc agtggagctc 1560 
cagttttott acctagctgt cactttttta aatgcctctg ggggttattt ttgctttcct 1620 
tggcccccac caatttatac atctccattt tctgacctct ggactaaotg gttgctcago 1680 
aaggttctga aggagagttt cttgcattgg acaggcocag tcttctccca toattgcoct 1740 
gctgtgactc caaagaaagg agcttcttgc tgacagtgcc ctgtggagca aggctgtgtt 1800 
tcctacccca cacggtgctc agtgggtgcc agooctcagt gtggctttgt gattgotgco 1860 
otaaaggaga atgctottto cttcctcact ggtactgcct gctgttttct aagcattgot 1920 
cctgcacaga catggagtcc cagccccagc aaggctcttc tgttcccatc tgttgacaat 1980 
gtcttgtgga gcatttttgo tgaggaaaag gtcacttgta aacagaggag aaagggaaag 2040 
agtaoaaago octaagttta ttgtaagtga aaactgaggg aattcctgtc ttctttagga 2100 
gtaatgattc atagatctag ataggtggaa atatcattca aaatagtcac ttgagctoac 2160 
aaaaaaagca aggaagaatt ctcatgtcct ttgtcttcot totgtagoca ttaactgctg 2220 
aatccatgtg aggaagacag gottccctto cttcccccto ottagtgatt ttttctttaa 2280 
cagcataagt aaagaggact ttotggttca tttttgtttg ttttgttttg ttttgttttg 2340 
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tttacagatg aggtcttcct gtgttgccca ggctggagtg cggtggctat tcacagatgc 2400 
tatcatagca cactacagcc tacaactctt gggctcaagc atcacgccta gcagtttctg 2460 
gttcctttaa cagcaaaagg aaagagaggt tctgattctt acctcagggt tttttggttg 2520 
ttcattgttt ttgtttttgt ttttgttttg acactgcaga gcacaaggct aaaggttaca 2580 
gctgcgatct ttggaaccaa aggcagagca agcagagccc gttgtctggg ccccacacca 2640 
ctgcaggcag gtggatagaa gtgcggcccc tctcatagta tgcccataag tcagggcata 2700 
gggcagaact acctgtcatg ttgctacacc atcctgtctt ctcagcatct ccttgcctgt 2760 
tttctttatt agtccaaagg aaaacaacag caacaaaatc tgtttttaaa atgtcttata 2820 
tgaacatata tcaaatatcc atgcgctgaa acccacatac catcacttgg caatttttta 2880 
gaataagacc ccattattat ctattgctat aaacctagcc agttctcttg ctcttctgta 2940 
ttttcctatt tccctgccat catctgctat ttctgccact tctcttagac tccttgtctg 3000 
caaagcccaa gctagaactc actgtctatg gcagaaggac atccagagcc cattctggag 3060 
ttttgttttt tccttctgcc agatgctttg tgtcctgtct tccttcctcc tcatatttct 3120 
gtttctcatt tgtgttcagt tttgtgcagc attgctagca ctgcttttgt gaccagaaaa 3180 
ggccataaca tggtccagga tcatcattct tctgactcta gatgggacac ttgacagtga 3240 
cttgaaacat ttgcatattc aggaatgcat gagatttcaa gagagcctac agtatgaaat 3300 
cattttcaca aaataagcag cttgcttctg aaatgctgtc tttcccagta gctactcacc 3360 
tgcctctggt ggctgggatt cagatgccac aaaactgtca gtatctatag accaggtctg 3420 
tgccacctcc tctctcctct gtgctcagtg aggaggcagt aaatgaagtt acaggctagc 3480 
acaataccta actcatgttt cccagtacac ctgtagatat tactgtactt ttatgttctc 3540 
aagaaataag ttgttgccta ttcagtgtta cagatttctt tgtttctttt taattaaaat 3600 
acaagaagca gctgaggaaa gggagacaag gtattttatt tctgactgat tttagaaaaa 3660 
acttgtgtac atgtgtttgg aactgttgaa atgccaagtt ttctgtataa gtgtttttgt 3720 
aattaaactt tcagattttc tttgtttttt aagaagttga tgtgcttgtt tgacatttgt 3780 
ctcattaaaa cttttctacg ttg 3803 



<210> 11993 
<211> 347 
<212> PRT 

<213> Homo sapiens 



<400> 11993 



Met 


Glu Asn 


Leu 


Met 


Thr 


Ser 


Ser 


Thr 


Leu 


Pro Pro 


Leu 


Phe 


Ala 


Asp 


1 






5 










10 








15 




Glu 


Asp 6ly 


Ser 


Lys 


Glu 


Ser 


Asn 


Asp 


Leu 


Ala Thr 


Thr 


Gly 


Leu 


Asn 






20 










25 








30 






His 


Pro Glu 


Val 


Pro 


Tyr 


Ser 


Ser 


Gly 


Ala 


Thr Ser 


Ser 


Thr 


Asn 


Asn 




35 










40 








45 








Pro 


Glu Phe 


Val 


Glu 


Asp 


Leu 


Ser 


Gin 


Gly 


Gin Leu 


Leu 


Gin 


Ser 


Glu 




50 








55 








60 










Ser 


Ser Asn 


Ala 


Ala 


Glu 


Gly 


Asn 


Glu 


Gin 


Arg His 


Glu 


Asp 


Glu 


Gin 


65 








70 










75 








80 


Arg 


Ser Lys 


Arg 


Gly 


Gly 


Trp 


Ser 


Lys 


Gly 


Arg Lys 


Arg 


Lys 


Lys 


Pro 








85 










90 








95 




Leu 


Arg Asp 


Ser 


Asn 


Ala 


Pro 


Lys 


Ser 


Pro 


Leu Thr 


Gly 


Tyr 


Val 


Arg 






100 










105 








110 






Phe 


Met Asn 


Glu 


Arg 


Arg 


Glu 


Gin 


Leu 


Arg 


Ala Lys 


Arg 


Pro 


Glu 


Val 
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1 nr 
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u 1 n 


A 1 o Thr- 

A 1 a 1 nr 


kl i o 
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Aon Uli^ 

ASp nl S la 1 U 
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1 nr 






1 QE^ 
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9nn 
zuu 




ZUO 






1 1 1 

u 1 u 


va 1 


Lys 
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oer 


va 1 
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1 1 e 


rro 1 1 e rne 


1 nr la 1 u 
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^ 1 u 








Z 1 o 
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A o r\ 
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A 1 o 
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la 1 u Leu Arg 
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U 1 u 
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la 1 U 
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970 




Gin 


Glu 


Arg 


Ser Arg 


Asn 


Thr 


Val Leu 


Gin 


Gin His Leu 


Glu Thr 


Leu 
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280 




285 






Arg 


Gin 


Val 


Leu Thr 


Ser 


Ser 


Phe Ala 


Ser 


Met Pro Leu 


Pro Gly 


Ser 




290 








295 






300 






Gly 


Glu 


Thr 


Pro Thr 


Val 


Asp 


Thr Me 


Asp 


Ser Tyr Met 


Asn Arg 
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305 








310 








315 




320 


His 


Ser 


1 le 


1 le Leu 


Ala 


Asn 


Pro Gin 


Asp 


Asn Glu Asn 


Phe 1 le 


Ala 








325 








330 




335 




Thr 


Val 


Arg 


Glu Val 


Val 


Asn 


Arg Leu 


Asp 


Arg 







340 345 



<210> 11994 
<211> 2256 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (125). . (1366) 
<400> 11994 

cagtgcgcag gcgtgagcgg tcgggccccg acgcgcgcgg gtctcgtttg gagcgggagt 60 
gagttcctga gcgagtggac ccggcagcgg gcgatagggg ggccaggtgc ctccacagtc 120 
agccatggca gcgctgcgct acgcggggct ggacgaoacg gacagtgagg acgagctgcc 180 
tccgggctgg gaggagagaa coaccaagga cggctgggtt tactacgcca atcacaccga 240 
ggagaagact oagtgggaac atooaaaaac tggaaaaaga aaacgagtgg caggagattt 300 
gocatacgga tgggaacaag aaactgatga gaacggaoaa gtgttttttg ttgaocatat 360 
aaataaaaga accacotact tggacccaag actggcgttt actgtggatg ataatccgac 420 
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caagccaacc acccggcaaa gatacgacgg 
cccggatttc actggcaaag tggttgtggt 
aaccgccaag tcttttgccc tccatggtgc 
aagggcgagt gaagcagtgt cacgcatttt 
aatgaccctg gacctcgctc tgctccgtag 
caagaatgtg cctcttcatg tgcttgtgtg 
tctcaccaaa gatggcctgg agaccacctt 
tgtccagctc ctccaggatg ttttgtgccg 
ctcagagtcc catcgattta cagatattaa 
cctctctcca acaaaaaacg actattgggc 
caacatcctc ttctccaacg agctgcaccg 
cgcagtgcat cctggaaata tgatgtactc 
actgctgttt accttggcga ggcctttcac 
cgtgtactgt gctgctgtcc cagaactgga 
ctgccgctgc atgccctcac cagaagctca 
gctcagcgag aggctgatcc aagaacggct 
agcggatggg cacacacacc cgccctgtgt 
ccccttccaa atgtccctcc aacacagatc 
aacagagtga aaaatcttaa gtaccaatgg 
cttttctggg gctgggctag gcataggtct 
gtaaaaacct gcttggtgtg taggttccgt 
ttcttttact gttatagaat agcctgaggt 
caccactgca gccgggggct ggccttctcc 
gctccttgct gcattgatcc aggagataat 
agcttagcaa ctgctgggga gacaaatctc 
gtgacaccca gagggagtag aatacgcaga 
ctcctttgct aatgctatgc aaaaaattct 
tccttagata ccttgaaagg caggaaggga 
tttggggggc agagaataaa acgttagtta 
tctcttgctt tcacattgta cttaaacctc 
aagaacatgc ttgaatatca aaaaaaaaaa 



cagcaccact gccatggaaa ttctccaggg 480 
cactggagct aattcaggaa tagggttcga 540 
acatgtgatc ttggcctgca ggaacatggc 600 
agaagaatgg cataaagcca aggtagaagc 660 
cgtgcagcat tttgctgaag cattcaaggc 720 
caacgcagca acttttgctc taccctggag 780 
tcaagtgaat catctggggc acttctacct 840 
ctcagctcct gcccgtgtca ttgtggtctc 900 
cgactccttg ggaaaactgg acttcagtcg 960 
gatgctggct tataacaggt ccaagctctg 1020 
tcgcctctcc ccacgcgggg tcacgtcgaa 1080 
caacattcat cgcagctggt gggtgtacac 1140 
caagtccatg caacagggag ctgccaccac 1200 
gggtctggga gggatgtact tcaacaactg 1260 
gagcgaagag acggcccgga ccctgtgggc 1320 
tggcagccag tccggctaag tggagctcag 1380 
gtgtcccctc acgcaagtgc cagggctggg 1440 
cgcaagagta aaggaaataa gagcagtcac 1500 
gaagcaggga attcctgggg taaagtatca 1560 
ctttgctttc tggtggtggc ctgtttgaaa 1620 
atctccctgg agaagcacca gcaattctct 1680 
cccctcgtcc catccagcta ccaccacggc 1740 
tacttaggga agaaaaagca agtgttcact 1800 
tgtttcattc atcctgacca agactgagcc 1860 
agaaccttgt cccagccagt gaggatgaca 1920 
actaccaggt ggcaaagtac ttgtcataga 1980 
ttagagatta taacaaattt ttcaaatcat 2040 
agcgtatata cttaagaata cacaggatat 2100 
atccctttgt ctgtcaatca cagtctcagt 2160 
ctgctgtgcc tcgcatccta tgcttaataa 2220 
aaaaac 2256 



<210> 11995 
<211> 414 
<212> PRT 

<213> Homo sapiens 
<400> 11995 

Met Ala Ala Leu Arg Tyr Ala Gly Leu Asp Asp Thr Asp Ser Glu Asp 

1 5 10 15 

Glu Leu Pro Pro Gly Trp Glu Glu Arg Thr Thr Lys Asp Gly Trp Val 

20 25 30 

Tyr Tyr Ala Asn His Thr Glu Glu Lys Thr Gin Trp Glu His Pro Lys 

35 40 45 

Thr Gly Lys Arg Lys Arg Val Ala Gly Asp Leu Pro Tyr Gly Trp Glu 

50 55 60 

Gin Glu Thr Asp Glu Asn Gly Gin Va I Phe Phe Va I Asp His Me Asn 
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65 70 75 80 

Lys Arg Thr Thr Tyr Leu Asp Pro Arg Leu Ala Phe Thr Val Asp Asp 

85 90 95 

Asn Pro Thr Lys Pro Thr Thr Arg Gin Arg Tyr Asp Gly Ser Thr Thr 

100 105 110 

Ala Met Glu Me Leu Gin Gly Pro Asp Phe Thr Gly Lys Val Val Val 

115 120 125 

Val Thr Gly Ala Asn Ser Gly Me Gly Phe Glu Thr Ala Lys Ser Phe 

130 135 140 

Ala Leu His Gly Ala His Val I le Leu Ala Cys Arg Asn Met Ala Arg 
145 150 155 160 

Ala Ser Glu Ala Val Ser Arg Me Leu Glu Glu Trp His Lys Ala Lys 

165 170 175 

Val Glu Ala Met Thr Leu Asp Leu Ala Leu Leu Arg Ser Val Gin His 

180 185 190 

Phe Ala Glu Ala Phe Lys Ala Lys Asn Val Pro Leu His Val Leu Val 

195 200 205 

Cys Asn Ala Ala Thr Phe Ala Leu Pro Trp Ser Leu Thr Lys Asp Gly 

210 215 220 

Leu Glu Thr Thr Phe Gin Val Asn His Leu Gly His Phe Tyr Leu Val 
225 230 235 240 

Gin Leu Leu Gin Asp Val Leu Cys Arg Ser Ala Pro Ala Arg Val Me 

245 250 255 

Val Val Ser Ser Glu Ser His Arg Phe Thr Asp I le Asn Asp Ser Leu 

260 265 270 

Gly Lys Leu Asp Phe Ser Arg Leu Ser Pro Thr Lys Asn Asp Tyr Trp 

275 280 285 

Ala Met Leu Ala Tyr Asn Arg Ser Lys Leu Cys Asn I le Leu Phe Ser 

290 295 300 

Asn Glu Leu His Arg Arg Leu Ser Pro Arg Gly Val Thr Ser Asn Ala 
305 310 315 320 

Val His Pro Gly Asn Met Met Tyr Ser Asn Me His Arg Ser Trp Trp 

325 330 335 

Val Tyr Thr Leu Leu Phe Thr Leu Ala Arg Pro Phe Thr Lys Ser Met 

340 345 350 

Gin Gin Gly Ala Ala Thr Thr Val Tyr Cys Ala Ala Val Pro Glu Leu 

355 360 365 

Glu Gly Leu Gly Gly Met Tyr Phe Asn Asn Cys Cys Arg Cys Met Pro 

370 375 380 

Ser Pro Glu Ala Gin Ser Glu Glu Thr Ala Arg Thr Leu Trp Ala Leu 
385 390 395 400 

Ser G I u Arg Leu Me Gin Glu Arg Leu G I y Ser G I n Ser G I y 
405 410 



<210> 11996 
<211> 2295 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (47) . . (2038) 

<400> 11996 

cgcgcggccc tgcccggcco accgagccct 
gcccccgcag cagcaggtgc ggatggccca 
gotcogggtg ccctgcottt acatcatcga 
ccaaagcogg ttctgcatog tgotooagat 
cagtattgtt ctgatcttgt cacaacgatc 
ctttctgtta gctgcaactt cagtgttggt 
ctatggtgoo tacaaoacgt cagcttttgg 
gctgtggatg gcacttatcg ttctacagct 
ccagattcat tccatctatt caoaattaat 
cttaatoaca gagctaccat tacacatoag 
tctcacatta aatacagtgt ttgtcctggc 
acgatatgtt tatcttttgg tgaggcacat 
ggaggacaca tggaagagga ttogtttocc 
agttacagct caggctaoag tgttaatgta 
tttctttatt tcttgggatg atttttggga 
cgattctaca ctaactgtac tgggcatgag 
ggggcttgga atattggoct ttattggatc 
tgttgcacct gttttatttt ttattttggG 
agaagagaga cttattcgct taagtagaaa 
ttttatccat ggaatgaoag accctgtatt 
ttttogtaga cattttcctg tgotgtttgt 
actcagttat gttctttggc atcactatgc 
attttgtgtg gaaotgtgct taaaagtaat 
gattgatggc tactataatg toctotggga 
ttcaacaggc agtattattg aatttatatt 
cactatgatg tttgagtcgg gaagtaaaat 
ttttaacato tacttaoaag ooaaaaatgg 
tgtgaagaaa attaattcac ttcctgaaat 
tgtatgtgca atctgctatc atgagtttac 
ttatttcoat goaotttgoo ttcggaaatg 
coatcagaaa gtatacatcg aagatgatat 
tggatttatt ccacccaatg aaactccaga 
tgacagggaa ttgaacgaag atgaoagtao 
aaatggagtg attoagcaca caggogcagc 
atgaaaatag catttattaa tgattgaggt 
gagtaatatc cttcaccttc agtgtgtaao 
tgtgaatggt tttccgttta ctgtgatgtg 
tggtctcttt ggtgacctgt ttaaatttgt 
tcacattttt atgac 



ggtgtggcag cggctcatgg cggccgtggg 60 
tcagcaggtc tgggcggcgc tcgaagtggc 120 
cgccatcttc aaotcctacc oggattcoag 180 
cttcctccgg ctctttggtg tatttgoatc 240 
acttttcaag ttttacacgt acagctcagc 300 
gaattattat gottctttgc acattgactt 360 
aattgagotg cttoctcgaa aaggtccctc 420 
aacatttgga attggatacg ttacactact 480 
tattttggat ctcttggttc ctgtaatagg 540 
agagaottta ctgtttactt cttccttgat 600 
agtgaaactg aagtggtttt attattccac 660 
gtatcgaatt tatggattac agttattgat 720 
agacatacta cgagtctttt ggctaacaag 780 
catcttaagg atggcaaatg aaactgattc 840 
cctcatttgc aatcttataa ttagtgggtg 900 
tgctgtaatt tcctcagtag cccattattt 960 
aactgaggaa gatgacaggo gtottggctt 1020 
tottcagact gggttaagtg ggctaagacc 1080 
catgtgcctt ttattaactg cagtcctgca 1140 
aatgtctcto agtgcctctc atgtgtcatc 1200 
ctctgcttgc ctgtttattc ttcctgtctt 1260 
actaaataca tggttgtttg cagttacagc 1320 
tgtttctcto actgtttata cgttattcat 1380 
aaagcttgac gattatgtct actacgttcg 1440 
tggagttgta atgtttggaa atggggctta 1500 
tcgggctttt atgatgtgcc tacatgcata 1560 
ctggaagaca tttatgaato gtaggaotgo 1620 
aaaagggagc cgcttacaag aaataaatga 1680 
aacatctgot cgtattacac ogtgtaatca 1740 
gotgtacatt oaagataott gtccaatgtg 1800 
caaggataat tcaaatgtat ctaacaacaa 1860 
ggaagctgta agagaagctg ctgctgaatc 1920 
agattgtgat gatgatgttc aaagagaaag 1980 
agctgaagaa tttaatgatg atactgactg 2040 
atttgtttaa aattcagttc atccaaaatg 2100 
caagoaoaaa aacagtatca atgttgaatc 2160 
otactgtaaa tatacctott taattacttc 2220 
gtacattatt gtacatagaa taaaatgttt 2280 

2295 



-5577/13211- 



<210> 11997 
<211> 664 
<212> PRT 

<213> Homo sapiens 



<400> 11997 
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A 1 a Tyr 


PhA 

rne 


Asn lie 1 yr 


Leu 


1 n A 1 A 

u 1 n Aia 


ouu 








ouo 






O 1 u 




Lys Asn uiy i rp 


Lys 


Thr 


rne 


ifiex Asn 


Arg 


A^^ l\r\^ A 1 ^ 

Arg 1 nr a i a 


va 1 


Lys Lys 


u 1 o 








OjlU 




ozo 






1 1 e Asn oer Leu 


Pro 


Glu 


1 1 A 
1 1 e 


Lys u 1 y 


Ca»- 

oer 


Arg Leu u 1 n 


1 1 1 

U 1 u 


1 1 e Asn 








OoO 






OH\J 






Asp va 1 uys a i a 


1 1 e Cys 


Tyr 


kl i o 1 1 1 

n 1 S u 1 U 


PhA 

rne 


Tl^v" TUkW Or^v* 

inr inr oer 


A 1 4 

A 1 a 


Arg 1 1 e 


OHO 




550 








OOO 




OOU 


¥ni^ Di^^S A^n 

1 nr rro uys Asn 


His 


Tyr 


rne 


M i o A 1 o 

ni s A 1 a 


Leu 


oys Leu Arg 


Lys 


Trp Leu 




565 








o /u 






o /o 


1 yr lie u i n Asp 


Thr Cys 


Oil* A 

rro 


Ma+- f^%r^ 

Mex oys 


ri 1 s 


u 1 n Lys va i 


Tyr 


1 1 A /2 1 1 1 

lie u 1 u 


OOU 








OOO 






Ron 

057U 




Asp Asp 1 1 e Lys 


Asp Asn 


Ser 


Asn Val 


Ser 


Asn Asn Asn 


Gly 


Phe 1 le 


595 








600 




605 






Pro Pro Asn Glu 


Thr 


Pro 


Glu 


Glu Ala 


Val 


Arg Glu Ala 


Ala 


Ala Glu 


610 






615 






620 






Ser Asp Arg Glu 


Leu 


Asn 


Glu 


Asp Asp 


Ser 


Thr Asp Cys 


Asp 


Asp Asp 


625 




630 








635 




640 


Val Gin Arg Glu 


Arg Asn 


Gly 


Val Me 


Gin 


His Thr Gly 


Ala 


Ala Ala 




645 








650 






655 


Glu Glu Phe Asn 


Asp Asp 


Thr 


Asp 











660 



<210> 11998 
<211> 2858 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (19). . (1221) 

<400> 11998 

ctttcccgag ccggggccat ggcacctgca aggtgtttct cagcaagatt gaggaccgtg 60 
tttcagggcg tggggcattg ggctttgtcc acatgggctg gcctgaagcc cagccggcta 120 
ctgccacagc gggcttctcc caggctgctc tcggtcggcc gtgcggacct cgccaagcat 180 
caggaactcc cggggaagaa gctgctctct gagaaaaagc tgaaaaggta ctttgtggac 240 
tatcggagag tgcttgtctg tggaggaaac ggaggcgctg gggcaagctg cttccacagt 300 
gagccccgca aggagtttgg aggccctgat ggaggggacg gaggcaacgg tggacacgtc 360 
attctgagag ttgaccagca agtcaagtcc ctgtcgtcgg tcctgtcgcg gtaccagggt 420 
ttcagtggag aagatggagg gagtaaaaac tgcttcgggc gcagtggcgc cgtcctctac 480 
atccgggtcc ccgtgggcac gctggtgaag gagggaggca gagttgtggc cgacctgtct 540 
tgcgtgggag atgagtacat tgccgcgctg ggcggggcag gagggaaagg caaccgcttc 600 
ttcctggcca acaacaaccg tgcccctgtg acctgtaccc ctggacagcc aggacagcag 660 
cgagttctcc acctggagct caagacggtg gcccacgccg gaatggtggg attccccaac 720 
gccgggaagt cctcactgct ccgggccatt tcaaacgcca gacccgccgt ggcttcctac 780 
ccgttcacca ccctgaagcc ccacgtcggg atcgtccact acgaaggcca cctacaaata 840 
gcagtggccg acatccccgg catcatacga ggcgcccacc agaacagggg tctggggtcc 900 
gccttcctca ggcacatcga gcgctgccgc tttctcttgt tcgtggtgga tctttctcag 960 
cctgagccgt ggactcaagt tgaogattta aaatatgaac tggagatgta tgaaaagggc 1020 
ctgtctgcga ggccccacgc aatcgtcgca aacaagattg acctccctga agcccaagcc 1080 
aatctgtccc agctccggga tcacttggga caggaggtca tcgtgctgtc ggcgttgacc 1140 
ggcgagaacc tggagcagct gctgttgcac ctgaaggtgc tgtatgacgc ctacgcggag 1200 
gccgagctgg gccagggccg ctagccgctc aggtggtagc cacgccagag cggggtcgcc 1260 
tctgggcctc tgtctgagca aacctggatg tgaattcggt ggttttgaat gcataaagtg 1320 
ccttgtggac acgggggagt tgtggtgctt ctgggtctct gggccccgcc tgctggcctg 1380 
ggatgccctc atgttgggaa gcattccgtg ccccccaccc cgcctgccct ccgtgattaa 1440 
cacccctaat aaggggttgg ggtgcccata acggggtggc cctgccgctg actcgggtct 1500 
ccgccatgca cgcgtggact ctccgatgag ctcagcagaa ccgcacagcc agagccccag 1560 
gtcagaagtg cagaccaggg ttctcagcac agtgcccgtc gtgcttccat ggcttgctac 1620 
ggagagagac ctctggatcc acactggggc tgcgtctggc ccgttgtcca gcagccctgc 1680 
ggtaccgcaa gcccaggcac cagtgtctcg gggggcctca ctgctgcgca aggggtgggg 1740 
ccgaggatgc aagtccaggc agagcggcgc aggcagctgt gagcttttct ccatcagccg 1800 
tctgagaaga gcagtgaggc cagctgcttc ctgtccttca gaacacttct ctgtgctcag 1860 
tgggagccag gaagcctcag gcttcacgac tgaatgcacc caatatccga cctggctgcg 1920 
tgtttctggc tgggctgccg tgtgcacagc aagttaacta gaggggctgt gggccatgga 1980 
actgtcagcg ttattctcag aaggcggccg tggcatgggc agggtatagt gaggagtgga 2040 
aggagacgtg tgcctggtaa tatggggcgg aatttccact cagctccatt tgctggggat 2100 
ttaaagagaa cccttgtgct gcgccaggca gttaccgagc cgaagggaga tgatgggcct 2160 
tcgcccctca gtgggatggc agctgagggg gccctgcatt tgaccctcga gactgcagca 2220 
gcgcctttcc tgtctgtggt ttaagtcttt gcagtcaagt actgatgcat ccaagccagg 2280 
cctatgcctg gtgtctcctg actgcagagg agccccaggg caaggacagc tcagctgctg 2340 
gcagcctgcc tggcccatag acatccccca agtagtctca ggcctctgac atgtccctga 2400 
ggggccccta agaaagaaag tggaggggac actccagagg ctgtcgtggg aggatcatgt 2460 
gagcctggga ggtcaaggct gcagtgagcc gtgattgcac cactgcactc cagcctgagt 2520 
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gacagagcga gaccctgtct caaaaaacaa 
gggcacggtg gctcatgcct gtagtcccag 
aaggtcagga gattgagacc atcctggcta 
acaaaaaaat tagccaggcg tggtggcggt 
aagcaggaga atggcgtgaa cctgggaggc 
tgcactccag cctgagcgac agagcaagac 



acaaacaaac aaacaaaaac agaacattct 2580 
cactttggga ggccgaggct ggtggatcac 2640 
acacagtgaa accccgtctc tactaaaaat 2700 
cacctgtagt cccagctact cgggaggctg 2760 
ggagcttgca gtgagccgag atcacaccac 2820 
tccatctc 2858 



<210> 11999 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 11999 



met 


A 1 A A 1 A A Maw /^OA 

Ala rro Ala Arg Uys 


rne 


ber 


1 


O 






b 1 y 


va 1 uiy His irp Ala 


1 Ai I 
Leu 


Ser 










Arg 


Leu Leu Pro G 1 n Arg 


A 1 A 

A 1 a 


oer 








4U 


A 1 A 

Ala 


kr%wx 1^11 AIa Uln 

Asp Leu Ala Lys His 


13 1 n 


u 1 U 






OO 




Pill 
U 1 u 


Lys Lys Leu Lys Arg 


Tyr 


rne 


03 


/u 






Cys 


Gly Gly Asn Gly Gly 


Ala 


Gly 




85 






Arg 


Lys Glu Phe Gly Gly 


Pro 


Asp 




100 






His 


Val 1 le Leu Arg Val 


Asp 


Gin 




115 




120 


Leu 


Ser Arg Tyr Gin Gly 


Phe 


Ser 




130 


135 




Cys 


Phe Gly Arg Ser Gly 


Ala 


Val 


145 


150 






Thr 


Leu Val Lys Glu Gly 


Gly 


Arg 




165 






Gly 


Asp Glu Tyr lie Ala 


Ala 


Leu 




180 






Arg 


Phe Phe Leu Ala Asn 


Asn 


Asn 




195 




200 


Gly 


Gin Pro Gly Gin Gin 


Arg 


Val 




210 


215 




Ala 


His Ala Gly Met Val 


Gly 


Phe 


225 


230 






Leu 


Arg Ala lie Ser Asn 


Ala 


Arg 




245 






Thr 


Thr Leu Lys Pro His 


Val 


Gly 



260 



A 1 A 

A 1 a 


Arg 


Leu Arg 1 nr Va I rne G 1 n 




10 


1 O 


1 nr 


Trp 


Ala uly Leu Lys Pro Ser 


OCT 






Pro 


Arg 


Leu Leu ber val uly Arg 








1 Ai ■ 
Leu 


Pro 


G 1 y Lys Lys Leu Leu Ser 






oU 


Va 1 


A AM 

Asp 


Tyr Arg Arg Va 1 Leu Va 1 








A 1 ^ 

Ala 


Ser 


Cys Phe His Ser Glu Pro 




90 


95 


Gly 


Gly 


Asp Gly Gly Asn Gly Gly 


105 




110 


Gin 


Val 


Lys Ser Leu Ser Ser Val 






125 


Gly 


Glu 


Asp Gly Gly Ser Lys Asn 






140 


Leu 


Tyr 


1 le Arg Val Pro Val Gly 






155 160 


Val 


Val 


Ala Asp Leu Ser Cys Val 




170 


175 


Gly 


Gly 


Ala Gly Gly Lys Gly Asn 


185 




190 


Arg 


Ala 


Pro Val Thr Cys Thr Pro 






205 


Leu 


His 


Leu Glu Leu Lys Thr Val 






220 


Pro 


Asn 


Ala Gly Lys Ser Ser Leu 






235 240 


Pro 


Ala 


Val Ala Ser Tyr Pro Phe 




250 


255 


1 le 


Val 


His Tyr Glu Gly His Leu 


265 




270 
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A 1 n 

u 1 n 


I 1 o 

I I e 


Ala 


Val 


Aia Asp 


1 1 e 


rro 






275 








/oU 


Asn 


Arg 


Gly Leu 


u 1 y oer 


A 1 a 


rne 
















rne 


Leu 


LcU 


rne 


va 1 va 1 


Asp 


Leu 
















va 1 


Asp 


Asp 


Leu 


Lys Tyr 


u 1 U 


Leu 
















Ala 


Arg 


Pro 


His 


Ala 1 le 


Val 


Ala 








340 








Gin 


Ala 


Asn 


Leu 


Ser Gin 


Leu 


Arg 






355 








360 


Val 


Leu 


Ser 


Ala 


Leu Thr 


Gly 


Glu 




370 








375 




Leu 


Lys 


Val 


Leu 


Tyr Asp 


Ala 


Tyr 


385 








390 






Arg 















u 1 y 


I 1 A 

I I e 


iIa Akx-zv aia u:<>^ 

1 1 e Arg u 1 y Ala His 


G 1 n 






ZOO 




Leu 


Arg 


n 1 s 1 1 e u 1 u Arg uys 


A 

Arg 










Ser 


u 1 n 


rro la 1 u Pro 1 rp I nr 


u 1 n 








320 


G 1 U 


Met 


Tyr Glu Lys Gly Leu 


Ser 




330 


335 




Asn 


Lys 


1 1 e Asp Leu Pro G 1 u 


Ala 


345 




350 




Asp 


His 


Leu Gly Gin Glu Val 


1 le 






365 




Asn 


Leu 


Glu Gin Leu Leu Leu 


His 






380 




Ala 


Glu 


Ala Glu Leu Gly Gin 


Gly 






395 


400 



<210> 12000 

<211> 2694 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (104), , (1453) 
<400> 12000 

ctgccagccg cgctgctgct gctcctcctg 
gctctccccg ctccaagcgc cgatctgggo 
gccgcagaaa gatotcagag taaagaagaa 
ttccatggag acctcgtcat cctctgatga 
tgcaaacacg aaacctaaat tcaggtcaga 
tgaggactct gataatgaat ctttotgogg 
agaccattgt ggatttttac agaaaccaag 
ttttcatgcc gactctgacg atgaatcatt 
tggaatgagg ctgcagtcag ttcgggaagg 
tggacctctc agggtggcga tgaagtttcc 
aaaagcagag tcccgocagc cotcagagaa 
agatgaaagt ggaatgaatt ttttggagaa 
aatgcttgca aaactcatgt ctgaattaga 
tcccctccca ggctccgact cacaatcaag 
tgcttccagg agaaaccctg aacggagagc 
cotogggtcc cttgaogctc tacccatgga 
ggtgagaaag aggaagaccg tggatggcta 
tcgctccaga tcatccgtga cccttccgca 



ctgtgggaoc gotgaccgcg cggctgotcc 60 
acccgccacc agcatggacg ctcgccgcgt 120 
cttaaagaaa ttcagatatg tgaagttgat 1 80 
cagttgtgac agctttgctt ctgataattt 240 
tatcagtgaa gaaotggcaa gtgtttttta 300 
cttttoagaa agtgaggtgo aagatgtatt 360 
gccagatgtc actaacgaac tggccggtat 420 
ttgcggtttc tcagagagtg agataoaaga 480 
ctgtaggacG Ggcagccagt goaggcactc 540 
agcgcggagt accaggggag caaccaacaa 600 
ttctgtgact gattccaact ccgattoaga 660 
aagggcttta aatataaagc aaaacaaagc 720 
aagcttccct ggctogttoo gtggaagaca 780 
gagaccgcga aggcgtacat tcocgggtgt 840 
tcgtcctctt accaggtcaa ggtcccggat 900 
ggaggaggag gaagaggata agtacatgtt 960 
catgaatgaa gatgacctgc ocagaagccg 1020 
tataattcgc ccagtggaag aaattacaga 1080 
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ggaggagttg gagaacgtct gcagcaattc tcgagagaag atatataacc gttcactggg 1140 
ctctacttgt catcaatgcc gtcagaagac tattgatacc aaaacaaact gcagaaaccc 1200 
agactgctgg ggcgttcgag gccagttctg tggcccctgc cttcgaaacc gttatggtga 1260 
agaggtcagg gatgctctgc tggatccgaa ctggcattgc ccgccttgtc gaggaatctg 1320 
caactgcagt ttctgccggc agcgagatgg acggtgtgcg actggggtcc ttgtgtattt 1380 
agccaaatat catggctttg ggaatgtgca tgcctacttg aaaagcctga aacaggaatt 1440 
tgaaatgcaa gcataatatc tggaaaattt gctgcctgcc ttctacttct caaatctttc 1500 
ttgtaaaagt ttccaatttt ttcactgaaa cctgagttaa aaatcttgat gatcagcctg 1560 
tttcataaga aactccaatc aagttaatct tagcagacat gtgtttctgg agcatcacag 1620 
aaggtatatt gctagttaca ctttgccctc ctgcagtttc ttctctgctc ccaaccccca 1680 
tctcatagca tccccctcta tttccaatgc tcctctccaa ccgcttagtt tctgaatttc 1740 
ttttaaatta cagttttatg aaagcatatt ttatttactt ggtgttgaaa tagccctcat 1800 
aaaacctaag cacttggaaa cacaataata gtattaacta actagatcta ttgaatttca 1 860 
gagaagagcc ttctaacttg tttacacaaa aacgagtatg atttagcatt catactagtt 1920 
gaaattttta atagaatcaa ggcacaaaag tcttaaaacc atgtggaaaa attaggtaat 1980 
tattgcagat tgatgtctct caatcccatg tattgcgctt atgttacaag ttgttgtcac 2040 
agttgagact taatttctcc taatttcttc tgcccgaagg gtaagtggtg cgtccagctt 2100 
acacaatcat aattcaaagg ttggtgggca atgtaatact taattaaaat aatgatggaa 2160 
gagctatctg gagattatga gtaagctgat ttgaattttc agtataaaac tttagtataa 2220 
ttgtagtttg caaagtttat ttcagttcac atgtaaggta ttgcaaataa attcttggac 2280 
aattttgtat ggaaacttga tattaaaaac tagtctgtgg ttctttgcag tttcttgtaa 2340 
atttataaac caggcacaag gttcaagttt agattttaag cacttttata acaatgataa 2400 
gtgccttttt ggagatgtaa cttttagcag tttgttaacc tgacatctct gccagtctag 2460 
tttctgggca ggtttcctgt gtcagtattc cccctcctct ttgcattaat caaggtattt 2520 
ggtagaggtg gaatctaagt gtttgtatgt ccaatttact tgcatatgta aaccattgct 2580 
gtgctattca atgtttgatg cataattgga ccttgaatcg ataagtgtaa atacagcttt 2640 
tgatctgtaa tgcttttata caaaagttta ttttaataat aaaatgtttg ttct 2694 



<210> 12001 
<211> 450 
<212> PRT 

<213> Homo sapiens 



<400> 12001 



Met 


Asp 


Ala 


Arg 


Arg 


Val 


Pro 


Gin 


Lys 


Asp 


Leu Arg 


Val 


Lys 


Lys 


Asn 


1 








5 










10 








15 




Leu 


Lys 


Lys 


Phe 


Arg 


Tyr 


Val 


Lys 


Leu 


1 le 


Ser Met 


Glu 


Thr 


Ser 


Ser 








20 










25 








30 






Ser 


Ser 


Asp 


Asp 


Ser 


Cys 


Asp 


Ser 


Phe 


Ala 


Ser Asp 


Asn 


Phe 


Ala 


Asn 






35 










40 








45 








Thr 


Lys 


Pro 


Lys 


Phe 


Arg 


Ser 


Asp 


1 le 


Ser 


Glu Glu 


Leu 


Ala 


Ser 


Val 




50 










55 








60 










Phe 


Tyr 


Glu 


Asp 


Ser 


Asp 


Asn 


Glu 


Ser 


Phe 


Cys Gly 


Phe 


Ser 


Glu 


Ser 


65 










70 










75 








80 


Glu 


Val 


Gin 


Asp 


Val 


Leu 


Asp 


His 


Cys 


Gly 


Phe Leu 


Gin 


Lys 


Pro 


Arg 










85 










90 








95 




Pro 


Asp 


Val 


Thr 


Asn 


Glu 


Leu 


Ala 


Gly 


1 le 


Phe His 


Ala 


Asp 


Ser 


Asp 
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Asp Glu 

Arg Leu 
130 
His Ser 
145 

Arg Gly 

Ser Val 

Phe Leu 

Ala Lys 
210 
Arg His 
225 

Arg Tlir 

Arg Pro 

Leu Pro 

Lys Arg 
290 
Ser Arg 
305 

Val Glu 

Arg Glu 

Arg Gin 

Trp Gly 
370 
Gly Glu 
385 

Pro Cys 

Arg Cys 

Gly Asn 

Gin Ala 
450 



100 
Ser Phe Cys 
115 

Gin Ser Val 

Gly Pro Leu 

Ala Thr Asn 
165 

Thr Asp Ser 

180 
Glu Lys Arg 
195 

Leu Met Ser 

Pro Leu Pro 

Phe Pro Gly 
245 

Leu Thr Arg 

260 
Met Glu Glu 
275 

Lys Thr Val 

Arg Ser Arg 

Glu I le Thr 
325 

Lys I I e Tyr 

340 
Lys Thr I le 
355 

Val Arg Gly 

Glu Val Arg 

Arg Gly Me 
405 

Ala Thr Gly 

420 , 
Val His Ala 
435 



105 

Gly Phe Ser Glu 
120 

Arg Glu Gly Cys 
135 

Arg Val Ala Met 
150 

Lys Lys Ala Glu 

Asn Ser Asp Ser 
185 

Ala Leu Asn I le 
200 

Glu Leu Glu Ser 
215 

Gly Ser Asp Ser 
230 

Val Ala Ser Arg 

Ser Arg Ser Arg 
265 

Glu Glu Glu Glu 
280 

Asp Gly Tyr Met 
295 

Ser Ser Val Thr 
310 

Glu Glu Glu Leu 

Asn Arg Ser Leu 
345 

Asp Thr Lys Thr 
360 

Gin Phe Cys Gly 
375 

Asp Ala Leu Leu 
390 

Cys Asn Cys Ser 



Ser Glu 

Arg Thr 

Lys Phe 
155 
Ser Arg 
170 

Glu Asp 

Lys Gin 

Phe Pro 

Gin Ser 
235 
Arg Asn 
250 

I le Leu 

Asp Lys 

Asn Glu 

Leu Pro 
315 
Glu Asn 
330 

Gly Ser 

Asn Cys 

Pro Cys 

Asp Pro 
395 
Phe Cys 
410 

Leu Ala 



Val Leu Val Tyr 
425 

Tyr Leu Lys Ser Leu Lys 
440 



I le Gin 
125 
Arg Ser 
140 

Pro Ala 

Gin Pro 

Glu Ser 

Asn Lys 
205 

Gly Ser 
220 

Arg Arg 

Pro Glu 

Gly Ser 

Tyr Met 
285 
Asp Asp 
300 

His I le 

Val Cys 

Thr Cys 

Arg Asn 
365 
Leu Arg 
380 

Asn Trp 

Arg Gin 

Lys Tyr 

Gin Glu 
445 



110 

Asp Gly Met 

Gin Cys Arg 

Arg Ser Thr 
160 

Ser Glu Asn 

175 
Gly Met Asn 
190 

Ala Met Leu 

Phe Arg Gly 

Pro Arg Arg 
240 

Arg Arg Ala 

255 
Leu Asp Ala 
270 

Leu Val Arg 

Leu Pro Arg 

I I e Arg Pro 
320 

Ser Asn Ser 

335 
His Gin Cys 
350 

Pro Asp Cys 

Asn Arg Tyr 

His Cys Pro 
400 

Arg Asp Gly 

415 
His Gly Phe 
430 

Phe Glu Met 



<210> 12002 
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<211> 2913 
<212> DNA 

<213> Homo sapiens 
<400> 12002 

tcacttaccc attccataat tagtttcctt gtatgtaaaa tcaggggata ataatgtcaa 60 
caaatagtta tctgcttaao attgttttat taaaaagoag gtatgttcgo atgaataaaa 120 
caaccttccc ttttaaaotc cttgtttggc atcctcaaac ctctcagctt gtttcagatg 180 
ggaacttcaa cccaatatca ggtcacagtg cccaggttga tctgtactcc gtgtgggctc 240 
tgaaagcatc acccctgoag aggctggaag ccctagtctt cccaggggat gccttgtctg 300 
caggtactgo ccccagcctg cagtgaaotc tggacotttt attgatootg tgtgcatctg 360 
gotccactct gataocagga agaatggggg ttgctggccc tggacttggt cctggacaaa 420 
taaatgtgtt tgtcaaagcc ctttcctgac atcggttgtc tctagcccag gtggcactgt 480 
ggagggtaat tagttctctt tattagaggg aacatcagga agctctgcgo tgctcaccgt 540 
ggacacatgt aaaaagattt tgttaatgca gotgttactt gcottttcat tatgctaatg 600 
ggcagcctgt aagaaatgta acttoctgtc actggcacca agcaacacct atcagacaaa 660 
gcattgttto ttotcactgt tgataagtgt gacttgtggg gaccagcgat aggatgctoa 720 
tttttatccg ctaagtgcac agcgcttgta aaaaaccagc agtggccttg ctacoacttg 780 
acgtgacact aggtttagct gtttacattg acaoactgct gcaccotttt agagctgcag 840 
coaggggtca gattcattag aaagogtcag cgccgatagt gaagcagcat ctggtgggat 900 
totctctgct ctcctgttgg aagcagcaag gcaaggcgct tgcatcttga aatgggtgat 960 
ttttaaatct tttcttcgtt tgattatttg agaaccootg tttgttcott gaocctacat 1020 
gaagaagatg agagagaaag agctggacat agcattcaco ooagtgatga agaatgggaa 1080 
tgttggggcc tgotgtttgt tgottttctt tttgctgatg tgtggctctt cgttgcccaa 1140 
aaggtctgca gagagggagt taaatgcatg tgtttctctt gcacagcagc aaggctaaaa 1200 
tgtggaagta agctaagtaa acctttataa ttagtccttt atgtctttct cottttgcct 1260 
ccctatgtat gagtattgcc ttgataaatt tggtgaccat acttcoctta taatgctgga 1320 
agccacatat cttttggttc tatgttgtta tcootttagt catttaggat atggaggatg 1380 
atcacocaga atccttggtt cattttgcaa tcactgtgac cagatgagtt gctgataacc 1440 
tagagcagcc agagtgcttg ttgcattaag agccagagcc caggccttca cttttgocac 1500 
atgtgactct atgtccatga aactatgtgc aggacaatgc acaoggcaat tgagaaggtt 1560 
ctggagacct ttcataatgt tgtgtgaggg ctcgctggcc accatggcag agagagcaac 1620 
atcctcctta ccttoagaaa cctctggcac caccagcatt gctgacatat ctcacgccct 1680 
gtcacagctt cttagttcaa caggctgcaa aagctcctcc ccacctccac ctgttcataa 1740 
ggatgtaagg ataattagtg cattttctca agttcaatga tacaotcatt ttgaaaagca 1800 
actaccgoat tatcotgocc ttgcoottgg gaactggatc ccttcatttg tcgagaatac 1860 
cocttgccag gcottttcat ctagccgctg ctcacactgc accggggctt ctgtctgggt 1920 
gattcttgct gggtcatgcc aggaggtatt tggcatttcc ctaaagccca tcatgtgaag 1980 
taagagtacc accgaatcac gaagctctga gaagttttgt taagatoagt catggcttga 2040 
tcagtccaag cattaggata cctagtttgc aagtccagtg ttgtccacct ggcctggaat 2100 
ttaccaactg ctctgtggag agctctcatc ccacttatga actgtgctgc ttatctgcac 2160 
tttctttttc tgtatgccca gtacgtagct atgaagggag gatcccaggg gccagaagcc 2220 
aggggaccat gtagtgtctt agtgtggttt atatgtcatt gcagtctcca tccaggtctt 2280 
ttccagatcc tgggatgctg ccaagaattt ccatgcacag gaagacagag atggtcatgg 2340 
tgatatacag acttatacag aagacgtttt tctatctttg gggggctttt gacccctttc 2400 
cactcacttg aattcacaca gaataattat atgctcttct gagggcttac tgctgggtca 2460 
gaaaagcagg gagagttgct tttggatagt aatccccact gctggccacc agcagctgca 2520 
gcctccacag cagctgctto ccctcgcctc catgccacca tctccccttc atatccacta 2580 
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tctccttgtc tctctgcagg tcatttataa 
tgatatagcc attccttcag tgcttcagaa 
catcccttga gagcccatga gtgatgaatt 
ctcagcctta tttccatatt tatttcaaca 
tgctgggtgc acacacacgc tgcatatctg 
tgaaaaggaa tgccaacgaa agaaccctcc 



tcagcagtca tggcgtacag gcctcattag 2640 
ataatcattt agaaaaaaat gcacggtttc 2700 
tatttcagtt tggctggctt ggctgtcttg 2760 
aacaatgtag ggtgggaaca agaaaacaca 2820 
ctccctaagt tgattcctct tggggaagga 2880 
att 2913 



<210> 12003 

<211> 3384 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (6) . . (830) 

<400> 12003 

acaccatgtc aagtctgcac aagagccgaa 
cctcaattgc attggaaaag otgcgggaac 
gaotgcggtg cctctgctgg aagattctct 
ggacctccat cctggccaag cagagggagc 
tccagcctgg oattgooaag gcoaacatgg 
acoatccact caaccccaac cctgacagoc 
tgctgctgca gatcgacaaa gatgtccgga 
gggcoaotga otaoocttgo otcctcatcc 
gtaagagagt ggaacagaca acactgaaat 
tcacaaatca agagcagaac atcaagcctc 
tgctgtccoa ggagttcttg ctgcctgacg 
atgacaaccg ctttgactto ctcctcotog 
agcagttgct ggaaggggac ttcactgtga 
cagatgtctg coagatcctg cagaaagcca 
gcaagaggcc cacgttcggg agagaagcct 
atagaaacct gtaggaaccc agcctgaggg 
catgcccact ggggacacac tgtgccgtgc 
tgccctgcac tctgccctct ttgcocagga 
tccttcctgg gccagggccg tttctggcac 
cggctctgcc gcccoagcct cagttcctgo 
gaggtgottg gccaatgggo oagaaaccgc 
gggaaggcga cactgaaagc tgagtcctgc 
ggtcggtgtg aatgtgggcc caagtcocca 
gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt 
tccaggtctc ccagcccctc cttctctgtc 
cttcccagag tgggactgtg tcttgcttca 
ttctctgttg gggtgcotta toctgagoca 
gaacctggga gacagatgag gagactggct 
tttgcctcct gttcccatco cocagocctg 
cotccgtgoc toacttagag ggttotgaac 



ttgcagattt ccaggatgtc ctgaaggagc 60 
tcagctttag tggoatoooc tgtgagggcg 120 
tgaactacct tcccttggag agagcctcat 180 
tgtatgccca gttcctgagg gaaatgatca 240 
gtgtgtocag ggaggatgtg acttttgagg 300 
ggtggaaoac gtacttcaag gacaacgagg 360 
ggttgtgccc agacatttcc ttottccaga 420 
tggaccccca gaatgagttt gaaaccctto 480 
otcagacggt ggcccggaao cggagtgggg 540 
agttctttgc ottccgctgg ctgacactgc 600 
tcacccgcat ctgggaotcc otcttogcog 660 
tctgctgcgc catgotcatg ctgatccggg 720 
atatgcggct gctgcaggac taccccatca 780 
aggagotcoa agactcaaag tagcccggog 840 
cccgaccctg tgccctggct cccgggacac 900 
gaagccacag gatcggcccg agacccaggc 960 
toottotgoo gcoaogocoa gotccocaco 1020 
tactgaggag ggctggagot cgggaagttg 1080 
tgggaggctg gcaggggccc ctccctgcct 1140 
ttctggtctt ctcttgggct Gcactcaggg 1200 
ttctgagcgg ggcacttogg ctgctocaca 1260 
cgtctgtcto acccacagat gtctgtagtc 1320 
ggcatcttct ccgtgtgtgt gtgtgtgtgt 1380 
gtgtgttagg gagtgagggt otctcaggcc 1440 
tctacctctc tgcctgtctc cttccacctc 1500 
tgattcctct ctccattact ctccctgccc 1560 
cctcctctcc ccgcttgcct ctgctcccct 1620 
cagcaaggcc cctggaggtc aagcttggcc 1680 
gctcctaggt cctcccaact gggagggagt 1740 
ccgttcccta cacagaaatc ttggaaacca 1800 
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aatgctgctg agtaaggatg aagctttgag cctcctgccc ctgctttctg cccagggagg 1860 
gagaaggaag agggggagct ggtttttctg gaggttcccc cagaggccct cctgtccgaa 1920 
aagaaaagga ccttgattct gggcccaggg tcggaaccca ttgcttcaga agagttgtca 1980 
ttccctcggc ttccaggtcc caacccaggg ttgggttgag tgagtcccac aaagggcaag 2040 
tggggcccga ggaagcctct ctggggccag gggtagctga gcttaaaggc cctgggtcct 2100 
gccagttcca ggagggccat gtctgtgcct ctgtgtaccc ctccacccgc tgcgggctga 2160 
gggaggtgca gggccttctc tgacccctgc ctgagctgtt cccagggctg gagcaggtgt 2220 
accctgagca ggggcagctg gccactccca gttctcacca agtcacctcc ctccttgtac 2280 
aaggtttgcg tccggaagcc gggtgccata gtgaggaccc tcgtcctcca gactggctgg 2340 
caggagtcag gccccagcag ccctcctgcc cccaaagctt tccgagtctg gtgggcagga 2400 
cttctcgctg ccctaccaag cccggctttg ggccagaaaa ggcttcccca ggtggctctt 2460 
ctaccaggct tttcctttga tgccgcctgg atttccgcac ctgcctgtct cctctcccag 2520 
agcacagtat ttgggagact ttgactattt attcagactc ctggctatgt attgcacatt 2580 
ggcaagtgct ctggggatga ggcatgggta taggaaggga gaaaggagtt ggagacaaga 2640 
tcctcttcat tttccaagat caaagtcagc ctcttctccc catgcttcta ggaactgcct 2700 
ggttttcaag caggtcctgg ctgagcgggc tctgagttct gtactggaat tgagtgtaaa 2760 
gatgggaaga gaactgggct gactccagga cctccaggat gaggcagagg catgatgctt 2820 
cctgctcacc tgggccaccc tctctccagg acttgtcagc tggtggttca gccccttctc 2880 
caaccccttc ataagcttgg gccactgcct gggacccagc agacactgcc caggactctt 2940 
tagtgcactc actcttgtct gccccctacc ttccctcctg gaaccacact acttgaatca 3000 
ccattacttt gcctcgctgg cagagttggg tcaagtgccc tctccttgac cttgagatga 3060 
aggtcaagag cacagggacc aggccttggt taggctgagc tcccagcagg acaccgcctg 3120 
cagaaaggac ctgccctgat aatgtccctt ccccagattc tcaagcagat gcccaaggga 3180 
ggtccccaca gagccagagt gcctgaggct tcctgcttga gaacctgccc cctggatctt 3240 
ggacacttac agattgagct gtatgaattc agcgggtctc actccagagg gtcagaacgt 3300 
ttgctttagt tttttcatct gttttgttcc ttgagtcagt gctgttgatg acgagttgtc 3360 
ttgaataaat catgtgttct ttgc 3384 



<210> 12004 
<211> 275 
<212> PRT 

<213> Homo sapiens 



<400> 12004 



Met 


Ser 


Ser 


Leu 


His 


Lys 


Ser 


Arg 


1 le 


Ala 


Asp Phe 


Gin 


Asp 


Val 


Leu 


1 








5 










10 








15 




Lys 


Glu 


Pro 


Ser 


1 le 


Ala 


Leu 


Glu 


Lys 


Leu 


Arg Glu 


Leu 


Ser 


Phe 


Ser 








20 










25 








30 






Gly 


1 le 


Pro 


Cys 


Glu 


Gly 


Gly 


Leu 


Arg 


Cys 


Leu Cys 


Trp 


Lys 


1 le 


Leu 






35 










40 








45 








Leu 


Asn 


Tyr 


Leu 


Pro 


Leu 


Glu 


Arg 


Ala 


Ser 


Trp Thr 


Ser 


lie 


Leu 


Ala 




50 










55 








60 










Lys 


Gin 


Arg 


Glu 


Leu 


Tyr 


Ala 


Gin 


Phe 


Leu 


Arg Glu 


Met 


1 le 


1 le 


Gin 


65 










70 










75 








80 


Pro 


Gly 


1 le 


Ala 


Lys 


Ala 


Asn 


Met 


Gly 


Val 


Ser Arg 


Glu 


Asp 


Val 


Thr 










85 










90 








95 




Phe 


Glu 


Asp 


His 


Pro 


Leu 


Asn 


Pro 


Asn 


Pro 


Asp Ser 


Arg 


Trp 


Asn 


Thr 
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1 nn 
1 UU 






1 nti 
1 uo 








1 1 n 
1 1 u 






Tyr 


rrie 


Lys 


Asp 


Asn 


ulu va 1 Leu 


Leu 


u 1 n 


1 1 A A ^ M 

1 1 e Asp 


Lys 


Asp 


va 1 


Arg 






1 1 K 






1 on 
1 zu 








1 zo 








Arg 


Leu 


oys 


rro 


ASp 


1 1 e oer rne 


rne 


u 1 n 


Arg A 1 a 


1 nr 


Asp 


Tyr 


rro 












1 

1 oO 






1 An 

1 H\J 






■ 




oys 


Leu 


Leu 


1 1 e 


Leu 


Asp rro u 1 n 


Asn 


/2 1 1 1 
u 1 U 


rne u 1 u 


1 nr 


Leu 


Arg 


Lys 












150 






1 c;c; 

1 OO 








1 *;n 
1 bu 


Arg 


va 1 


U 1 u 


u 1 n 


1 nr 


Thr Leu Lys 


Ser 


13 1 n 


inr va 1 


A 1 a 


Arg 


Asn 


Arg 










1 do 






\ /u 












oer 


u 1 y 


va 1 


1 nr 


Asn 


Gin Glu Gin 


Asn 


1 1 A 

1 1 e 


Lys Pro 


u 1 n 


rne 


rne 


A 1 a 








1 on 






185 








1 on 






rne 


Arg 


Irp 


Leu 


1 nr 


Leu Leu Leu 


Ser 


1 rk 

u 1 n 


u 1 u rne 


Leu 


Leu 


rro 


Asp 












200 








zuo 








Va 1 


Inr 


Arg 


1 1 ^ 
1 le 


Trp 


Asp Ser Leu 


Phe 


Ala 


An» Aa*« 

Asp Asp 


A »n 

Asn 


Arg 


rhe 


A An 

Asp 




210 








215 






220 










Phe 


Leu 


Leu 


Leu 


Val 


Cys Oys Ala Met 


Leu 


Met Leu 


1 le 


Arg 


Glu 


Gin 


225 










230 






235 








240 


Leu 


Leu 


Glu 


Gly 


Asp 


Phe Thr Val 


Asn 


Met 


Arg Leu 


Leu 


Gin 


Asp 


Tyr 










245 






250 








255 




Pro 


1 le 


Thr 


Asp 


Val 


Cys Gin Me 


Leu 


Gin 


Lys Ala 


Lys 


Glu 


Leu 


Gin 








260 






265 








270 






Asp 


Ser 


Lys 


























275 























<210> 12005 
<211> 3179 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (18). . (2258) 

<400> 12005 

aagaogctag ogctgcgatg gcggaggccg tggagcgcac tgacgagctg gtccgggagt 60 
acctgotott cogcgggttc acgcacacac tgcggcagct ggacgccgag atcaaggcgg 120 
acaaggagaa ggggttccgg gtggataaga ttgtggacca gctgcagcag ttaatgcagg 180 
tgtatgactt ggctgooctt ogggattatt ggagctaott ggagogtcgg otcttcagcc 240 
gcttggagga tatatacaga Gccacaatcc acaagctgaa aaccagcctg tttcgatttt 300 
atottgtcta cacaatccag acaaacagaa atgaoaaggc toaggagtto tttgcaaagc 360 
aggccacgga actccagaac caggctgagt ggaaggattg gtttgtoctg cocttcotgo 420 
catccccgga caccaacccc acctttgcta cctacttttc tcgacagtgg gctgacaoct 480 
toattgtgtc octgoaoaac ttcotgagcg tcctgtttca gtgoatgcoa gtccctgtga 540 
tcctgaactt tgatgcggag tgtcagagga ctaaccaggt tcaagaagaa aatgaagttc 600 
tgogtcagaa gotttttgca ttgcaagctg aaatocaocg actgaagaaa gaggagcaac 660 
agcoagaaga ggaagaggcc ttggtccaac acaaattgoo tccttatgtc tocaacatgg 720 
accgcctggg ggactcggaa cttgccatgg tgtgcagcca aaggaatgcc tccctctccc 780 
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agtcacctcg tgtgggcttc ctgtcctcgc tgctgcctca gagtaagaag agcccctcaa 840 
ggttgtcgcc tgctcagggc cctcctcaac ctcagagctc ggccaagaaa gagtccttcg 900 
gtggtcaggg caccaaggga agggacccga cgtccggagc caaggatggg aagagcctcc 960 
tcagcgggct ggccactggg gagtccggtt ggtcacagca ccggcagcgg cgcctgcagg 1020 
accatggcaa ggagaggaag gagcttttct ccacaaccac ttcccagtgt gcagagaaga 1080 
aaccagaagc cagtggccca gaggctgagc cctgcccaga gctccacacg gagccagtgg 1140 
agccactgac tcgggcatcc tcggcaggcc ctgagggtgg aggagtccgc cccgagcagc 1200 
cctttattgt gctgggacag gaggagtacg gggaacacca ctcatccatc atgcactgca 1260 
gagtggactg ctctgggagg agagtcgcca gcttagacgt agatggggtc atcaaagtgt 1320 
ggtccttcaa ccccatcatg cagaccaaag catcctccat ttccaaatca ccgctgctgt 1380 
ctttggaatg ggccaccaaa cgggacagac tgctcttgct gggcagtggt gtgggaacag 1440 
tgcgtctcta tgacacggaa gccaagaaga atctctgtga aatcaatatc aacgacaaca 1500 
tgcccagaat cctgtctctt gcgtgcagcc ccaacggggc ctctttcgtc tgttcggcag 1560 
cagctccgag cctcacttcc caggtggact tctcagcacc agacatcggc agcaagggca 1620 
tgaaccaggt tcctggcagg ctgctgctgt gggacacgaa aaccatgaag cagcagctcc 1680 
agttctccct ggatccagaa cccattgcta tcaactgtac agccttcaat cacaacggga 1740 
acctgctggt cacaggggca gctgatggcg tcatccggct gtttgacatg cagcagcatg 1800 
agtgcgcgat gagctggagg gcccactacg gggaggtcta ctctgtggag ttcagctatg 1860 
atgagaacac cgtgtacagc atcggcgagg acgggaagtt catccagtgg aacatccaca 1920 
agagtggcct caaggtatcc gagtacagcc tcccctcaga tgccacgggc ccctttgtgc 1980 
tgtctggata cagcggctac aagcaggttc aagtccccag gggccgactc ttcgcttttg 2040 
actcggaggg aaattacatg ctgacatgtt ctgccacagg cggcgtcatc tacaagctgg 2100 
gtggcgatga gaaggttctg gagagctgct tgagcctagg tggccaccga gcccctgtgg 2160 
tcaccgtgga ctggagcact gccatggact gtgggacctg cctcaccgcc tccatggatg 2220 
gcaagatcaa gctgaccacc ctcctggccc ataaagcctg atgacttgcc ccaagggcca 2280 
cccgaggaag cagtattatc tgcggtgggg ggaggagata taggacagga aaaccacgtg 2340 
ctccactcca gctccctgcc agtgcagtga ctctgcaggg aaagactggc aaggaggctc 2400 
aggtgcttcc atctgtggtg actggaatgg gacccacgtg gagtaggtga catatgcttc 2460 
ccagagactg gtattgtggc tgtgccagga gtacatgtga gactatggga ggaaagctcc 2520 
ggaagaagga gaaacattgc agtggctact gtgttggccc agtagaaatt gacagtattt 2580 
tgtatatatg tgcccattta tctttttctt ttttaaaaaa agagaatact cttgtggtcc 2640 
cctgatgtct ctttctagga tgtgtgtcac tttgcttcag tgacagccct cccacccagc 2700 
ctggctctgc tggccccgaa ctgaacctct ccaggctctc ctgttgcttt gccatggagc 2760 
caggtcagct ctctgtctgt tctgctgggt aacaaggttt ggcagttcct gtttctctgg 2820 
gcttaagtca aggccacaga attctttttc ttccctgaaa gctggcagct tttgttacag 2880 
aagattctca ggatgaaggc aggggctgag gcctctgcta ctggctgccc ctttccatcc 2940 
agtggctgct gtttcccaag acaggctaag cgtttcttat ctgaaatgct tgggacagga 3000 
gtgttacaga ttttggattt tttcagactt tggaatattt gcatatatac ataatgaggt 3060 
atcttggtag gtctcatgtc taaacatgaa attcattcat gttttatata taccttatac 3120 
atgtagcctg aaggtaactc tatacagtat tttaaataat tttgtacatg aaacaaagt 3179 



<210> 12006 
<211> 747 
<212> PRT 

<213> Homo sapiens 
<400> 12006 
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Met Ala Glu Ala Val Glu Arg Thr Asp Glu Leu Val Arg Glu Tyr Leu 

1 5 10 - 15 

Leu Phe Arg Gly Phe Thr His Thr Leu Arg Gin Leu Asp Ala Glu I le 

20 25 30 

Lys A I a Asp Lys G I u Lys G I y Phe Arg Va I Asp Lys Me Va I Asp G I n 

35 40 45 

Leu Gin Gin Leu Met Gin Val Tyr Asp Leu Ala Ala Leu Arg Asp Tyr 

50 55 60 

Trp Ser Tyr Leu Glu Arg Arg Leu Phe Ser Arg Leu Glu Asp lie Tyr 
65 70 75 80 

Arg Pro Thr lie His Lys Leu Lys Thr Ser Leu Phe Arg Phe Tyr Leu 

85 90 95 

Val Tyr Thr I le Gin Thr Asn Arg Asn Asp Lys Ala Gin Glu Phe Phe 

100 105 110 

Ala Lys Gin Ala Thr Glu Leu Gin Asn Gin Ala Glu Trp Lys Asp Trp 

115 120 125 

Phe Val Leu Pro Phe Leu Pro Ser Pro Asp Thr Asn Pro Thr Phe Ala 

130 135 140 

Thr Tyr Phe Ser Arg Gin Trp Ala Asp Thr Phe lie Val Ser Leu His 
145 150 155 160 

Asn Phe Leu Ser Va I Leu Phe G I n Cys Met Pro Va I Pro Va I lie Leu 

165 170 175 

Asn Phe Asp Ala Glu Cys Gin Arg Thr Asn Gin Val Gin Glu Glu Asn 

180 185 190 

Glu Val Leu Arg Gin Lys Leu Phe Ala Leu Gin Ala Glu I le His Arg 

195 200 205 

Leu Lys Lys Glu Glu Gin Gin Pro Glu Glu Glu Glu Ala Leu Val Gin 

210 215 220 

His Lys Leu Pro Pro Tyr Val Ser Asn Met Asp Arg Leu Gly Asp Ser 
225 230 235 240 

Glu Leu Ala Met Val Cys Ser Gin Arg Asn Ala Ser Leu Ser Gin Ser 

245 250 255 

Pro Arg Val Gly Phe Leu Ser Ser Leu Leu Pro Gin Ser Lys Lys Ser 

260 265 270 

Pro Ser Arg Leu Ser Pro Ala Gin Gly Pro Pro Gin Pro Gin Ser Ser 

275 280 285 

Ala Lys Lys Glu Ser Phe Gly Gly Gin Gly Thr Lys Gly Arg Asp Pro 

290 295 300 

Thr Ser Gly Ala Lys Asp Gly Lys Ser Leu Leu Ser Gly Leu Ala Thr 
305 310 315 320 

Gly Glu Ser G I y Trp Ser Gin His Arg G I n Arg Arg Leu G I n Asp H i s 

325 330 335 

Gly Lys Glu Arg Lys Glu Leu Phe Ser Thr Thr Thr Ser Gin Cys Ala 

340 345 350 

Glu Lys Lys Pro Glu Ala Ser Gly Pro Glu Ala Glu Pro Cys Pro Glu 

355 360 365 

Leu His Thr Glu Pro Val Glu Pro Leu Thr Arg Ala Ser Ser Ala Gly 
370 375 380 
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Pro Glu Gly Gly Gly Val Arg Pro 
385 390 
Gin Glu Glu Tyr Gly Glu His His 
405 

Asp Cys Ser Gly Arg Arg Val Ala 
420 

Lys Val Trp Ser Phe Asn Pro Me 
435 440 
Ser Lys Ser Pro Leu Leu Ser Leu 

450 455 
Leu Leu Leu Leu Gly Ser Gly Val 
465 470 
Glu Ala Lys Lys Asn Leu Cys Glu 
485 

Arg I le Leu Ser Leu Ala Cys Ser 
500 

Ser Ala Ala Ala Pro Ser Leu Thr 
515 520 
Asp Me Gly Ser Lys Gly Met Asn 

530 535 
Trp Asp Thr Lys Thr Met Lys Gin 
545 550 
Glu Pro Me Ala Me Asn Cys Thr 
565 

Leu Val Thr Gly Ala Ala Asp Gly 
580 

Gin His Glu Cys Ala Met Ser Trp 
595 600 
Ser Val Glu Phe Ser Tyr Asp Glu 

610 615 
Asp G I y Lys Phe Me Gin Trp Asn 
625 630 
Ser Glu Tyr Ser Leu Pro Ser Asp 
645 

Gly Tyr Ser Gly Tyr Lys Gin Val 
660 

Ala Phe Asp Ser Glu Gly Asn Tyr 
675 680 
Gly Val Me Tyr Lys Leu Gly Gly 

690 695 
Leu Ser Leu Gly Gly His Arg Ala 
705 710 
Thr Ala Met Asp Cys Gly Thr Cys 
725 

I le Lys Leu Thr Thr Leu Leu Ala 
740 



Glu Gin Pro 
395 

Ser Ser I I e 

410 
Ser Leu Asp 
425 

Met Gin Thr 

Glu Trp Ala 

Gly Thr Val 
475 

I le Asn I le 

490 
Pro Asn Gly 
505 

Ser Gin Val 

Gin Val Pro 

Gin Leu Gin 
555 

Ala Phe Asn 

570 
Val Me Arg 
585 

Arg Ala His 

Asn Thr Val 

Me His Lys 
635 

Ala Thr Gly 

650 
Gin Val Pro 
665 

Met Leu Thr 
Asp Glu Lys 

Pro Val Val 

715 

Leu Thr Ala 

730 
His Lys Ala 
745 



Phe Me Val 

Met His Cys 

Val Asp Gly 
430 

Lys Ala Ser 

445 
Thr Lys Arg 
460 

Arg Leu Tyr 
Asn Asp Asn 

Ala Ser Phe 

.510 

Asp Phe Ser 

525 
Gly Arg Leu 
540 

Phe Ser Leu 

His Asn Gly 

Leu Phe Asp 
590 

Tyr Gly Glu 

605 
Tyr Ser 1 1 e 
620 

Ser Gly Leu 

Pro Phe Val 

Arg Gly Arg 
670 

Cys Ser Ala 

685 
Val Leu Glu 
700 

Thr Val Asp 
Ser Met Asp 



Leu Gly 
400 
Arg Val 
415 

Val Me 

Ser 1 1 e 

Asp Arg 

Asp Thr 
480 
Met Pro 
495 

Val Cys 

Ala Pro 

Leu Leu 

Asp Pro 
560 
Asn Leu 
575 

Met Gin 

Val Tyr 

Gly Glu 

Lys Val 
640 
Leu Ser 
655 

Leu Phe 

Thr Gly 

Ser Cys 

Trp Ser 
720 
Gly Lys 
735 
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<210> 12007 
<211> 2288 
<212> DNA 
<213> Homo sapiens 



<400> 12007 

aaagatatgc tagttttgat tacgaagatg 
tggatattct actgaatgga aatactgtag 
aagcctatag gaaaaacgtt ttggcaaaat 
agcttttgaa gagaoaagca gaagggaaaa 
ttccaaaaga tgcttttata aaagttctga 
aacaaagaat tttcattgca atttgtaata 
tgcttgttao tttcagggta ttoaggttca 
gtagttagtg ggtaggcaag agcttagatt 
tgttccaacc actcactagt aaggtgaccg 
taaaatcgag attatactac tacotacata 
tacgttaaat attcagaggt gcaagacaca 
gtccttaaat gccatcgaaa ggttcttaga 
caatgttctt gaatgatgtc atttccttaa 
ttggtttatg cgtcatttca ttttattttt 
tcgcccaggc tggagtgcaa tggcacaatc 
tcaagagatt ctcctgcctc agcctccatt 
ttttgtatct ttagtagagt cggggtttca 
gacctcgtga tccacccgcc gtggcctccc 
gcccagocat gtcatttcat ttaaagtcac 
tgctatattt tgttgcatgc agtttttctt 
ttccatctac tttaagttta aaggattttc 
aggattaatt gatatgaatt cacttattaa 
taacagacat ctgctctagt tcatgataaa 
tgaaactaaa tggtttacat ctaaattaag 
gcatttgtgt aaaatgacag gtgtttggta 
attattgtct aaatttcata atcgaagcga 
ccagtaaatg gctgtatttc tcoagagctc 
aaaccagaot gcagactgta ttagagcaag 
tctaccttga atgaattgaa tgaagaaaat 
aattttatac taaggttata tgaaagaaaa 
aagctgggaa ctgattgagg caaacctgcc 
aaagataaaa tttgctcaca agggaattcc 
gaaacaaatg cataaatgat tgctttctct 
ataactgact attcctctac totcctctca 
atcagaaact oaaaaaaatg caaccctttc 
cccctcttca agttgtcctg cctttcaaga 
gtctcatgtc tctctaaaat gtgtaaaacc 
tggtgaggao otcctgaggo tgtgtcatgg 
ctaaactg 



caggctaoca gactgcagaa cttgtaaaaa 60 
aggagctagt aactgttgta cacaatgtga 120 
gttatggtgg tgatattacc cgaaaaatga 180 
aaaagctgag gaaaattggc aacgttgaag 240 
aaacacaatc ttctaaataa ttggtgggaa 300 
tgctgacaac agaaagaaaa ttataaaatt 360 
aataacctac tagtctttcg ttgaaaggga 420 
ttgaagccat gttgoctgtt ctcaaatatc 480 
tggccagatt aacctttgtt tcctcttcag 540 
agttgttgtt gtgaagatta aatgaggtaa 600 
tagtaagcac tcaattgtaa ctacagttaa 660 
aactgacttt aagcaaaatg acacgtagca 720 
gtggtttgta acatcgatga ggaaaaaaaa 780 
atttattttt tgagacagag tcttgccctg 840 
tcgactcact gcaacctctg cctcctgggt 900 
acaggcgtgc accaccatgc tcggctaatt 960 
ocatgttggc caggctggtc ttgaactcct 1020 
aaagtgctga ttacaggtgt gagccaccat 1080 
aatttccatg aatctcaaca agtgaggacc 1140 
tacggacact aaaaggcccc atacttaaga 1200 
agaatcaoct taagtgtcaa atttgttagc 1260 
acagtaaact caaataacat agacatcaaa 1320 
atgttgatag attttatcag gtggttagtt 1380 
ggcaggagct gtctttcaga cattcaaaac 1440 
ttaccaggaa ctcataatga cattttaata 1500 
ttttagagta gttaacttga gatttcacag 1560 
tcagctccca tgtttattca gccaacgaac 1620 
acaacatoat ttagccattg atttttatct 1680 
gtcttttagg gataaacact atcaaggatg 1740 
atctcaaaac cactaagcca aagggaagtc 1800 
tccoatttta ttcctaaata agaoagcoac 1860 
ttatggacaa agaactcaaa gtcttcacat 1920 
gtttcatgtt tcactaagcc agattaaggt 1980 
catgtaaatt gtatattcag tgaaaggcta 2040 
tctcttacct gcctatgctt gaagcccctg 2100 
ccaatgtaca ccttacacat actgattgat 2160 
aagctgtgcc ccaaccacct tgggcacatg 2220 
gcacacctta accctgggaa aataaacttt 2280 

2288 



<210> 12008 
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<211> 2953 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (134). . (433) 

<400> 12008 

cagcttgtot tctctgtttg gctatcattg ttggotagtc agcaaaaata aatctacatt 60 
agaggcattc agaagtccag tatttcgaca tggaacagat aagaatggat tcagcttggg 120 
tttoagtaaa aacatgcgac aagtttttgg tgatgagaag aagtactggt tgctacocat 180 
tttttoaagt ctaggtgatg gctgctcctt tccaacttgo cttgttaaoo aggatcctga 240 
acaagcatct actcctgcag ggctgaattc cacagctaaa aatctcgaaa accatcagtt 300 
tcctgoaaag coattgagag agtcooagag coaocttctt actgattctc agtcttggac 360 
ggagagcagc ataaacccag gaaaatgcaa agctggtatg agcaatcctg cattaaccat 420 
ggaaaatgag acttaactct tcaagcaaga taaattoata ctttataaaa gtatcaatgc 480 
tgtagatgga tggaagaggc ttcccacagg aaggtgccac cagtcagttg tgcctatgtc 540 
cctttggctg gaaatgcaga atatgaattg attagttctc tccaagccat tgcttaaaat 600 
ataacatgtt ttggatccaa tacacacatt gttacaacta acacaaattc ctattaaata 660 
ttaaaagtag ttctggttta ttaatcaacg gggaaaaoat cttotooaaa aaaottggaa 720 
taaatccaag gaccagtttt tacccaaata tatgggtagc acagtttatc acatagaaac 780 
tccattaatc atctgatttt ccgaatctga aaattgagac tattaagata ttaagatttc 840 
agagatttca agtoacatta taatgataag cattattoat aaaaottgtt acotttaaga 900 
aggtggaagt ggcaaaocat acttcttttt tttcctctga tgtgaatcca gcctcagact 960 
gagtgaactg taataattat gaattcatta cagagtocag gtggcctgca gttgaagatc 1020 
atcaaccatt tttgcctcac ttaattccag ccttttgttt tctgctggaa aataagtgtg 1080 
gacattgaag cttgagctct caaagcagtt ggctggaata cttttgtcag aatacggtac 1140 
atttctatta catcagaaat atattttoat ctcttottgt taaattggga ggaaatttat 1 200 
gatagcaatt atgaagattg ttttatgaca ttcttttgtc agtttggctt totaaaaatc 1260 
tctttttaga ttatttctcc tgttgaacat agtaaaacta ttgaatttct cttaagaatt 1320 
octaataggt caatagattt aocctooagt gatatotata ttatttcttt ctcgtctoat 1380 
caaaatgatg acaggtaaac tatatttttc cttaaacacc tattacagtt aaattatgca 1440 
aatcattaaa taaaaatcat acaacttttg gaaagttagt tcaacatgaa ctaaaatggc 1500 
atgctatttg gaaatttagt ttgagataaa otaaagtgtg ttgatgocag aatgttcagc 1560 
ttcagtaaat ataataagct cttgtgcctt gtatgcacta tttaaaaaaa gtttttttta 1620 
tttgagtcca gtataattca tgtaaatgtt aacaattaga ataatactct gtatgctttt 1680 
ttgatactga ttttgagaat ttaaagoaga ttacctttta aaactggaoc aaotaagtaa 1740 
ttggtattta atcaaagaga aaatggtaat aaacttttca aaatctttgt taaaccaaac 1800 
attcaacaca aaataaacta gaaggooaga ggataatgga ataaaagatc attgcaatta 1860 
cttatccttc ctaaaaatat agttttatat taattgtgct tatggaagaa aoaatgtcag 1920 
ccaagtccat tttatagttt gagtgcaatt ctttgaacaa tagaaatatc tgcagtcttt 1980 
cacagatttg tattatgctg aagagtttca tctgaoaatc tgottcaaga aatctcagaa 2040 
aatatgataa cattttaact ttcgttttag agcacgtttt ggtcattttt aaaaatacct 2100 
aaagtgccag accggaacct atagctactg ctagaagtct taaaaaaacc aacagcagca 2160 
caggatgtat taagaattat atgaagtoag gtttgttttt tttttttttt ttttttoaaa 2220 
gcacagtact gttagctgtt tttgtggaca ggattcgatt aagtattccc tcttgtcaaa 2280 
ctggaagcta ggggaaaaag agggattttt atcctttact cttctagagt actgttaatg 2340 
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cccctttccc acagtctttt atataattaa 
tgaaaaagtt aaaacaattt cattgttgta 
taacctttaa agggttgttt tgttttgttt 
gattgcatat ctcattagat atgcaatata 
aatagatcta cattttgtac atatttatat 
aatttaatgg cttaactcga acttgaagac 
aactgataat tttgattttt cttgctttta 
agaaattttg cattaaaaat agtgtaccaa 
tgtagggaag aggattgtta tttcaaagat 
tcatgatgca ttcaatgaag ttcatatcca 
tggttgaaac tgc 



atatatgtca atacacatta gaatcagatt 2400 
attgttccct ttctgttttc atatagtgaa 2460 
tgaattatag gagttataat ctttggagat 2520 
aatttatctg agtgaacaaa gtgctaaata 2580 
aaaatttacc tttaagtatt tactttaaaa 2640 
acatacttca actgtcctta ttgtccatta 2700 
tagattttac tatataggaa tcaagattta 2760 
tgcttcatat acgttagtta tttgctatta 2820 
atattaaaga acagttgcat ctgaatataa 2880 
tgaattcact cctaatatac cctaataaag 2940 

2953 



<210> 12009 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 12009 



Met Arg 


Gin 


Val 


Phe 


Gly Asp Glu 


1 






5 




Phe Ser 


Ser 


Leu 


Gly 


Asp Gly Cys 






20 






Gin Asp 


Pro 


Glu 


Gin 


Ala Ser Thr 




35 






40 


Lys Asn 


Leu 


Glu 


Asn 


His Gin Phe 


50 








55 


Gin Ser 


His 


Leu 


Leu 


Thr Asp Ser 


65 








70 


Asn Pro 


Gly 


Lys 


Cys 


Lys Ala Gly 








85 




Glu Asn 


Glu 


Thr 










100 







<210> 12010 
<211> 2242 
<212> DNA 
<213> Homo sapiens 



Lys Lys Tyr Trp Leu Leu Pro 1 1 e 

10 15 
Ser Phe Pro Thr Cys Leu Val Asn 

25 30 
Pro Ala Gly Leu Asn Ser Thr Ala 
45 

Pro Ala Lys Pro Leu Arg Glu Ser 
60 

G I n Ser Trp Thr G I u Ser Ser 1 1 e 
75 80 
Met Ser Asn Pro Ala Leu Thr Met 
90 95 



<220> 
<221> CDS 

<222> (153). . (2144) 
<400> 12010 

gtgctacccc ctccccccgg gtgctggctc catgtctgtg tgaccggcot caggggtaga 60 
gtccaggcoc gaogcggggc gggccagogg cggcggcagc tgaggtgaga gacggoggcg 120 
gcggcgcggg cacccggccc cccagcggga ggatgaagog gcggaaogcc gactgcagta 180 
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agctccgccg ccccctaaag cggaaccgga tcaccgaggg catttacggc agtacatttt 240 
tatacctgaa attcctggtg gtgtgggcac ttgtcctcct agcagatttt gtcctggagt 300 
tcagatttga atacctgtgg ccattctggc ttttcatcag aagcgtctat gattccttca 360 
gataccaggg actggccttc tcagtatttt ttgtttgtgt agcattcacg tcaaatataa 420 
tatgcctgct gttcatcccc atacagtggc ttttttttgc tgctagcaca tatgtatggg 480 
ttcagtacgt atggcacaca gaaaggggag tgtgtttgcc tacagtgtct ctctggatcc 540 
tctttgttta tattgaagca gccattagat ttaaagatct caaaaacttt catgtagacc 600 
tttgtcgtcc atttgctgct cactgtattg ggtaccctgt ggtaactttg gggtttggct 660 
tcaaaagtta cgtaagctac aaaatgcggt taaggaagca aaaagaagta caaaaagaga 720 
acgagtttta catgcaactt cttcaacaag ctctccctcc agagcaacag atgctacaga 780 
agcaagaaaa agaggccgag gaagcagcca aaggattacc tgatatggat tcttcgatcc 840 
ttatacacca caatggaggt atcccagcca acaaaaaact ctccacaact ttgccagaga 900 
tagaataccg agaaaaaggg aaagaaaagg acaaggatgc caaaaaacac aaccttggaa 960 
taaataacaa caatattcta caacctgtag actctaaaat acaagagatt gagtatatgg 1020 
aaaaccatat caatagtaaa agattaaata atgatcttgt gggaagtaca gaaaatctct 1080 
tgaaagagga ctcatgcact gcttcctcaa aaaattacaa aaatgccagt ggagttgtga 1140 
actcttcacc tcgaagtcat agcgccacaa atgggagcat tccttcctca tctagtaaaa 1200 
atgagaagaa gcagaaatgc actagcaaga gcccaagtac acacaaggac ttaatggaaa 1260 
actgtattcc taataaccag ctaagcaaac cagacgcact ggtcaggctg gaacaagaca 1320 
ttaaaaagtt aaaggctgac ctgcaagcca gcagacaagt ggaacaagag ctccgcagtc 1380 
agatcagctc cctttcgagc accgagcgag ggatccgctc agaaatgggc cagcttcggc 1440 
aggagaacga gctgctgcag aacaagttac ataatgctgt gcaaatgaag caaaaagaca 1500 
agcagaatat cagccagttg gagaaaaagc taaaagctga gcaggaagcc cgaagttttg 1560 
tagagaaaca gttaatggaa gagaaaaaga ggaagaagtt agaagaagcc actgctgccc 1620 
gggctgttgc gtttgctgct gcatctaggg gagaatgcac cgaaacctta cggaatcgga 1680 
tcagagaact agaagcagag ggcaagaagc tcacgatgga catgaaggtg aaagaagacc 1740 
aaatcagaga actagaacta aaagtccagg agcttcggaa atataaggaa aatgagaagg 1800 
acactgaggt gttaatgtca gccctctcag ccatgcaaga caaaacacag cacctggaga 1860 
acagcttaag tgcagagacg ataatcaagc tggacctgtt ctccgcactg ggcgatgcaa 1920 
agcggcagct Ggagattgcc caaggacaaa tccttcagaa agatcaggaa atcaaggacc 1980 
taaaacagaa gatagccgaa gtcatggccg tcatgcccag cataacatac agtgccgcca 2040 
ccagccccct gagccctgtt tccccccact actcttccaa atttgtggag accagcccct 2100 
ctggacttga ccccaatgcc tctgtttacc agcccctgaa gaaatgaagg ccagctgtgt 2160 
gttgtgccca aaaatttggt taccggaagg cattgcaaag gagcgtctct ggcagtcaag 2220 
ataaaaaaac agtttctatt gt 2242 



<210> 12011 
<211> 664 
<212> PRT 

<213> Homo sapiens 
<400> 12011 

Met Lys Arg Arg Asn Ala Asp Cys Ser Lys Leu Arg Arg Pro Leu Lys 

15 10 15 

Arg Asn Arg I le Thr Glu Gly Me Tyr Gly Ser Thr Phe Leu Tyr Leu 

20 25 30 

Lys Phe Leu Val Val Trp Ala Leu Val Leu Leu Ala Asp Phe Val Leu 
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1 Ol 1 


Hi Q 
n 1 o 








AACi 


1 1 e 


ucr 


(X 1 n 

u 1 n 


Leu 






AR^ 




r ne 


Va 1 


1 II 

u 1 U 


Lys 










u 1 U 


A 1 o 

A 1 a 


1 nr 


A 1 o 

A 1 a 










Glu 


Cys 


Thr 


Glu 


u 1 y 


Lys 


Lys 


Leu 








ozu 


u 1 U 


Leu 


u 1 U 


Leu 






ooo 




Lys 


Asp 


1 nr 


U 1 u 










1 nr 


u 1 n 


n 1 s 


Leu 


ooo 








/\sp 


Leu 


r ne 


oer 


Gin 


Gly 


Gin 


1 le 








600 


Lys 


1 le 


Ala 


Glu 






615 




Ala 


Thr 


Ser 


Pro 




630 






Val 


Glu 


Thr 


Ser 


645 








Pro 


Leu 


Lys 


Lys 



AOR 






Asn 


A 1 ^ 

A 1 a 


va 1 bin 


Glu 


Lys 


Lys Leu 








(X 1 n 

u 1 n 


Leu 


Mex u 1 u 








A 1 ^ 

A 1 a 


Arg 


A 1 ^ 1 

A 1 a va 1 




>iQn 




1 nr 


Leu 


Arg Asn 


ouo 






1 nr 


nte L 


Aon Ma+ 

Asp Mex 


Lys 


Val 


Gin Glu 








va 1 


Leu 


wiex oer 






ooo 


U 1 u 


Asn 


Ser Leu 




RICK 

o/u 




Ai a 


Leu 


bly Asp 


585 






Leu 


Gin 


Lys Asp 


Val 


Met 


Ala Val 






620 


Leu 


Ser 


Pro Val 






635 


Pro 


Ser 


Gly Leu 




650 





430 



ifie L 


Lys 


n 1 n 

u 1 n 


Lys 


AAR 








Lys 


Ala 


Glu 


Gin 


^ 1 1 1 

u 1 U 


Lys 


Lys 


Arg 










A 1 o 

A 1 a 


rne 


A 1 o 

A 1 a 


A 1 ^ 

A 1 a 






AdR 




Arg 


1 1 o 

1 1 e 


A <T 

Arg 


u 1 U 




O 1 u 






Lys 


Wo 1 

va 1 


Lys 


u 1 U 


ozo 








Leu 


Arg 


Lys 


Tyr 


A 1 o 

A 1 a 


Leu 


oer 


A 1 o 

A 1 a 








ODU 


Qa»^ 

oer 


A 1 o 

A 1 a 


13 1 U 


1 nr 






b/o 




Ala 


Lys 


Arg 


Gin 




590 






Gin 


Glu 


1 le 


Lys 


605 








Met 


Pro 


Ser 


1 le 


Ser 


Pro 


His 


Tyr 








640 


Asp 


Pro 


Asn 


Ala 






655 





<210> 12012 
<211> 2500 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (569). . (1618) 
<400> 12012 

ctttgcagct gagactgggt ggagggagag gcgcggagac aotggggctc tgacgagctg 60 
gctgaggccc tctcagtagg ggggtcacgc ctcctggaac tcagggaccc caagtttctg 120 
tgcattcagg gcggggctgg ccccatgccc tgtgoatagg ggcctggctg catcccagtc 180 
gatoagocag aggcagcago agtggactca toaattgtgg aggaagcoct ggggaocctg 240 
gggaccttgo cgaotctatt cccagccagc toctaggaca agcctcagag ccaaoaoccg 300 
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ctcgaccctc tcccggcccc tccccttctt tgtcttttgc agatgatcgc cgggtgtcga 360 
tccttttccc tccagtcagg gccaggcgtg gacgccgccg gaccgctgag actcggggca 420 
cggtgaagca ctggccgggg tctggctggg tctggcgctc gggagccaga tggaggtggc 480 
gataggggcc atgggagccg gcgccaagta gccggtggac ccccgcgctc gcacctctcc 540 
cggcgcccgg gcgctcccca aggctgccat ggaggtgcct aacgtcaagg acttccagtg 600 
gaagcgcctg gcgccactgc ccagccgccg ggtctactgc tccctgctgg agaccggggg 660 
ccaggtctat gccatcgggg gatgtgacga caacggcgtc cccatggact gcttcgaggt 720 
ctactccccg gaggccgacc agtggaccgc cttgccccgg ctgcccacag cccgggcggg 780 
ggtggccgtc accgccctgg ggaagcggat catggtgatt gggggcgtgg gcaccaatca 840 
gctgcccctg aaggtcgtgg agatgtacaa catcgatgag ggcaagtgga agaagaggag 900 
catgctgcgt gaggccgcca tgggcatttc tgtcacggcc aaagattacc gagtatatgc 960 
ggcaggcggg atgggcctgg acctacgtcc acacaaccac ctccaacact atgacatgct 1020 
gaaggacatg tgggtgtccc tagcacccat gcccaccccg agatatgctg ccacctcctt 1080 
cctccgaggc tccaagatct acgtgctggg gggacgacag tccaagtacg cggtcaacgc 1140 
cttcgaggtc tttgacatcg agactcgctc ctggaccaag tttcccaaca ttccctataa 1200 
gcgggccttc tccagctttg tgaccctgga caaccacttg tacagcctag gaggcctgcg 1260 
gcaaggtcgc ctctaccggc agcccaagtt cctgcggacg atggacgtgt tcgacatgga 1320 
acagggggga tggctgaaga tggaacgatc gttcttcctc aagaagcggc gggcagattt 1380 
tgtggctggc tctctgagtg gacgggtcat agtggctggg ggacttggga atcaacccac 1440 
tgtcctggag acggcggaag cattccaccc agggaagaac aaatgggaga tcctccctgc 1500 
catgcccaca ccccgctgtg cctgctccag catagtcgtc aagaactgcc tcctcgccgt 1560 
gggaggtgtc aaccagggtc tgagtgacgc agtggaggcc ctgtgtgtct ctgactccta 1620 
gctgtctctg ggctcagtac ctttgccctg gaccatatca cttcactctt aacatgagga 1680 
atgatcttgt ccaagcagtc ggggctactt ccaagaatgt cagctcctgt tagcaaccag 1740 
tggagtctgg ccttggggct ctaagttgac ctctctatag ctccaaatcc taccaatctc 1800 
agaaaactgt aagaggcaca gatgactcca ccagctgcag agctgactct gaagagagtc 1860 
ttcacttact gcacaggcaa agaaaggcac aggaatattt cctacctctc cctcctgtga 1920 
gtcccacctc cccccacccc catctccagg aggcaggtag agcagttctg accgagagga 1980 
tagactgctg ttgctgtctt tccccagctc tgaactagtt ttaaggtagc ttaggatgaa 2040 
aaatggagaa tgattggggg ttccaaacca ctttcttctc ccttggctta tatctcttca 2100 
ccatttggtg gtcaactgtg ggcctaccct ggacctcatc tactcagcga gaattggaca 2160 
tgaagctaga ggcagctgcc ttggaaggga agtcaggctc acttggacag cccaggccat 2220 
ggcaggaaga atcccttcct cttggggtcc ttgatgggca tgtgtgatgg ggaaggagca 2280 
gtctcccagc cctgggtctg ctccccacat ctctcctaat tccacttcac cttttgccac 2340 
cccctcccca ccagaggcct agcccttttg tcaccgaagg cccccagagt gtttctgtgt 2400 
gaaaccctct catttacact gtggcatcaa aatccacaaa agatggatta attgcactct 2460 
ggttaatagc agcagcacaa tgattaaaat ctatattcct 2500 

<210> 12013 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 12013 

Met Glu Val Pro Asn Val Lys Asp Phe Gin Trp Lys Arg Leu Ala Pro 

15 10 15 

Leu Pro Ser Arg Arg Val Tyr Cys Ser Leu Leu Glu Thr Gly Gly Gin 
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20 



Va 1 


1 yr 


Ala 


1 le 


fi 1 V fi 1 V five 
u 1 y u 1 y oyo 


Acn 
nofJ 






35 








Php 
r 1 ic 


Alii 

U 1 u 


Val 


Tyr 


Cpr Prn Hlii 


A Is 

n 1 a 




ou 






OO 




1 Ol 1 

L.CU 


r r O 


Thr 


Ala 


Arg Ala u 1 y 


Vfl 1 
Va 1 


DO 








/U 




1 1^ 


IVI6 L 


Val 


1 le 


u 1 y u 1 y va i 


(\ 1 V 

u 1 y 










RR 




I 


nil] 

u 1 Li 


Met Tyr 


Acn 1 1 A Acn 
nor 1 lie /\o|j 


fi 111 

U 1 u 








1 nn 
1 uu 






1 Ol 1 

I-CU 


A K" fir 


1 1 1 


f\ \ a. 


rV 1 a Ific L u 1 y 


1 1 A 

1 1 u 






1 1 R 
1 1 0 






1 9n 

1 Z.U 


1 

Va 1 


1 yr 


A 1 o 
A 1 a 


A 1 o 

A 1 a 


u 1 y u 1 y iiic L 


u 1 y 




1 ou 










1 oil 


n 1 n 

u 1 II 


n 1 S 


lyr 


Aort Mo'f' 1 oil 
Aop ITIC L 1-CU 


i_ys 


1 Af^ 








1 RO 






Pr'rh 
1 1 O 


1 nr 


rrO 


Ai s 1 yr A 1 a 


A 1 fx 

A 1 a 








■ 


1 fiR 

1 oo 




1 1 6 


1 yr 


Met 1 

va 1 


Lgu 


u 1 y u 1 y Arg 


(X 1 n 








1 RO 

1 OVi 






n 1 II 


Va 1 


Phe 


Asp 


Mo 1 II Thr 
lie u 1 u 1 nr 


Arg 






195 






zuu 


rr o 


1 yr 


Lys 


Arg 


A 1 <i Pho Qor- 

Aia rne oer 


ocr 




Z 1 u 






91 R 
Z 1 o 




lyr 


Qo V 


Leu 


Gly 


u 1 y L.eu Arg 


fi 1 n 

u 1 n 


zzo 












riie 


1 Ol 1 


Arg 


Thr 


Mo-I- Acn \/a 1 

ivie L Asp va 1 


Pho 










9AR 




1 vc 

i_yt> 


IflC L 


Glu 


Arg 


^Ar* Pho PHo 
oci rlic rlic 


1 Ol 1 








260 






Ala 


Gly 


Ser 


Leu 


Ser Gly Arg 


Val 






275 






280 


Gin 


Pro 


Thr 


Val 


Leu Glu Thr 


Ala 




290 






295 




Lys 


Trp 


Glu 


1 le 


Leu Pro Ala 


Met 


305 








310 




Ser 


1 le 


Val 


Val 


Lys Asn Cys 


Leu 










325 




Gly 


Leu 


Ser 


Asp 


Ala Val Glu 


Ala 



340 



<210> 12014 
<211> 2701 
<212> DNA 
<213> Homo sapiens 



7^ 




'^O 

Ov 




A cr\ 
ASp 


Asn 


fi 1 \# \/o 1 Pr-n Moi- 

u 1 y va 1 rro me l 


Aon f^%#o 

Asp oys 






AR 
*tO 




Acn 
ASp 


fi 1 n 

u 1 n 


Tr'n Th^ Al^ 1 oil 

1 rp 1 nr Aia Leu 


PK*n fiv^er 

rro Arg 






fiO 




A 1 a 

A 1 a 


va 1 


Thr A-l o 1 Ol 1 fi 1 u 

1 nr Aia ueu uiy 


1 \#o Ai^tr 

Lys Arg 






7R 
/o 


RO 

ou 


Thr- 

1 nr 


Acn 

Asn 


fi 1 n 1 oil P^n 1 oil 

u 1 n i_eu rro ueu 


1 uc 1 

Lys vai 








QR 


u 1 y 


Lys 


Ti^n 1 i# o 1 i#o A^flT 

i rp Lys Lys Arg 


Qor Mo4- 

oer lYiex 


1 0R 
1 uo 




1 1 o 
1 1 u 




oer 


va 1 


Th^* A 1 4 1 \#c Aon 

1 nr Aia Lys Asp 


1 yr Arg 






1 9R 
1 zo 




1 Ol 1 

i_eu 


A cn 
ASp 


1 Ol 1 A^flr PK*n l-l i c 

Leu Arg rro n i s 


Aon l-l 1 o 

Asn n 1 s 






1 AO 

1 'f u 




Acn 
ASp 


me L 


Tfn \/o 1 Qof** 1 Ol 1 

1 rp va 1 oer Leu 


A 1 o Pr-n 

A 1 a rro 






1 RR 
1 oo 


1 fiO 

1 Qv/ 


Thr 

1 nr 


Qor 

oer 


Pho toil Afn* fil\# 

rne Leu Arg u i y 


Ser Lys 




1 70 




1 7R 
1 / o 


Qor 

oer 


Lys 


\\t^ A 1 o \/o 1 Aon 

1 yr Aia vai Asn 


A 1 o Pho 

A 1 a rne 


1 RR 
1 oo 




1 QO 




Qor 

oer 


Tr-n 

1 rp 


Th^* 1 \/o Pho Pvn 

1 nr Lys rne rro 


A O n 1 1 A 

Asn 1 1 e 






90R 
zuo 




Pho 

rne 


1 

va 1 


1 nr Leu Asp Asn 


H 1 s Leu 






990 
ZZU 




fi 1 \i 
u 1 y 


Arg 


1 Ol 1 T\/K* Ak'or fi 1 n 

Leu 1 yr Arg uin 


Pro Lys 






91R 

zoo 


9AO 


Asp 


Mo+ 

ine L 


/^lii /^lr\ /^lif /2li# 

ulu uin uiy uiy 


Trp Leu 




9RO 
zou 




9RR 

zoo 


Lys 


Lys 


Ak^n* ^vtv A 1 4 Aon 

Arg Arg Aia Asp 


Pho \/a 1 

rne va i 


9fiR 
zoo 




970 
Z /U 




1 1 e 


l/o 1 

va 1 


Ala uiy uiy Leu 


uly Asn 






285 




Glu 


Ala 


Phe His Pro Gly 


Lys Asn 






300 




Pro 


Thr 


Pro Arg Cys Ala 


Cys Ser 






315 


320 


Leu 


Ala 


Val Gly Gly Val 


Asn Gin 




330 




335 


Leu 


Cys 


Val Ser Asp Ser 




345 




350 
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<220> 
<221> CDS 

<222> (163). . (2325) 
<400> 12014 

aggcggtacc cggacgggtt cgtcccgggc tgtttcgcgt ccggcctgag gcggctgggg 60 
ccgcgcaggt agtgtccctg cacttcttgc ccgggcgcgt gaggccagct ccgctgcgct 120 
ggcctccagc ttccagccct cctcccctaa gccgccgcca tcatgctgct gcctgtgttc 180 
accctgaaac tgcgccacaa aatcagcccc cgaatggtgg ccatagggcg ctacgacggg 240 
actcacccgt gcctggcggc cgccacccaa acgggcaagg tttttattca taatcctcat 300 
acacggaacc agcatgtcag tgcatccagg gtcttccaga gccccctggg atctgatgtt 360 
tctcttctca acattaacca ggcagtcagc tgtctgactg caggcgtatt gaaccctgag 420 
cttggctatg atgccctttt agtggggaca cagactaatc ttttggctta tgatgtctac 480 
aataattcgg atttgttcta cagagaggta gcagatgggg caaatgcagt tgtgctgggg 540 
acattgggag acatttcttc ccctcttgcg attattggtg gcaattgtgc tctgcaaggt 600 
ttcaatcatg aaggaagtga tctcttttgg acggttactg gagacaatgt taattccttg 660 
gccttgcgtg actttgatgg tgatggaaag aaagagcttc ttgttggatc tgaggatttt 720 
gatatccgag tttttaagga agatgagatt gtggcagaaa tgacagaaac agagatagtc 780 
acctctcttt gtcccatgta tggcagtcga tttggttatg ccctttccaa tggcacagtt 840 
ggagtttatg acaaaacatc ccgatactgg agaattaaat cgaaaaatca tgccatgagc 900 
attcatgctt ttgaccttaa ttctgatgga gtgaatgaac tgataactgg ttggtccaat 960 
gggaaggttg atgctcgaag tgaccgaact ggggaggtca tctttaagga caatttttct 1020 
tctgcaattg ccggtgtggt agagggagat taccggatgg atggccacat acagttaatc 1080 
tgctgctcag tggatgggga aatccggggc tacctgcctg gcacggctga gatgaggggc 1140 
aacctcatgg acaccagtgc agagcaggac ctgatccgag agctgagtca gaagaagcag 1200 
aatctgttgc tggaactccg taactatgag gaaaatgcca aggctgaatt ggccagtcca 1260 
ctgaacgagg ctgatgggca tcggggcata atcccagcca ataccaggct ccacaccacg 1320 
ctctcagtca gcctggggaa tgagacccaa actgctcata cagaattacg catttccact 1380 
tctaatgaca ccatcatccg agcagtattg atttttgcag aaggaatttt tacaggtgaa 1440 
agccacgtgg tacatcccag cattcacaac ctctccagtt ccatctgcat ccctattgtg 1500 
cctcccaaag atgtccctgt ggatctgcac tcgaaggcat tcgtgggtta cagaagcagc 1560 
acccagtttc atgtctttga atcgacaaga cagctccctc gattctccat gtatgcgctg 1620 
accagcctgg accctgccag tgagccaatc agttatgtta actttaccat tgcagaacgg 1680 
gcacagaggg ttgttgtatg gctcggtcag aactttctgt taccagaaga cactcacatt 1740 
cagaatgctc catttcaagt gtgtttcaca tctttacgga atggcggcca cctgcatata 1800 
aaaataaaac ttagtggaga gatcactata aatactgatg atattgattt ggctggtgat 1860 
atcatccagt caatggcatc attttttgct attgaagacc ttcaagtaga agcggatttt 1920 
cctgtctatt ttgaggaatt acgaaaggtg ctagttaagg tggatgaata tcattcagtg 1980 
catcagaagc tcagtgctga tatggctgat cattctaatt tgatccgaag tttgctggtc 2040 
ggagctgagg atgctcgtct gatgagggac atgaaaacaa tgaagagtcg ttatatggaa 2100 
ctccatgacc ttaatagaga cttgctaaat ggatataaaa ttcgctgtaa caatcacaca 2160 
gagctgttgg gaaacctcaa agcagtaaat caagcaattc aaagagcagg tcgtctgcgg 2220 
gttggaaaac caaagaacca ggtgatcact gcttgtcggg atgcaattcg aagcaataac 2280 
atcaacacac tgttcaaaat catgcgagtg gggacagctt cttcctaggt gaggaaaata 2340 
caggtcatga agttcctggc aaagattttc tgttaaaaac ctatgctggt ttgctttgga 2400 
tcacaccctg gtgaaccccg ggtgctaaga atgaaaataa ccttggtgag ttgtacaaat 2460 
taaagacaaa gaactacatg tgaagataga cttgctttct atttttaaat cagtagtagt 2520 
actgttgctg aataatacta ggtttttatg gaataggatg aatgcttttg aagtattagg 2580 
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gcttcagagt ccaattttgc ttatttatgg tatataaata catatttttt tcttgaaatt 2640 
gcaattgagt ttgtactttt caaatagatt atctactttt tcattaaaat gtaaagatgt 2700 
t 2701 



<210> 12015 

<211> 721 

<212> PRT 

<213> Homo sapiens 



<400> 12015 



Met Leu Leu 


Pro 


Vo 1 
Va 1 


rne 


1 nr Leu 


Lys 


L6U 


Arg n 1 S 


Lys 


1 1 o Qak- 

1 1 e oer 


rro 
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lU 






1 c 
10 




Arg Met Val 


Ala 


1 le 


la 1 y 


Arg Tyr 


Asp 


u 1 y 


Thr- M i o 

1 nr n i s 


rro 


oys Leu 


A 1 0 

A 1 a 




20 
















oU 




Ala Ala Thr 


Gin 


Thr 


u 1 y 


Lys va 1 


rne 


1 1 A 

1 1 e 


u : o. Aon 

n 1 S ASn 


rro 


n 1 s 1 nr 


Arg 


35 






















Asn Gin His 


Val 


Ser 


A 1 a 


Ser Arg 


va 1 


rne 


u 1 n oer 


rro 


Leu uiy 


oer 


50 














ou 








Asp Val Ser 


Leu 


Leu 


Asn 


1 1 A Aon 

1 1 e Asn 


n 1 n 

u 1 n 


A 1 o 

A 1 a 


va 1 oer 


oys 


Leu Thr 


A 1 

A 1 a 


65 






/u 








/o 






oU 


Gly Val Leu 


Asn 


Pro 


n 1 1 1 

U 1 u 


Leu u 1 y 


lyr 


Asp 


A 1 a Leu 


Leu 


va 1 13 1 y 


1 nr 






85 








on 










Gin Thr Asn 


Leu 


Leu 




~V\ttr' Aon 

1 yr Asp 


va 1 


Tyr 


Aon Aon 

Asn Asn 


oer 


Aon 1 All 

Asp Leu 


Pha 

rne 




100 
















1 lU 




Tyr Arg Glu Val 


Ala 


Asp 


u 1 y A 1 a 


Asn 


A 1 o 

A 1 a 


va 1 va 1 


Leu 


u 1 y 1 nr 


Leu 


115 








1 on 














Gly Asp 1 le 


Ser 


Ser 




1 oi 1 A 1 o 
LcU n 1 a 


1 1 

1 1 e 


1 1 ^ 

1 1 6 


u 1 y u 1 y 


Aon 

Asn 


uys A 1 d 


Leu 


130 








135 






140 








Gin Gly Phe 


Asn 


His 


Glu 


Gly Ser 


Asp 


Leu 


Phe Trp 


Thr 


Val Thr 


Gly 


145 






150 








155 






160 


Asp Asn Val 


Asn 


Ser 


Leu 


Ala Leu 


Arg 


Asp 


Phe Asp 


Gly 


Asp Gly 


Lys 






165 








170 






175 




Lys Glu Leu Leu Val 


Gly 


Ser Glu 


Asp 


Phe 


Asp 1 le 


Arg 


Val Phe 


Lys 




180 








185 








190 




Glu Asp Glu 


lie 


Val 


Ala 


Glu Met 


Thr 


Glu 


Thr Glu 


1 le 


Val Thr 


Ser 


195 








200 








205 






Leu Cys Pro Met Tyr 


Gly 


Ser Arg 


Phe 


Gly 


Tyr Ala 


Leu 


Ser Asn 


Gly 


210 








215 






220 








Thr Val Gly Val 


Tyr 


Asp 


Lys Thr 


Ser 


Arg 


Tyr Trp 


Arg 


1 1 e Lys 


Ser 


225 






230 








235 






240 


Lys Asn His 


Ala 


Met 


Ser 


1 le His 


Ala 


Phe 


Asp Leu 


Asn 


Ser Asp 


Gly 






245 








250 






255 




Val Asn Glu 


Leu 


1 le 


Thr 


Gly Trp 


Ser 


Asn 


Gly Lys 


Val 


Asp Ala 


Arg 




260 








265 








270 




Ser Asp Arg Thr Gly 


Glu 


Val lie 


Phe 


Lys 


Asp Asn 


Phe 


Ser Ser 


Ala 


275 








280 








285 






1 le Ala Gly Val 


Val 


Glu 


Gly Asp 


Tyr 


Arg 


Met Asp 


Gly 


His lie 


Gin 
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290 295 300 

Leu 1 le Cys Cys Ser Val Asp Gly Glu Me Arg Gly Tyr Leu Pro Gly 
305 310 315 320 

Thr Ala Glu Met Arg Gly Asn Leu Met Asp Thr Ser Ala Glu Gin Asp 

325 330 335 

Leu 1 1 e Arg G I u Leu Ser G I n Lys Lys G I n Asn Leu Leu Leu G I u Leu 

340 345 350 

Arg Asn Tyr Glu Glu Asn Ala Lys Ala Glu Leu Ala Ser Pro Leu Asn 

355 360 365 

Glu Ala Asp Gly His Arg Gly Me Me Pro Ala Asn Thr Arg Leu His 

370 375 380 

Thr Thr Leu Ser Val Ser Leu Gly Asn Glu Thr Gin Thr Ala His Thr 
385 390 395 400 

Glu Leu Arg I le Ser Thr Ser Asn Asp Thr Me Me Arg Ala Val Leu 

405 410 415 

Me Phe Ala Glu Gly Me Phe Thr Gly Glu Ser His Val Val His Pro 

420 425 430 

Ser I le His Asn Leu Ser Ser Ser I le Cys I le Pro I le Val Pro Pro 

435 440 445 

Lys Asp Val Pro Val Asp Leu His Ser Lys Ala Phe Val Gly Tyr Arg 

450 455 460 

Ser Ser Thr Gin Phe His Val Phe Glu Ser Thr Arg Gin Leu Pro Arg 
465 470 475 480 

Phe Ser Met Tyr Ala Leu Thr Ser Leu Asp Pro Ala Ser Glu Pro I le 

485 490 495 

Ser Tyr Val Asn Phe Thr Me Ala Glu Arg Ala Gin Arg Val Val Val 

500 505 510 

Trp Leu Gly Gin Asn Phe Leu Leu Pro Glu Asp Thr His Me Gin Asn 

515 520 525 

Ala Pro Phe Gin Val Cys Phe Thr Ser Leu Arg Asn Gly Gly His Leu 

530 535 540 

His Me Lys Me Lys Leu Ser Gly Glu Me Thr Me Asn Thr Asp Asp 
545 550 555 560 

I le Asp Leu Ala Gly Asp Me Me Gin Ser Met Ala Ser Phe Phe Ala 

565 570 575 

Me Glu Asp Leu Gin Val Glu Ala Asp Phe Pro Val Tyr Phe Glu Glu 

580 585 590 

Leu Arg Lys Val Leu Val Lys Val Asp Glu Tyr His Ser Val His Gin 

595 600 605 

Lys Leu Ser A I a Asp Met A I a Asp H i s Ser Asn Leu 1 1 e Arg Ser Leu 

610 615 620 

Leu Val Gly Ala Glu Asp Ala Arg Leu Met Arg Asp Met Lys Thr Met 
625 630 635 640 

Lys Ser Arg Tyr Met Glu Leu His Asp Leu Asn Arg Asp Leu Leu Asn 

645 650 655 

G I y Tyr Lys 1 1 e Arg Cys Asn Asn H i s Thr G I u Leu Leu G I y Asn Leu 

660 665 670 

Lys Ala Val Asn Gin Ala Me Gin Arg Ala Gly Arg Leu Arg Val Gly 
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675 680 685 

Lys Pro Lys Asn Gin Val Me Thr Ala Cys Arg Asp Ala Me Arg Ser 

690 695 700 

Asn Asn I le Asn Thr Leu Phe Lys I le Met Arg Val Gly Thr Ala Ser 
705 710 715 720 

Ser 



<210> 12016 

<211> 2330 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (73). . (1119) 

<400> 12016 

aataagaoto tatcaagatc catagcatct 
aatgataaao tgatggaaaa gtcagagccc 
gcaattgttg atagtagatc agctcagccc 
ctgagtgagt ggaaagctgg caaaggaaga 
actcagoatg agcctgcagg acaaaatgaa 
gcagaagaag atgaacaaag attatttact 
ctgaacttga ttaatgaggg atgtccaaaa 
attaaaaata ttccagatgc caaaaagctt 
gaaccaatca caagtcctat tgaaaatatt 
ggggctcagc ctattgaaga gatgcgacac 
caagaaaaag otaatttagg agaaaatatg 
caagaagtoa gtattgaaga tacaggtgtt 
agtaaactto atagaaattt gctatttcaa 
aaagatocaa cccatgatgt taaaaoocco 
aaatataatg tgtotaotao gccatacttg 
ggaacaaatt ccgcatttaa agagctgaag 
cttcaagaga aaacttctaa attgccagat 
toattggaac agctaacgga gttgggaaga 
gcagcactgt gccgggtgta otatgaggct 
agggaatggg gtttttatta tttgtggggt 
taggtotgga gttggccatg taoctatgta 
actaacattc atgttatggc aagagttgtc 
cagtttcaac caactgagtt ttttctttaa 
tgttccttga atataaaoag gttataatac 
agtaatgatg cataattaga aaatgaggta 
tgtttttaaa agttatgatg tacctccctg 
tggcctttct cagattagtc aaaaattcta 
aggaggttta gootgctttc ttaocaaatt 
cccttggact gcctgttgat tgatggaaag 



gaagttgtag coaggcotgo ttcattgtct 60 
gttgaccagc gaagaoatac tgcaggaaaa 120 
aaagaaacct cggaagagag aaaagctcgt 180 
gtgctaaaaa ggccccotaa ttcagtagtt 240 
aaaccagttg ggtctttttg gactaccatg 300 
gaaaaagtaa acaacacatt ttctgaatgc 360 
gaagatatac tggtcacact gaatgacctg 420 
gttaagtatt ggatatgtct tgcacttatt 480 
attgcaatct atgagaaagc cattctggca 540 
acgattgtag atattotaac aatgaagagt 600 
gagaagtctt gtgcaagcaa ggaagaagto 660 
gatgtagato cagaaaaact ggaaatggag 720 
gattgtgaaa aagagcaaga caacaaaaca 780 
aatacagaaa cgaggacaag ttgcttaatt 840 
oaaagtgtga aaaaaaaggt goagtttgat 900 
tttttaacac cagtgagacg ttctcgacgt 960 
atgttaagag atoattatcc ttgtgtgtct 1020 
gaaaotgatg cttttgtatg ccgccctaat 1080 
gatacaacat aagagaaata aagctctgtt 1140 
gttttgtttt gagtagcttt atattgctct 1200 
tcotaagcat toaoggcagt gagctccttt 1260 
ctctacattg gaaagctaat cctaccttgt 1320 
gaaaggtaaa ttttgtoagc tagtttacta 1380 
tacoctgttc actttactaa atataagtac 1440 
ttctaggtaa aatgtatgtt tgccttgaca 1500 
octttaaaca gaatactttt ttcttttttt 1560 
tagaatgaot cacttcgaat actaagacac 1620 
oatgttaccc agacttgtgt tctcttgcgt 1680 
tgtctgcact gacaotttto gtcagtagtc 1740 
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tgtagtttcg tggcctcttt tgattataac 
ataccgcatt tctaagagaa gatactttgt 
acttttgtaa cttcacttga tagtttttaa 
atcatactga acaaatgtca ttctagttta 
acttgttttc ttccctataa cataaaaaac 
gatagttaca tacacagttt tctctccaca 
aggttccaaa ctaatatggc atatatcaac 
tgtaaaagat tagttgaaaa actgtatgaa 
gttcattcca ctttgtatat cttttctatt 
cttttattcc gtgtacctga tatatataca 



tggggtcacc aagaaggttt acttaattaa 1800 
gtaagaaaag atgccacatt tagtggttta 1860 
gcaattagaa tggagttagg gaaagaacat 1920 
gatagcattt ctaagataac tgatactaat 1980 
ttcactgtta agtcatgtcc cttgaaacat 2040 
cataaataac accactaaag ttgttttgta 2100 
tctacagttt caaataaatg actttttaat 2160 
tgtgaagatc acatgcttag tcatttttat 2220 
tattgacttc tcatgttcta gagagtagga 2280 
attaaaatat ctgtataatt 2330 



<210> 12017 
<211> 349 
<212> PRT 

<213> Homo sapiens 



<400> 12017 



Met 


Glu Lys 


Ser 


Glu 


Pro 


Va 1 


Asp 


u 1 n 


Arg 


Arg His 


1 hr 


Ala 


Gly 


Lys 


1 






5 




















15 




Ala 


1 Ie Val 


Asp 


Ser 


Arg 


Ser 


A 1 A 

Ala 


Gin 


Pro 


Lys Glu 


Thr 


Ser 


Glu 


Glu 






20 










25 










30 






Arg 


Lys Ala 


Arg Leu 


Ser 


Glu 


Trp 


Lys 


Ala 


Gly 


Lys 


Gly 


Arg Val 


Leu 




35 










40 










45 








Lys 


Arg Pro 


Pro 


Asn 


Ser 


Val 


Val 


Thr 


Gin 


His 


Glu 


Pro 


Ala Gly 


Gin 




50 








55 










60 










Asn 


Glu Lys 


Pro 


Val 


Gly 


Ser 


Phe 


Trp 


Thr 


Thr 


Met 


Ala 


Glu 


Glu 


Asp 


65 








70 










75 










80 


Glu 


Gin Arg 


Leu 


Phe 


Thr 


Glu 


Lys 


Val 


Asn 


Asn 


Thr 


Phe 


Ser 


Glu 


Cys 








85 










90 










95 




Leu 


Asn Leu 


1 Ie 


Asn 


Glu 


Gly 


Cys 


Pro 


Lys 


Glu 


Asp 


1 Ie 


Leu 


Val 


Thr 






100 










105 










110 






Leu 


Asn Asp 


Leu 


1 Ie 


Lys 


Asn 


1 Ie 


Pro 


Asp 


Ala 


Lys 


Lys 


Leu 


Val 


Lys 




115 










120 










125 








Tyr 


Trp Me 


Cys 


Leu 


Ala 


Leu 


1 Ie 


Glu 


Pro 


1 Ie 


Thr 


Ser 


Pro 


1 Ie 


Glu 




130 








135 










140 










Asn 


Me Me 


Ala 


1 Ie 


Tyr 


Glu 


Lys 


Ala 


1 Ie 


Leu 


Ala 


Gly 


Ala 


Gin 


Pro 


145 








150 










155 










160 


1 ie 


Glu Glu 


Met Arg 


His 


Thr 


1 Ie 


Val 


Asp 


1 Ie 


Leu 


Thr 


Met 


Lys 


Ser 








165 










170 










175 




Gin 


Glu Lys Ala Asn 


Leu 


Gly 


Glu 


Asn 


Met 


Glu 


Lys 


Ser 


Cys Ala 


Ser 






180 










185 










190 






Lys 


Glu Glu 


Val 


Gin 


Glu 


Val 


Ser 


1 Ie 


Glu 


Asp Thr 


Gly 


Val 


Asp 


Val 




195 










200 










205 








Asp 


Pro Glu 


Lys 


Leu 


Glu 


Met 


Glu 


Ser 


Lys 


Leu 


His 


Arg 


Asn 


Leu 


Leu 




210 








215 










220 










Phe 


Gin Asp Cys Glu 


Lys 


Glu 


Gin 


Asp 


Asn 


Lys 


Thr 


Lys 


Asp Pro 


Thr 


225 








230 










235 










240 
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His 




Va 1 

Yd 1 


1 \/Q 


Thi^ Prri Acn 


Thr nhi 
1 1 ir u 1 u 


Thr 
1 nr 


/irg 1 nr 




uys 


1 Al 1 

Leu 


1 1 A 

1 1 e 










245 




250 














Tvr* 
1 yr 


noi 1 


T a 1 


Spr Thr Thr 
oc 1 iiir Jill 


Prn Tvr 


1 PI 1 


1 n ^pr 
u 1 11 Ocr 


Va 1 


Lys 


1 wo 

Lys 


Lys 








260 




265 








270 






Val 


Gin 


Phe 


Asp 


Gly Thr Asn 


Ser Ala 


Phe 


Lys Glu 


Leu 


Lys 


Phe 


Leu 






275 






280 






285 








Thr 


Pro 


Val 


Arg 


Arg Ser Arg 


Arg Leu 


Gin 


Glu Lys 


Thr 


Ser 


Lys 


Leu 




290 






295 






300 










Pro 


Asp 


Met 


Leu 


Arg Asp His 


Tyr Pro 


Cys 


Val Ser 


Ser 


Leu 


Glu 


Gin 


305 








310 






315 








320 


Leu 


Thr 


Glu 


Leu 


Gly Arg Glu 


Thr Asp 


Ala 


Phe Val 


Cys 


Arg 


Pro 


Asn 










325 




330 








335 




Ala 


Ala 


Leu 


Cys 


Arg Val Tyr 


Tyr Glu 


Ala 


Asp Thr 


Thr 









340 345 



<210> 12018 
<211> 2624 
<212> DNA 
<213> Homo sapiens 

<400> 12018 

atcagatgtt gggaccctta agtgttctgo acctggggag agttaggaac caottaagga 60 
gtgtctgttg cttgcoaatc ttaaaatttt tagtttgcac ctgaatoagg ggctgtcaga 120 
gtccagaotg ctcttgaaat agaaaagact ggtcgttaaa ggcaggttcg ttgagtcttt 180 
catcgttgag tgataccacc tctgcagatg gctcagtggg gcagccccgt aooacagcct 240 
gcccttgagg ttgtgtagtt tagataggtc aoagagttgc tgggoctacc gcaggtctcc 300 
tgacoctggt gcagttttac ttcaattaca accaccaaaa tagctacagt caaaaattcc 360 
aaagttccta caccatcaac ctccacccca cttccgtcoa aagtccactt agaggctcto 420 
agttttggac cttagaaaca ottagggagc tttttaaaaa gatogattct gtatttttag 480 
tagagatggg gtttoaccca gctactoagg aggctgaggc aggagaatca cttgaaccgg 540 
ggagttggag gttgcagtga gccgagatta tgtcactcca gcctgggoaa cagagtgaga 600 
ctccgtctta ggaaaaaaaa aaagattgat tctggccggg oacagtggct oacgcttaca 660 
gtcccagcac tttgagagac tcaggcagga ggatcacttg agcttaggag tttgagacta 720 
gcctgggcaa cccagtgaga ccccgtatct aoaaaaatta gcoaggtgtt gtgacatgtg 780 
cctgtggtcc cagctactca agaggctgag gtgagaggag caagtgagcc caggagttca 840 
aggotgcaat gagotgtgat cgoaocactg cactccagct cgggtgacaa gagtgagacc 900 
ccgtctgaaa aaaagattga tcccaaggcc ttgcccagat totgatttta ttggoctgga 960 
gtgtggocta ggcattagaa aatcttoaag agagtctaag gtgcagcgga attgagagco 1020 
acggacagaa gaagocotaa attgtggaaa tgcacagcca ccgtcaccac ctatcggtac 1080 
gatgacatct caaggagtoa ctggccotag gtttctgcag taggatctta agatctgato 1140 
tctgccotca agtgagtgoa cgtgcagtaa agctgtcato gtgccatgac agatgtctgc 1200 
aaggacttta cagtggggtc caaaggatgc caccatcagc tccacctggg gctcaacaaa 1260 
gcctgaaaga agaaagggat gatgcttcoa gcagaaacct ggaggoctgc agctctgoca 1320 
gcccagcaca goaagcgagg ooatttgtcc agoaggggca gaaggaggga actcagccag 1380 
ocagcgtttc ctacaagcag ctccatgaga ggtttccact taaaatgcta aatcataatt 1440 
atttaatcag attcgttcct taagttottt aagcagcato gotgtcctac cacgagtggt 1500 
catcaaggag cagggtttaa ctcaaotctg agttaccogg cagggtacct gggtaactgc 1560 
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ctgggttgag gtacccagca ggcttcatgt gcatgtgcac actgccccct gataggacct 1620 
ggtttattca caggctcagg tgtcactgca gctccccagt gactatcttc gcgcaagttg 1680 
gactcaatgg cctgggaggt ttgtcccagc cgacagatac ctgaccatgc ccatcctcac 1740 
cattccctcc cccatgctgc atccatccaa ccttgatctc cactgtgtcc caggcaccct 1800 
aagatgcaca agctatgtgg gccctgccct cacagaactt gtagtcttct gccccaaaca 1860 
agccagttca ccgtcttcat gatcaggcca aaggttgagg tacccagcag gcttcatatg 1920 
cacatgcaca ctgtccccta taggaccatg ccttgcccag ctggctgcac tctagagggt 1980 
gctttgtagg aaggacagag tggagaggac agtggggagg tacttgggtg ttcaacagcc 2040 
agaagggagg gaaactgaaa aagaatcagg agtccagcca tcccctcccc acctcctgcc 2100 
cccacttcca ccctggctgc tggccctttg cccttgaata tgggtgatat aggtgtggct 2160 
attcagttcc agtcacagtg ctgcctctat gtcttttgca agctggggtc ttccttactc 2220 
agaaggcctg gaggccctgc cagatgctgc cttccggact ggctgcccgc tgcagtgttt 2280 
tcacgggagc caagccagcc ccgggcctgt agcctcccat gtgacaaagt ttcagacacc 2340 
acagtcctca gctggaccac agtaaaacac ttgccttccc caacccatga ttcttgcttg 2400 
gaaacatgaa cctgatgttc cacgtgcgtt cagccaatca aacctcaaga atgtgattga 2460 
gcagtgaggc tgcgttttgg gcaagacact gagctctgaa ataagacttt tcttggaatc 2520 
tcaagccctc aacttacagt gggaccctaa gaaatgcact tcagtttcct tttatgtaaa 2580 
atggtggtaa aattaattgt gttcattaaa ttgcacacaa ctat 2624 



<210> 12019 
<211> 2456 
<212> DNA 

<213> Homo sapiens 
<400> 12019 

acacaatggt gagaagccct atgaatgtaa tgaatgtgat aaagccttoa gtgtgctttc 60 
ttcccttgtt oaacatcaga gaatacataa tggagacaaa ccctatgagt gtcacaaatg 120 
tgggaaggcc tttagccagg ggtcacacot tattcagoat cagaggagtc acattggtga 180 
gaaaccctat gagtgtaatg agtgtgggaa aacctttggg cagatatcca occtaattaa 240 
gcatgagaga acacacaatg gagagaagcc ctatgagtgc agtgactgtg ggaaggcctt 300 
cagccagagt gcacacctta tccaccatca aagaattoac actggagaga atccctatga 360 
gtgcagtgaa tgtgggaagg ccttoaatgt ttgttcctct otcattcagc atcacagaat 420 
tcatactggt gagaaacctt atgaatgtag tgactgtggc aaggcgttca gtcagcattc 480 
acaatttatc oaacatcaga gaattcacac tggagagaaa ccctacatgt gcaatgagtg 540 
tgagaaatoc ttcagtgcat gcttatccct tatccaacac aagagaattc acactggaga 600 
gaaaccctat gtatgtgcca aatgtggaaa atccttctga caaagctctc accttattca 660 
acatcagaga attcacagtg gggagcaacc tcatacgtgt aatcgatgtg aaaaaacctt 720 
cagttagaga ataactctta gtagtcatga gaaaatccat acaattcaca ttagagagca 780 
agtctatgaa tgtagtaagt gtggggaact ctagcgcaca gtcatctttc attcaacatt 840 
gtacagttca cagtggagag taactgatta gtctataaat tcttcacagt tatacattat 900 
atgagagtca tactcgtgag aaatgagtca ctttatggtt ttccttttgg agattcagct 960 
cttaagggat ttcactctcc cagtgagctg ctaactaaag gcaggctgct gaagtatata 1020 
gcagcaatcc cacaatagca caccttgctt cagattcaga ggatgagccc ccttcttgag 1080 
ccctgtagat atgtgaaact taattattta gatgcatttc atggcaccag accctaaggt 1140 
acagttaggt atttcactgg agaccactta ctttgctttg ctttgctttt tttttttttt 1200 
tttgtatgat ttatttcaac ttcaaagaaa gtagttgaga tccttgcact tocaagtgtg 1260 
atggaaccag gctagggttt tctttgtttg ggcctcttca aaacgttttt attctgttat 1320 
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aaggaatatg ataccttaag cttcaattca 
gtttgtcaag gaattaaggt gagtctttgt 
aagtcagata acactgtaat ccacctccag 
gagcttgcag tcttgtagct ggcccaatat 
ttttacttaa acaggatttg gtagatgggt 
aggaaaatgt ccaagggtgg gagcctgtgg 
' ctatgttaca ctgcaagaac agagttcatg 
ctcctgaagt taagtcaaaa cttaaatgtc 
atccagggac ttagagcttg ttacccagtt 
aggaagcaaa aagaaattca gtttccccca 
atgacaaaag gaggctgggt gcggtgtctc 
gaagtgggca gataacgagg tcaagagatc 
catttctaca aaatgcaaaa attagctggg 
cttgggaggc tgaggcagga gaattgcttg 
agattgcacc actgcattcc agcatggcca 
tatgacaaaa gggttaggaa gcttttcctc 
aaataatatt ttttttgttt taaacctgtt 
gaacctcggt atttactcaa atccggtttt 
taaccttatc agtttggaat atgtttttat 



cagggaagag aaacatgatt ataagcaaaa 1380 
gtagattaaa atagtcgaga ccttgctaaa 1440 
gtttccaaga gttaagatgc tgccagcaag 1500 
atccaactat tcaaaatggg aaattgtaca 1560 
cttctagata tgttgtcatg aagaaaaatc 1620 
cttatggctt cacttaccca tcacagatag 1680 
gcttttcctg aggtggctgg aaaccttaat 1740 
aattcaccca gctctcttgc ctgcaggctg 1800 
acaacttctt ctagagaaga acttttaaga 1860 
aggatctctt ctttgaggtt ccatcaagag 1920 
acacctgtaa tcccagcact ttgggaggct 1980 
aagaccatcc tggccaacat ggtgaaacca 2040 
catggtggtg cacgcctgta gtcccagcta 2100 
aacccaggag gtggaggtag cagtgagcca 2160 
caaagcaaga ctccaaaaaa tatatatata 2220 
tgaggcccac gattacacaa ccaaatcaga 2280 
tacataagat ggaggtgttt acttaactaa 2340 
gggttttatg gctaaaacat ttctccagat 2400 
tttccattaa atatttcatc caaatc 2456 



<210> 12020 

<211> 2907 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (142). . (525) 

<400> 12020 

tcggaactcg ccaggggcgc ogocggcggc ggagggagcg tgactgcgct gogoagggcg 60 
ctaggaggca ttgtcgccgc tcaggccctt ttgtgagaag cagaccagcc tgggggctgg 120 
cggcaggaca cctgtgtctg catgctgaag aagatgggtg aggccgtggc cagagtagca 180 
aggaaggtca acgagacggt ggagagcggc totgacactc tggacctggo cgagtgcaag 240 
ctggtctcct ttcccattgg catctacaag gtcctgcgga atgtctctgg ccagatccac 300 
ctcatcaccc tggctaacaa cgagcttaag tccctcacoa gcaagttcat gaccacatto 360 
agtcagotoc gagatgtgcc cgtggagaag ctggccgcoa tgcoagoott gcgcagcatc 420 
aacctccgot tcaacccact caacgccgag gtgcgcgtga tcgccccgcc gctcatcaag 480 
tttgacatgc tcatgtctcc ggaaggcgca agagoccccc taccttaggo caccctcctc 540 
atgcccaccc agoaagggac agaggcoaoa ggcctggaac cctggaaggg agggaggccc 600 
atgggaggcc aagcctgggg gctgggggcg ggtgggccga gcagcacgtg gtgggtgggg 660 
tgcagctggt ctggatagat agottacagc agtagtgggo tctggaatgc ccaagggaag 720 
aggcaaggtg gggcctgcag cccggactcg gcactcacag ctgctgtgca aactcaggca 780 
gatctcctgc cctctctgag cottgtcact tgaaaaaaac aggaocottt ccotcctttg 840 
ggctccctgg aggtttttaa gcagtacgtg cotocaagtt acctccagat cagcaggcao 900 
aggtgggcat tgccaggtat tttctgagcc cctgcgggtt tgaggccttg tttttagtgc 960 
tgagagccag ttgctgccct gagaagagaa gacaacctcc atctatttat tgottcctga 1020 
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gaactgacct ggatgcggcc ctctgcaggg cccagtcttc agtcctgtgg tccctggact 1080 
ggtgggaacc tgaactagga gtcctgggag agctgtggtg ggaatatggg ctggcactgc 1140 
tgcagggcaa gaacattcat gtaggagccc gaggaccagc aggctgggaa tggggagcaa 1200 
gtcacgtcag ctctgtcatt ccccacagtt aacaaattgg cggggtggga agtccctgag 1260 
tgctccgtcc ctctagcatc actcctgagc tgcgggagag gtggcccaga gaacagcaga 1320 
gtcagttaca cctgcagctc ttgtctaaag tgattagatg gccaccctca ccactgtcca 1380 
gtccagcagc agcctggctg ccttgtcatg gcctcctggg ggcagaaggc gatgtggacc 1440 
acgggatttg tagccagcca gctcccaggc caacgcccaa agccctgatg acctggttct 1500 
tctgaggccc tcaacctggc atcttagggt atggtcaggc aacagggtga ccagctgtcc 1560 
tggtttccca ggacatggaa ctttcaatgc taaaactggg acagtaccca gcaagtgggg 1620 
atggttggtc ccctaccagg agagggcctg gggctcttgc ttcccgagaa cgcctgtggc 1680 
ttgaagaacc ttgactgctt ggtcctcagg tatctacctc ccaccttctc ctcatctgtg 1740 
gagcaagcca actcagtgcc ccagacccca cctgatctgc atctttgttt gcatctccag 1800 
agacacctga ggccccagag cttgaggcaa agccaggccg tccaaatcct gtgtgccgtg 1860 
gacgagtggc cactttacta ctcctaaggc taagatgttg agagctcaga ccactgctca 1920 
gagcagtaat ccctgctcag aatgctccca gttccctcgt ccctgcccag gtctcttgtc 1980 
tcttgggaag gaactgatag gtcgggccat tgttgggcca tcactgagcg ctcagtatct 2040 
caagagactc tgttcattct gctcgtatcc caaggcctgg ttggtcaaac tctgggcaaa 2100 
gggttttcag gatgaggagg tcaagacagg atgtccagag ctaccgagtt catctgtggg 2160 
tgttgggggc aagtgggggc tgaagtcctg tgcaggctgc gctggcccca cctgccttgt 2220 
gccctggagt ggggtttctc cttgttgaag aagaggcatc cttctctgat gtgcacaaac 2280 
acaatgtatg accagagcct tgcaactcaa agtgtggtct gtggaccagc agcggcagtg 2340 
acacctggga gcttgttagg aatgcagagt ctaggcctca ccctatacct cccgactcag 2400 
accctgcatt ttagcaagac ccccagctga ttcctataag cactttagag tttgagaagc 2460 
aaggacctag gctggggatg tcctccgagc agagggtgaa gtttctctca gttctctccc 2520 
tgccacttcc agggatctga gcctgtgttc agcctcctcc ctaacccacc ctgggagaca 2580 
cttggcctgt tagattgttc cagagtctgc atggcactcc tgaagaaggg agtgggacct 2640 
gcagtcacca ggagatgagg gttaggtgtg cccagccctc cagacccggc ctttctggtt 2700 
aacccctgca tgccaagctg cctgctgccc caggtcctca cctcaggcct ttgaaggggc 2760 
agcttctgga agttgttttc tcctctgctt ggagagtttg cccttgtctg tcttggaaag 2820 
tgtgggcagc cacagatgcc cccaaatcag agctcacagt gggtgagccc ctaagcttca 2880 
gtctgcaata aagaatgcat tggtttc 2907 



<210> 12021 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 12021 

Met Leu Lys Lys Met Gly Glu Ala Val Ala Arg Val Ala Arg Lys Val 

1 5 10 15 

Asn Glu Thr Val Glu Ser Gly Ser Asp Thr Leu Asp Leu Ala Glu Cys 

20 25 30 

Lys Leu Val Ser Phe Pro Me Gly lie Tyr Lys Val Leu Arg Asn Val 

35 40 45 

Ser Gly Gin Me His Leu Me Thr Leu Ala Asn Asn Glu Leu Lys Ser 
50 55 60 
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Leu 


Thr Ser 


Lys 


Phe 


Met 


Thr 


Thr 


Phe Ser Gin Leu 


Arg Asp Val Pro 


65 








70 






75 


80 


Val 


Glu Lys 


Leu 


Ala 


Ala 


Met 


Pro 


Ala Leu Arg Ser 


1 1 e Asn Leu Arg 








85 








90 


95 


Phe 


Asn Pro 


Leu 


Asn 


Ala 


Glu 


Val 


Arg Val 1 le Ala 


Pro Pro Leu 1 1 e 






100 










105 


110 


Lys 


Phe Asp 


Met 


Leu 


Met 


Ser 


Pro 


Glu Gly Ala Arg 


Ala Pro Leu Pro 




115 










120 




125 



<210> 12022 
<211> 2697 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48) . . (2435) 

<400> 12022 

aaaaaaaaaa agcgggtgct gottgctgca ggctctgggg agtcgccatg octaoaacac 60 
agcagtcccc tcaggatgag caggaaaago tcttggatga agccatacag gctgtgaagg 120 
tocagtcatt ocaaatgaag agatgcctgg acaaaaaoaa gottatggat gctctaaaao 180 
atgcttctaa tatgcttggt gaactccgga cttctatgtt atcaccaaag agttactatg 240 
aactttatat ggccatttct gatgaactgc actacttgga ggtctaoctg acagatgagt 300 
ttgotaaagg aaggaaagtg gcagatctot acgaaottgt acagtatgot ggaaacatta 360 
tcccaaggct ttaccttttg atcacagttg gagttgtata tgtcaagtca tttcctcagt 420 
coaggaagga tattttgaaa gatttggtag aaatgtgccg tggtgtgcaa catcoottga 480 
ggggtctgtt tcttcgaaat taccttctto agtgtaccag aaatatctta cctgatgaag 540 
gagagccaac agatgaagaa acaactggtg aoatcagtga ttooatggat tttgtactgc 600 
tcaactttgc agaaatgaac aagctotggg tgcgaatgca gcatoaggga catagccgag 660 
atagagaaaa aagagaacga gaaagacaag aactgagaat tttagtggga acaaatttgg 720 
tgcgcctcag toagttggaa ggtgtaaatg tggaacgtta caaacagatt gttttgaotg 780 
gcatattgga gcaagttgta aactgtaggg atgctttggc tcaagaatat ctcatggagt 840 
gtattattca ggttttccct gatgaattto acctccagac tttgaatcct tttcttcggg 900 
cctgtgctga gttaoaccag aatgtaaatg tgaagaacat aatcattgct ttaattgata 960 
gattagcttt atttgctcac cgtgaagatg gaoctggaat occagcggat attaaacttt 1020 
ttgatatatt ttoaoagoag gtggctaoag tgatacagtc tagacaagao atgoottcag 1080 
aggatgttgt atctttacaa gtctctctga ttaatcttgc catgaaatgt taccctgatc 1140 
gtgtggaota tgttgataaa gttctagaaa caaoagtgga gatattcaat aagotcaacc 1200 
ttgaaoatat tgctaccagt agtgcagttt caaaggaact caccagactt ttgaaaatac 1260 
oagttgacac ttacaacaat attttaacag tcttgaaatt aaaacatttt caoccactct 1320 
ttgagtactt tgaotacgag tccagaaaga gcatgagttg ttatgtgctt agtaatgttc 1380 
tggattataa cacagaaatt gtctctcaag aocaggtgga ttccataatg aatttggtat 1440 
ooacgttgat toaagatcag ccagatcaac ctgtagaaga ccctgatcca gaagattttg 1500 
ctgatgagca gagccttgtg ggccgcttca ttcatctgct gcgctctgag gaccctgacc 1560 
agcagtaott gattttgaac acagcaogaa aacattttgg agctggtgga aatcagcgga 1620 
ttggcttcac actgccacct ttggtatttg cagcttacca gctggctttt cgatataaag 1680 
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agaattctaa agtggatgac aaatgggaaa agaaatgcca gaagattttt tcatttgccc 1740 
accagactat cagtgctttg atcaaagcag agctggcaga attgccctta agactttttc 1800 
ttcaaggagc actagctgct ggggaaattg gttttgaaaa tcatgagaca gtcgcatatg 1860 
aattcatgtc ccaggcattt tctctgtatg aagatgaaat cagcgattcc aaagcacagc 1920 
tagctgccat caccttgatc attggcactt ttgaaaggat gaagtgcttc agtgaagaga 1980 
atcatgaacc tctgaggact cagtgtgccc ttgctgcatc caaacttcta aagaaacctg 2040 
atcagggccg agctgtgagc acctgtgcac atctcttctg gtctggcaga aacacggaca 2100 
aaaatgggga ggagcttcac ggaggcgaga gggtaatgga gtgcctaaaa aaagctctaa 2160 
aaatagcaaa tcagtgcatg gacccctctc tacaagtgca gctttttata gaaattctga 2220 
acagatatat ctatttttat gaaaaggaaa atgatgcggt aacaattcag gttttaaacc 2280 
agcttatcca aaagattcga gaagacctcc cgaatcttga atccagtgaa gaaacagagc 2340 
agattaacaa acattttcat aacacactgg agcatttgcg cttgcggcgg gaatcaccag 2400 
aatccgaggg gccaatttat gaaggtctca tcctttaaaa aggaaatagc tcaccatact 2460 
cctttccatg tacatccagt gagggtttta ttacgctagg tttcccttcc atagattgtg 2520 
cctttcagaa atgctgaggt aggtttccca tttcttacct gtgatgtgtt ttacccagca 2580 
cctccggaca ctcaccttca ggaccttaat aaaattattc acttggtaag tgttcaagtc 2640 
tttctgatca ccccaagtag catgactgat ctgcaattta aaattcctgt gatctgt 2697 

<210> 12023 
<211> 796 
<212> PRT 

<213> Homo sapiens 



<400> 12023 



Met 


Pro Thr Thr Gin 


Gin 


Ser 


Pro 


Gin 


Asp 


Glu 


Gin 


Glu 


Lys Leu 


Leu 


1 


5 










10 








15 




Asp 


Glu Ala 1 le Gin 


Ala 


Val 


Lys 


Val 


Gin 


Ser 


Phe 


Gin 


Met Lys 


Arg 




20 








25 










30 




Cys 


Leu Asp Lys Asn 


Lys 


Leu 


Met 


Asp 


Ala 


Leu 


Lys 


His 


Ala Ser 


Asn 




35 






40 










45 






Met 


Leu Gly Glu Leu 


Arg 


Thr 


Ser 


Met 


Leu 


Ser 


Pro 


Lys 


Ser Tyr 


Tyr 




. 50 




55 










60 








Glu 


Leu Tyr Met Ala 


1 le 


Ser 


Asp 


Glu 


Leu 


His 


Tyr 


Leu 


Glu Vai 


Tyr 


65 




70 










75 








80 


Leu 


Thr Asp Glu Phe 


Ala 


Lys 


Gly 


Arg 


Lys 


Val 


Ala 


Asp 


Leu Tyr 


Glu 




85 










90 








95 




Leu 


Val Gin Tyr Ala 


Gly 


Asn 


1 le 


1 le 


Pro 


Arg Leu 


Tyr 


Leu Leu 


Me 




100 








105 










110 




Thr 


Val Gly Val Val 


Tyr 


Val 


Lys 


Ser 


Phe 


Pro 


Gin 


Ser 


Arg Lys 


Asp 




115 






120 










125 






1 le 


Leu Lys Asp Leu 


Val 


Glu 


Met 


Cys 


Arg 


Gly 


Val 


Gin 


His Pro 


Leu 




130 




135 










140 








Arg 


Gly Leu Phe Leu 


Arg 


Asn 


Tyr 


Leu 


Leu 


Gin 


Cys 


Thr 


Arg Asn 


lie 


145 




150 










155 








160 


Leu 


Pro Asp Glu Gly 


Glu 


Pro 


Thr 


Asp 


Glu 


Glu 


Thr 


Thr 


Gly Asp 


1 le 




165 










170 








175 




Ser 


Asp Ser Met Asp 


Phe 


Val 


Leu 


Leu 


Asn 


Phe 


Ala 


Glu 


Met Asn 


Lys 
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180 185 190 

Leu Trp Val Arg Met Gin His Gin Gly His Ser Arg Asp Arg Glu Lys 

195 200 205 

Arg G I u Arg G I u Arg Gin Glu Leu Arg 1 1 e Leu Va I Gly Thr Asn Leu 

210 215 220 

Va I Arg Leu Ser G I n Leu Glu Gly Va I Asn Va I Glu Arg Tyr Lys G I n 
225 230 235 240 

Me Val Leu Thr Gly Me Leu Glu Gin Val Val Asn Cys Arg Asp Ala 

245 250 255 

Leu Ala Gin Glu Tyr Leu Met Glu Cys Me Me Gin Val Phe Pro Asp 

260 265 270 

Glu Phe His Leu Gin Thr Leu Asn Pro Phe Leu Arg Ala Cys Ala Glu 

275 280 285 

Leu His Gin Asn Va I Asn Va I Lys Asn Me Me Me Ala Leu 1 1 e Asp 

290 295 300 

Arg Leu Ala Leu Phe Ala His Arg Glu Asp Gly Pro Gly Me Pro Ala 
305 310 315 320 

Asp Me Lys Leu Phe Asp l ie Phe Ser Gin Gin Val Ala Thr Val Me 

325 330 335 

Gin Ser Arg Gin Asp Met Pro Ser Glu Asp Val Val Ser Leu Gin Val 

340 345 350 

Ser Leu 1 1 e Asn Leu A I a Met Lys Cys Tyr Pro Asp Arg Va I Asp Tyr 

355 360 365 

Val Asp Lys Val Leu Glu Thr Thr Val Glu Me Phe Asn Lys Leu Asn 

370 375 380 

Leu Glu His Me Ala Thr Ser Ser Ala Va 1 Ser Lys G I u Leu Thr Arg 
385 390 395 400 

Leu Leu Lys I I e Pro Va I Asp Thr Tyr Asn Asn 1 1 e Leu Thr Va I Leu 

405 410 415 

Lys Leu Lys His Phe His Pro Leu Phe Glu Tyr Phe Asp Tyr Glu Ser 

420 425 430 

Arg Lys Ser Met Ser Cys Tyr Val Leu Ser Asn Val Leu Asp Tyr Asn 

435 440 445 

Thr Glu Me Val Ser Gin Asp Gin Val Asp Ser Me Met Asn Leu Val 

450 455 460 

Ser Thr Leu Me Gin Asp Gin Pro Asp Gin Pro Val Glu Asp Pro Asp 
465 470 475 480 

Pro Glu Asp Phe Ala Asp Glu Gin Ser Leu Val Gly Arg Phe Me His 

485 490 495 

Leu Leu Arg Ser Glu Asp Pro Asp Gin Gin Tyr Leu 1 le Leu Asn Thr 

500 505 510 

Ala Arg Lys His Phe Gly, Ala Gly Gly Asn Gin Arg Me Gly Phe Thr 

515 520 525 

Leu Pro Pro Leu Val Phe Ala Ala Tyr Gin Leu Ala Phe Arg Tyr Lys 

530 535 540 

G I u Asn Ser Lys Va I Asp Asp Lys Trp G I u Lys Lys Cys G I n Lys 1 1 e 
545 550 555 560 

Phe Ser Phe Ala His Gin Thr Me Ser Ala Leu Me Lys Ala Glu Leu 
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DOO 


0 /u 








G"7K 




A 1 r% 

A 1 a 


Pill 
u 1 U 


Leu 


Pro 


Leu 


Arg Leu Phe Leu G 1 n 


P 1 A 1 ^ 

b 1 y Ala 


Leu 


A 1 ^ 

Ala 


A 1 ^ 

A 1 a 


p 1 \t 
u 1 y 








OoU 










con 






Pill 

u 1 U 


1 1 e 


u 1 y 


rne 


n 1 11 

u 1 U 


Asn MIS ij 1 u inr vai 


Aia lyr 


p 1 i 1 
U 1 u 


rne 


Ma+ 

ifiex 


oer 












Ann 




bUD 








u 1 n 


A 1 A 

A 1 a 


rhe 


oer 


Leu 


Pill A r> ^■x. Pill 1 1 M 

lyr uiu Asp u 1 u lie 


Ser Asp 


oer 


Lys 


A 1 4 

A 1 a 


^ 1 n 

u 1 n 




o 1 U 








CI t; 

O 1 o 


con 










Leu 


A 1 M 

A 1 a 


A 1 M 

A 1 a 


1 1 e 


1 nr 


1 Al 1 \ \ A 1 1 A P 1 »* TUfci- 

Leu lie II e u 1 y i nr 


DU^ Pill 

rhe u 1 u 


Arg 


Mex 


Lys 


p%« A 
oys 


ozo 












CO(^ 

boo 








b4U 


rne 


oer 


U 1 U 


1 1 1 

13 1 U 


Asn 


U ■ ^ 1 1 1 1 Ai 1 Aw»» 

MIS u 1 u rro Leu Arg 


1 nr u 1 n 


Cys 


A 1 A 

A 1 a 


Leu 


A f o 

A 1 a 




















boo 




A 1 ^ 

A 1 a 




Lys 


Leu 


Leu 


Lys Lys Pro Asp G 1 n 


P 1 \a kver 

u 1 y Arg 


A 1 

A 1 a 


va 1 


oer 


1 nr 








OOU 




ooo 






c"7n 
b/U 






uys 


A 1 o 

A 1 a 


n 1 S 


Leu 


rne 


Trp Ser Gly Arg Asn 


inr Asp 


Lys 


A Ai^ 

Asn 


p 1 \# 
u 1 y 


/2 1 11 

U 1 u 






D /o 






DoU 




boo 








Pill 

u 1 U 


Leu 


h 1 S 


ti 1 y 


p 1 \t 
u 1 y 


Pill A*-rr 1 Ma-I- Pill 

u 1 u Arg va 1 Mex u i u 


Cys Leu 


Lys 


Lys 


A 1 A 

A 1 a 


Leu 














"7nn 
/UU 










Lys 


1 1 A 
1 1 e 


A 1 4 

A 1 a 


Asn 


u 1 n 


P%#^ A«%v> Dw-A Oam* 

oys mex Asp rro oer 


1 Al « P 1 1^ 

Leu u 1 n 


va 1 


P 1 n 

u 1 n 


Leu 


rne 


/Uo 










"71 n 
/I U 


"71 C 

/I o 








"7on 


1 le 


Glu 


1 le 


Leu 


Asn 


Arg Tyr 1 le Tyr Phe 


Tyr Glu 


Lys 


Glu 


Asn 


A ^ . 

Asp 










725 


730 








735 




Ala 


Val 


Thr 


1 le 


Gin 


Val Leu Asn Gin Leu 


1 le Gin 


Lys 


1 le 


Arg 


Glu 








740 




745 






750 






Asp 


Leu 


Pro 


Asn 


Leu 


Glu Ser Ser Glu Glu 


Thr Glu 


Gin 


1 le 


Asn 


Lys 






755 






760 




765 








His 


Phe 


His 


Asn 


Thr 


Leu Glu His Leu Arg 


Leu Arg 


Arg 


Glu 


Ser 


Pro 




770 








775 


780 










Glu 


Ser 


Glu 


Gly 


Pro 


1 le Tyr Glu Gly Leu 


1 le Leu 










785 










790 


795 











<210> 12024 
<211> 2503 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90). . (1667) 

<400> 12024 

actggttcgc cgcggggacc gggcagggct occcgtcgga gtgcactgcg ccggacaott 60 
caagccctgg agggacagga aagccagaaa tggacttcgt gagactcgct cgactgttcg 120 
ccagggccog ccGcatggga otgttcatoo tgcaacaoot ggacccotgt agagcoaggt 180 
gggcaggagg cagggagggg ctgatgcggo cagtgtgggc gcccttoagc agctcctcct 240 
ctcagctgcG cctcggccag gagcgtoagg aaaaoacggg cagcctgggc tctgacccga 300 
gccactccaa ctccacggcc acgcaggaag aagacgagga ggaggaggag agttttggga 360 
ccotctctga caaatactcc tcccggagac tattccgcaa atccgcagcc cagttccata 420 
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acctgcggtt tggggaacgg agagatgagc aaatggaacc ggagcccaaa ttatggcgag 480 
gccggagaga caccccgtac tggtacttct tgcagtgcaa acacctgatc aaggaaggga 540 
agctggttga agccctggac ctgtttgaga ggcagatgct gaaggaggag cgattgcagc 600 
ccatggagag caactacacg gtgctgattg ggggctgcgg gcgggttggc tacctgaaga 660 
aggccttcaa cctctacaac cagatgaaaa agcgggacct ggagccctcg gacgccacct 720 
acacggccct gttcaacgtc tgtgccgagt ccccctggaa ggactcagct ctacagagcg 780 
ccctgaagct ccggcagcag ctgcaggcca aaaacttcga gctcaacttg aaaacatacc 840 
acgcgctgct gaagatggct gccaagtgcg cagaccttag gatgtgcctc gatgtgttca 900 
aggaaatcat ccacaaaggg cacgtggtca cagaggagac cttcagtttc ctgctcatgg 960 
gctgcatcca agacaagaag acaggcttcc tgagcaagat ggcagagcac aggcagcagc 1020 
ccgacatcag gaccctcacg ctactggccg aggtggtgga gtccgggagt cctgcagagt 1080 
ccttgctgct ggccctcctg gatgagcacc aggtagaggc cgacctgaca ttctttaaca 1140 
cgctggtgag aaagaagagc aagctgggag acctggaggg ggccaaggcg ctgttgccgg 1200 
tcctggcaaa gaggggcctc gtccccaacc tgcagacatt ctgcaacctg gccatcgggt 1260 
gccacaggcc gaaggacggt ctacagcttc tcacagacat gaagaagtcc caggtgaccc 1320 
ccaacactca catctacagt gccctcatca acgcggccat caggaagctg aactacacct 1380 
atctcatcag catcttgaag gacatgaagc agaacagggt cccggtgaac gaagtggtca 1440 
tccgccagct ggagtttgca gcccagtacc ctcccacctt tgaccggtac caagggaaga 1500 
acacctacct ggagaagatt gacggcttcc gagcctatta caagcagtgg ctgacagtga 1560 
tgcccgcaga ggaaaccccg cacccctggc agaagttccg gaccaagccc cagggggacc 1620 
aggacaccgg caaggaggct gatgacggat gtgcccttgg gggcaggtga tggaagcaca 1680 
gctggaacaa tgtgctcggc ccccagtgct ctgtgggagc cccaggacaa gtgagctggt 1740 
gtcacctcct gcctggggga agagccaggc cctgaggaac agccgcagcg tgtcacaggt 1800 
gttggtgagg acacacacta ggcccaaggt gcctgtgctc ccagcaggtc caagtgcagc 1860 
tccagccacc tttgcgtgtc accttcacgg gacttccagc tccagctacc tttgtgtgtc 1920 
acctcacaca ccacaagggg gctggggcat ctggtccctg gggcctgggc cgccccgccg 1980 
ggttccatag gccgatgctc tgaaagaaga gacgtggggc tcgagagatt taaagatttt 2040 
atttttacaa atcacagctg atagacagcg aagccttccc catagagacc gtgctccaac 2100 
tcgggcct gg ggcactgctc gctgctccca ggaagggggt ggcgtgacag gcaggaacct 2160 
gcgaagtcca gagtccaggg tggagcgcgc cagcctcagc cagagcagcc acgacagcca 2220 
cagtgtgtgc actcgatgat gcggccctgc aacggaggag gacagtgaga cgatgccact 2280 
gcgccacgct cgcccctgca cactcacata tgtggcaacc ctcccacgaa ggacctgcca 2340 
ccatgccata tagggacaca cctcagaaac ccttccttga cagctctgga cagggaaaat 2400 
ttggctccct catgaaggta gaaccagctg ctgttgacac cgaggttaca tctgtatgtc 2460 
tatttataat atgttctgca aatccaacac acgtttgcca ate 2503 

<210> 12025 
<211> 526 
<212> PRT 

<213> Homo sapiens 
<400> 12025 

Met Asp Phe Val Arg Leu Ala Arg Leu Phe Ala Arg Ala Arg Pro Met 

15 10 15 

Gly Leu Phe I le Leu Gin His Leu Asp Pro Cys Arg Ala Arg Trp Ala 

20 25 30 

Gly Gly Arg Glu Gly Leu Met Arg Pro Val Trp Ala Pro Phe Ser Ser 
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35 40 
Ser Ser Ser Gin Leu Pro Leu Gly Gin Glu Arg Gin 
50 55 60 

Ser Leu Gly Ser Asp Pro Ser His Ser Asn Ser Thr 
65 70 75 

Glu Asp Glu Glu Glu Glu Glu Ser Phe Gly Thr Leu 

85 90 
Ser Ser Arg Arg Leu Phe Arg Lys Ser Ala Ala Gin 

100 105 
Arg Phe Gly Glu Arg Arg Asp Glu Gin Met Glu Pro 

115 120 
Trp Arg Gly Arg Arg Asp Thr Pro Tyr Trp Tyr Phe 
130 135 140 

H i s Leu 1 1 e Lys Glu Gly Lys Leu Va I Glu Ala Leu 
145 150 155 

Arg Gin Met Leu Lys Glu Glu Arg Leu Gin Pro Met 

165 170 
Thr Val Leu Me Gly Gly Cys Gly Arg Val Gly Tyr 

180 185 
Phe Asn Leu Tyr Asn Gin Met Lys Lys Arg Asp Leu 

195 200 
Ala Thr Tyr Thr Ala Leu Phe Asn Val Cys Ala Glu 
210 215 220 

Asp Ser Ala Leu Gin Ser Ala Leu Lys Leu Arg Gin 
225 230 235 

Lys Asn Phe Glu Leu Asn Leu Lys Thr Tyr His Ala 

245 250 
Ala Ala Lys Cys Ala Asp Leu Arg Met Cys Leu Asp 

260 265 
Me lie His Lys Gly His Val Val Thr Glu Glu Thr 

275 280 
Leu Met G I y Cys Me Gin Asp Lys Lys Thr G I y Phe 
290 295 300 

Ala Glu His Arg Gin Gin Pro Asp I le Arg Thr Leu 
305 310 315 

Glu Val Val Glu Ser Gly Ser Pro Ala Glu Ser Leu 

325 330 
Leu Asp Glu His Gin Val Glu Ala Asp Leu Thr Phe 

340 345 
Val Arg Lys Lys Ser Lys Leu Gly Asp Leu Glu Gly 

355 360 
Leu Pro Va I Leu A I a Lys Arg G I y Leu Va I Pro Asn 
370 375 380 

Cys Asn Leu Ala Me Gly Cys His Arg Pro Lys Asp 
385 390 395 

Leu Thr Asp Met Lys Lys Ser Gin Val Thr Pro Asn 

405 410 
Ser Ala Leu I le Asn Ala Ala Me Arg Lys Leu Asn 



45 

Glu Asn Thr Gly 

Ala Thr Gin Glu 
80 

Ser Asp Lys Tyr 
95 

Phe His Asn Leu 
110 

Glu Pro Lys Leu 
125 

Leu Gin Cys Lys 

Asp Leu Phe Glu 
160 

Glu Ser Asn Tyr 
175 

Leu Lys Lys Ala 
190 

Glu Pro Ser Asp 
205 

Ser Pro Trp Lys 

Gin Leu Gin Ala 
240 

Leu Leu Lys Met 
255 

Va I Phe Lys Glu 
270 

Phe Ser Phe Leu 
285 

Leu Ser Lys Met 

Thr Leu Leu Ala 
320 

Leu Leu Ala Leu 
335 

Phe Asn Thr Leu 
350 

Ala Lys Ala Leu 
365 

Leu Gin Thr Phe 

Gly Leu Gin Leu 
400 

Thr His I le Tyr 
415 

Tyr Thr Tyr Leu 
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1 1 6 


oer 


1 1 ^ 


i-6u 


Lys 


ASp nlc L Lys 


u 1 n 


Asn 


Arg va 1 


rro 


va 1 


Asn 


u 1 U 




















AAR 








va 1 


va 1 


1 1 e 


Arg 


u 1 n 


Leu u 1 u rne 


A 1 a 


A 1 

A 1 a 


bin 1 yr 


rro 


Pro 


1 hr 


rhe 




450 








455 






460 










Asp 


Arg 


Tyr 


Gin 


Gly 


Lys Asn Thr 


Tyr 


Leu 


Glu Lys 


lie 


Asp 


Gly 


Phe 


465 










470 






475 








480 


Arg 


Ala 


Tyr 


Tyr 


Lys 


Gin Trp Leu 


Thr 


Val 


Met Pro 


Ala 


Glu 


Glu 


Thr 










485 






490 








495 




Pro 


His 


Pro 


Trp 


Gin 


Lys Phe Arg 


Thr 


Lys 


Pro Gin 


Gly 


Asp 


Gin 


Asp 








500 






505 








510 






Thr 


Gly 


Lys 


Glu 


Ala 


Asp Asp Gly 


Cys 


Ala 


Leu Gly 


Gly 


Arg 










515 






520 








525 









<210> 12026 
<211> 2260 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (125). . (871) 

<400> 12026 

aaaactcagc tatgcaaagc aactcaggaa totttcaaag aagtaooaac ctaaaaagaa 60 
ctcgaaggag gaagaagaat acaagtatac gtcatgtaaa gctttcattt ccaacctgaa 120 
ogaaatgaat gattacgcag ggcagcatga agttatctcc gagaacatgg catcacagat 180 
cattgtggac ttggcacgct atgttcagga actgaaaoag gagaggaaat caaactttoa 240 
cgatggccgt aaagoacagc agcacatoga gacttgctgg aagcagcttg aatctagtaa 300 
aaggcgattt gaacgcgatt gcaaagaggc ggacagggcg cagcagtact ttgagaaaat 360 
ggacgctgao atoaatgtca caaaagogga tgttgaaaag gcccgacaac aagotcaaat 420 
acgtoaccaa atggcagagg acagcaaagc agattactca tccattctcc agaaattcaa 480 
ccatgagcag catgaatatt accataotca catccccaac atcttccaga aaataoaaga 540 
gatggaggaa aggaggattg tgagaatggg agagtcoatg aagaoatatg oagaggttga 600 
tcggoaggtg atcccaatca ttgggaagtg cctggatgga atagtaaaag cagccgaatc 660 
aattgatcag aaaaatgatt oacagctggt aatagaagct tataaatcag ggtttgagoo 720 
tcctggagao attgaatttg aggattacac toagocaatg aagcgcactg tgtcagataa 780 
cagoctttca aattccagag gagaaggcaa acoagacctc aaatttggtg gcaaatccaa 840 
aggaaagtta tggccgttca tcaaaaaaaa ataagcotoo ccctcccoct cctgoctotg 900 
cctcaccotc tgctgttccc aaoggccccc agtctcccaa gcagcaaaag gaacccctct 960 
cocaccgctt caacgagttc atgacctcca aacccaaaat ccactgcttc aggagoctaa 1020 
agogtggggg tgoaaoaccg gaggatttoa gcaacctocc acctgaacaa agaaggaaaa 1080 
agctgcagoa gaaagtcgat gggttaaata aagaaattca gaaggagatg gatcaaagag 1140 
atgccataac aaaaatgaaa gatgtctacc taaagaatcc tcagatggga gacocagcca 1200 
gtttggatoa caaattagca gaagtoagcc aaaatataga gaaactgoga gtagagaccc 1260 
agaaatttga ggcctggctg gctgaggttg aaggccggct cccagcacgc agcgagcagg 1320 
cgogccggca gagcggactg tacgacagcc agaaccoacc caoagtoaao aactgcgcoc 1380 
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aggaccgtga gagcccagat ggcagttaca cagaggagca gagtcaggag agtgagatga 1440 
aggtgctggc cacggatttt gacgacgagt ttgatgatga ggagcccctc cctgccatag 1500 
ggacgtgcaa agctctctac acatttgaag gtcagaatga aggaacgatt tccgtagttg 1560 
aaggagaaac attgtatgtc atagaggaag acaaaggcga tggctggacc cgcattcgga 1620 
gaaatgaaga tgaagagggt tatgtcccca cttcatatgt cgaagtctgt ttggacaaaa 1680 
atgccaaagg tgctaagact tatatttaat accataaaaa aaaaaaaact taaaaaaaat 1740 
ggagttgttt ctccccacaa ccgtgactgt tacaggcagt tcctcaagag actggctggc 1800 
aagcaccata atgcacgttc tcctgtagtc tcacgtggac ttcagggtcc gggcacctga 1860 
attgccttgt ctagtttggg ctgtaatcaa gtttcacttg ctgatgaaat tttatgtgga 1920 
aagctgccaa ccgccaactt acagctatgt cattcaaaat ctgataaaca tttcttcttt 1980 
tggcggtatc tgtagattaa aaaaaaagtt gcattgtagc ttctcatctt tctgaattta 2040 
aaagccggca cgcatcatgc aggtgccaaa gacttcccta ctcttgttta tatctagtat 2100 
ccaccataca ctgagctaca ttaggtggtt acagattgta acttaataaa ctgaactgtg 2160 
ttagtttgtt aaattgtata ctcattcact tgggaggaag tcacaagtga aataacatct 2220 
ccttcttgac taaagcagta aataagattc ttatattggc 2260 



<210> 12027 

<211> 249 

<212> PRT 

<213> Homo sapiens 

<400> 12027 



Met 


Asn 


Asp Tyr Ala 


Gly 


Gin 


His 


Glu 


Val 


1 le Ser Glu Asn Met Ala 


1 




5 










10 


15 


Ser 


Gin 


lie Me Val 


Asp 


Leu 


Ala 


Arg 


Tyr 


Val Gin Glu Leu Lys Gin 






20 








25 




30 


Glu 


Arg 


Lys Ser Asn 


Phe 


His 


Asp 


Gly 


Arg 


Lys Ala Gin Gin His 1 le 






35 






40 






45 


Glu 


Thr 


Cys Trp Lys 


Gin 


Leu 


Glu 


Ser 


Ser 


Lys Arg Arg Phe Glu Arg 




50 






55 








60 


Asp 


Cys 


Lys Glu Ala 


Asp 


Arg 


Ala 


Gin 


Gin 


Tyr Phe Glu Lys Met Asp 


65 






70 










75 80 


Ala 


Asp 


Me Asn Val 


Thr 


Lys 


Ala 


Asp 


Val 


Glu Lys Ala Arg Gin Gin 






85 










90 


95 


Ala 


Gin 


1 1 e Arg H i s 


Gin 


Met 


Ala 


Glu 


Asp 


Ser Lys Ala Asp Tyr Ser 






100 








105 




110 


Ser 


1 le 


Leu Gin Lys 


Phe 


Asn 


His 


Glu 


Gin 


His Glu Tyr Tyr His Thr 






115 






120 






125 


His 


1 le 


Pro Asn 1 1 e 


Phe 


Gin 


Lys 


1 le 


Gin 


Glu Met Glu Glu Arg Arg 




130 






135 








140 


1 le 


Val 


Arg Met Gly 


Glu 


Ser 


Met 


Lys 


Thr 


Tyr Ala Glu Val Asp Arg 


145 






150 










155 160 


Gin 


Val 


1 le Pro 1 le 


1 le 


Gly 


Lys 


Cys 


Leu 


Asp Gly II e Va 1 Lys A 1 a 






165 










170 


175 


Ala 


Glu 


Ser 1 le Asp 


Gin 


Lys 


Asn 


Asp 


Ser 


Gin Leu Val 1 le Glu Ala 






180 








185 




190 


Tyr 


Lys 


Ser Gly Phe 


Glu 


Pro 


Pro 


Gly 


Asp 


Me Glu Phe G 1 u Asp Tyr 
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195 






200 




205 


Thr Gin Pro 


Met 


Lys 


Arg Thr Val 


Ser Asp Asn 


Ser Leu Ser Asn Ser 


210 






215 




220 


Arg Gly Glu 


Gly 


Lys 


Pro Asp Leu 


Lys Phe Gly 


Gly Lys Ser Lys Gly 


225 






230 


235 


240 


Lys Leu Trp 


Pro 


Phe 
245 


1 1 e Lys Lys 


Lys 





<210> 12028 

<211> 2363 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (63). , (1853) 

<400> 12028 

aactattaca tattgcggcg tcacagggac acgcagagtg tctacagcac ctcacttott 60 
tgatgggaga agaotgcctc aatgagogoa aoaotgagaa gttgactcoa gcaggoctgg 120 
ccattaagaa tggtcagttg gagtgcgtac gctggatggt gagcgaaaca gaagccattg 180 
cagaactgag ttgttctaag gattttccaa gccttattca ttaogcaggt tgctatggco 240 
aggaaaagat tcttctgtgg cttcttcagt ttatgoaaga acagggcatc tcgttggatg 300 
aagtagacca ggatggcaac agtgccgttc acgtagcctc acagcatggc taccttggat 360 
gcatacagao ottggttgaa tatggagcaa atgtcacoat gcagaaccac gctggggaaa 420 
agccctccca gagcgocgag cggcaggggc acaccttgtg ctccaggtac ctggtggtgg 480 
tggagacctg catgtcgctg goototcaag tggtgaagtt aacoaagoag ctaaaggaac 540 
aaacagtaga acgtgtcacg ctgcagaacc aactccaaca atttctagaa gcccagaaat 600 
cagagggcaa gtcactccct tcttcaccca gttcaccato occacctgcc tccagaaagt 660 
cccagtggaa atctccagat gcagatgatg attctgtagc caaaagcaag ccaggagtcc 720 
aagaggggat tcaggttctt ggaagoctgt cagcctccag ccgggctaga cccaaagcaa 780 
aagatgaaga ttctgataaa atcttacgcc agttattggg aaaggaaato toagaaaatg 840 
totgoaooca ggaaaaactg tccttggaat tccaggatgc tcaggcttcc tctagaaatt 900 
ctaaaaagat cccactggag aagagggaac tgaagttagc caggctgaga cagctgatgo 960 
agaggtcact gagtgagtct gaoacagact ccaacaaotc tgaggacccc aagactaccc 1020 
cagtgaggaa ggctgaccga ccaaggccgc agcccattgt agaaagcgta gagagtatgg 1080 
aoagcgcaga aagoctgcac ctgatgatta agaaacacao cttggcatca gggggacgoa 1140 
ggtttccttt cagcatcaag gcctccaaat ccctggatgg ccacagccca tctcccacct 1200 
cagagagcag cgaaccagac ttagaatcco agtatccagg ctcagggagt attcctocaa 1260 
accagocctc tggtgacoct cagcagccca gccctgacag tactgctgcc cagaaagttg 1320 
ccacaagtcc oaagagtgcc ctcaagtcto catcttccaa gcgtaggaoa totcagaact 1380 
taaaaotgag agttaccttt gaggagcctg tggtgoagat ggagcagcct agcottgaac 1440 
tgaatggaga aaaagacaaa gataagggca ggactctcca gcggacctcc acaagtaacg 1500 
aatcggggga tcaactgaaa aggocttttg gagcotttog atctatcatg gagacactaa 1560 
gtggoaacca aaacaataat aataactacc aggcagccaa ccagctgaaa acctctacat 1620 
tgcccttgac ctcacttggg aggaagaoag atgcoaaggg aaaccctgoo agctccgcta 1680 
gcaaaggaaa gaataaggca gaaatgtaca gcagctgcat caatctttcc tctaacatgc 1740 
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tgattgaaga gcatctgtgt aacgacacac 
aatcctacag cataaagcac attgctgagc 
ctttttaaat tttctctcac tgatgccctt 
tctttggaaa gagaaccatg aaaacaatgc 
gccttaaatt tatagtagta gactgtaaaa 
aacttgtttt tttaaaagat gccgtttaaa 
gagtagattg attcacccta cccacaggac 
ttcatcaatt gcatgagtat ttgctaatgt 
gcagatttgg ctcagctcct tcatgagatc 
ttttttctgt catttctact ttttgtataa 
taagcttggg gcacctactt tct 



ggcataatga catcaataga aaaatgaaga 1800 
cagagtcaaa agaactcttc ttgtaagtca 1860 
tggaaattat tggaaatttc tggactatcc 1920 
ctcaccagca gaagaacaga atatcaggat 1980 
gattcatttt ggggtgatat ctgtatatat 2040 
agcatgattg ggaaaatgta tgttttttaa 2100 
attcaccaag ccactgatac cattttatat 2160 
tgattgaacc tccctttccc cataatgtgg 2220 
aggtcagtgg tattgtttct gtcaagagtg 2280 
aggaaataaa acaatgttaa cagccaccta 2340 

2363 



<210> 12029 
<211> 597 
<212> PRT 

<213> Homo sapiens 



<400> 12029 





u 1 y u 1 u Asp oys 


Leu 


Asn 


n 1 1 1 

u 1 u 


Arg 


Asn 


Thf All! 

1 nr u 1 u 


Lys 


Leu Thr 


rro 


1 


5 










10 






15 




Ala 


Gly Leu Ala Me 


Lys 


Asn 


Gly 


Gin 


Leu 


Glu Cys 


Val 


Arg Trp 


Met 




20 








25 








30 




Val 


Ser Glu Thr Glu 


Ala 


1 le 


Ala 


Glu 


Leu 


Ser Cys 


Ser 


Lys Asp 


Phe 




35 






40 








45 






Pro 


Ser Leu lie His 


Tyr 


Ala 


Gly 


Cys 


Tyr 


Gly Gin 


Glu 


Lys 1 1 e 


Leu 




50 




55 








60 








Leu 


Trp Leu Leu G|n 


Phe 


Met 


Gin 


Glu 


Gin 


Gly 1 le 


Ser 


Leu Asp 


Glu 


65 




70 










75 






80 


Val 


Asp Gin Asp Gly 


Asn 


Ser 


Ala 


Val 


His 


Val Ala 


Ser 


Gin His 


Gly 




85 










90 






95 




Tyr 


Leu Gly Cys 1 le 


Gin 


Thr 


Leu 


Val 


Glu 


Tyr Gly 


Ala 


Asn Val 


Thr 




100 








105 








110 




Met 


Gin Asn His Ala 


Gly 


Glu 


Lys 


Pro 


Ser 


Gin Ser 


Ala 


Glu Arg 


Gin 




115 






120 








125 






Gly 


His Thr Leu Cys 


Ser 


Arg 


Tyr 


Leu 


Val 


Val Val 


Glu 


Thr Cys 


Met 




130 




135 








140 








Ser 


Leu Ala Ser Gin 


Val 


Val 


Lys 


Leu 


Thr 


Lys Gin 


Leu 


Lys Glu 


Gin 


145 




150 










155 






160 


Thr 


Val Glu Arg Val 


Thr 


Leu 


Gin 


Asn 


Gin 


Leu Gin 


Gin 


Phe Leu 


Glu 




165 










170 






175 




Ala 


Gin Lys Ser Glu 


Gly 


Lys 


Ser 


Leu 


Pro 


Ser Ser 


Pro 


Ser Ser 


Pro 




180 








185 








190 




Ser 


Pro Pro Ala Ser 


Arg 


Lys 


Ser 


Gin 


Trp 


Lys Ser 


Pro 


Asp Ala 


Asp 




195 






200 








205 






Asp 


Asp Ser Val Ala 


Lys 


Ser 


Lys 


Pro 


Gly 


Val Gin 


Glu 


Gly Me 


Gin 




210 




215 








220 








Val 


Leu Gly Ser Leu 


Ser 


Ala 


Ser 


Ser 


Arg 


Ala Arg 


Pro 


Lys Ala 


Lys 
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225 230 
Asp G I u Asp Ser Asp Lys 1 1 e Leu Arg G I n 
245 250 
Ser Glu Asn Val Cys Thr Gin Glu Lys Leu 

260 265 
Ala Gin Ala Ser Ser Arg Asn Ser Lys Lys 

275 280 
Glu Leu Lys Leu Ala Arg Leu Arg Gin Leu 

290 295 
Glu Ser Asp Thr Asp Ser Asn Asn Ser Glu 
305 310 
Val Arg Lys Ala Asp Arg Pro Arg Pro Gin 
325 330 
Glu Ser Met Asp Ser Ala Glu Ser Leu His 

340 345 
Thr Leu Ala Ser Gly Gly Arg Arg Phe Pro 

355 360 
Lys Ser Leu Asp Gly His Ser Pro Ser Pro 

370 375 
Pro Asp Leu Glu Ser Gin Tyr Pro Gly Ser 
385 390 
Gin Pro Ser Gly Asp Pro Gin Gin Pro Ser 
405 410 
Gin Lys Val Ala Thr Ser Pro Lys Ser Ala 

420 425 
Lys Arg Arg Thr Ser Gin Asn Leu Lys Leu 

435 440 
Pro Val Val Gin Met Glu Gin Pro Ser Leu 

450 455 
Asp Lys Asp Lys Gly Arg Thr Leu Gin Arg 
465 470 
Ser Gly Asp Gin Leu Lys Arg Pro Phe Gly 
485 490 
Glu Thr Leu Ser Gly Asn Gin Asn Asn Asn 

500 505 
Asn Gin Leu Lys Thr Ser Thr Leu Pro Leu 

515 520 
Thr Asp Ala Lys Gly Asn Pro Ala Ser Ser 

530 535 
Lys Ala Glu Met Tyr Ser Ser Cys 1 1 e Asn 
545 550 
Me Glu Glu His Leu Cys Asn Asp Thr Arg 
565 570 
Lys Met Lys Lys Ser Tyr Ser 1 1 e Lys H i s 

580 585 
Lys Glu Leu Phe Leu 
595 



235 

Leu Leu 

Ser Leu 

Me Pro 

Met Gin 
300 
Asp Pro 
315 

Pro I le 

Leu Met 

Phe Ser 

Thr Ser 
380 
Gly Ser 
395 

Pro Asp 

Leu Lys 

Arg Val 

Glu Leu 
460 
Thr Ser 
475 

Ala Phe 

Asn Asn 

Thr Ser 

Ala Ser 
540 
Leu Ser 
555 

His Asn 



240 

G I y Lys Glu Me 
255 

Glu Phe Gin Asp 
270 

Leu Glu Lys Arg 
285 

Arg Ser Leu Ser 

Lys Thr Thr Pro 
320 

Val Glu Ser Val 
335 

1 1 e Lys Lys H i s 
350 

I le Lys Ala Ser 
365 

Glu Ser Ser Glu 

I le Pro Pro Asn 
400 

Ser Thr Ala Ala 
415 

Ser Pro Ser Ser 
430 

Thr Phe Glu Glu 
445 

Asn Gly Glu Lys 

Thr Ser Asn Glu 
480 

Arg Ser 1 1 e Met 
495 

Tyr Gin Ala Ala 
510 

Leu Gly Arg Lys 
525 

Lys Gly Lys Asn 



Ser Asn Met Leu 
560 

Asp 1 1 e Asn Arg 
575 

I le Ala Glu Pro Glu Ser 
590 
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<210> 12030 
<211> 2786 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (123). . (1634) 



<400> 12030 

atgagagaga tgttgttgca cagcaggaat 
cagcatctcg gcttgoactc actgatatat 
gaatgtcagc ttgcttctgt cttgcaaaga 
gaccaccagc catgaagtca ctcttcacta 
ttgtgaaaac aaacaacttt aagagctttc 
ttgcaatggc tttattaaga gatgttcata 
ttttagactt aatcaagtac aatgacaaca 
gtgcagaaat gattgatgcc ctggccaact 
aagttagaac tttggataac ttaaatcctg 
gatttttgaa tatggaaaaa cttcttccga 
tgagagccat acgggtactt cagaagaacg 
aatcttatgc tgaatatggo cactttgtgg 
ttgattatac taaagtggac agaagttatg 
agaatgaccc tgtaccctat gtaaggcata 
catttactaa gaacatggag tctcccttat 
aacttatgaa ttotggtact toaoatgact 
acttcacact ttttggcctc agtagacctt 
ttottaatct aaaggagaaa aaagctgtct 
caggcaacca agaagctgca aataatccaa 
accctttttc cagttotcaa gatgaggagg 
aggccttcat ttcccatcat ttaaacatgc 
aatatcggcc agctagotcc cgatctgctt 
gcacacccac cacaaaaccc cagtggagtt 
aacaagcacc tttggagatg agtatgcatc 
ctaaggaatc tacagcctco aaacacagtg 
agaaaaagaa gaagaagcat aaacataagc 
aaaaggacaa ggagccttto actttctcca 
cttccctttc agactgagaa ggggacaaaa 
atgtaactaa agotttgtco tctgtgaaga 
otctcctaoa gaaattctga attcatttaa 
cagttgggat ctaattagga aaatgtgttt 
gtttcctccc caaaacacao acacagagca 
ctggcagtco ocgttcgcat catggtctcc 
aagcctttgg tggatgttat ggggcaaagt 
tgtggtgcaa ccactatctc cagtgaaata 
gacagtggct tttctacagt actcttcctt 
taagcatcag aacttatgaa caaagaatat 



ccattttggo tttggaaaaa ttccctactc 60 
tagaaoaaga gcagtgttto tacagagtaa 120 
ttgcaaattc aatggtgagc acatggacag 180 
ggatgttttg ttgtaaaagt tgtccaaaca 240 
aaagctattt totacagaag actacgccag 300 
atctttgtcc taaagaagtc ttaacattta 360 
ggaaaaataa gttttcagat aactattato 420 
ctgttaoacc tgoagtcagt gtgaataatg 480 
atgtgcgact cattcttgaa gaaatcacca 540 
gttacaggca taccatcact gtcagttgtt 600 
gacatgtgcc aagtgatcca gctcttttta 660 
acattaggat agoagctttg gaagcagttg 720 
aagaactgca atggctactt aatatgattc 780 
agattctcaa catgttgact aagaacccac 840 
gcaatgaagc octggtagat caactttgga 900 
ggaggttacg gtgtggtgct gtggacttgt 960 
cctgtttacc cttgccagag cttgggttgg 1020 
tgaatcctac cataattcca gagtoagtag 1080 
gcagtcaccc acagctagtt ggatttcaga 1140 
agattgatat ggatactgtt catgatagcc 1200 
ttgaaaggcc gtcaactcca gggctctcga 1260 
taatacccca gcactoagca ggctgtgaca 1320 
tggaacttgc acggaaggga acaggtaaag 1380 
cagcggcaag cgctccactc tcagtcttta 1440 
accaccatca ocaccatoac catgagoaca 1500 
acaaacacaa goataagcat gacagtaaag 1560 
gccctgccag tggcaggtct attcgttctc 1620 
agacctttcc tttcatgtcc agaagaatgt 1680 
attataaaag ggagggggga aaggattcgc 1740 
gttctaagca tttgatttat gttatttata 1800 
tgtagttctg gataaactat ttcatccgct 1860 
aactccottt cataaaagoo ctcatatcca 1920 
atgtgtaccg ccaaagtcaa ttatgtttga 1980 
tatgatttac acagaagcga ctgcoaaatc 2040 
ttgtataaoa ccatttggaa ctactgaaaa 2100 
attgcaccat ttttgtatta acgtagaaac 2160 
gttatttttc cttttgctct aaaatactga 2220 
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gatttgggga agcaattctt ttttaaaaaa 
tcggcggtta cgatgttgga atttagcaga 
agatgtttaa attataagtt tttttgtttt 
atatgtaaaa tatgttttgc ttaatgtgga 
aaaattattt ctatatgaca caaagtatga 
ttattaacct ggaaatagac aatttggctc 
atattttgat ttctttatat ggtggtgtgt 
tatttgttta agaatatttt ttatatctgt 
aagtttgaca aaaatacttg aatcttggac 
tgtttaataa ataacttttt aagttg 



attttgaata actatctttt gataacacat 2280 
actatcaaat ccaaaattat tttcaaatca 2340 
gttttccagt aagtataaat gaaaatattc 2400 
caatttacac acccaacaca tactgtttcc 2460 
tacctttaaa aaggtgagct tatatattgt 2520 
tcataccata agcatttaaa aacatatgaa 2580 
ttttatttct gaattttcca tgtgctttaa 2640 
tcaattttta tcattcccct taccattaga 2700 
ctctaaatat acttttagtt gtgtttaact 2760 

2786 



<210> 12031 
<211> 504 
<212> PRT 

<213> Homo sapiens 



<400> 12031 



MGl 


oer A 1 a uys rne 


oys 


Leu 


A 1 4 

A 1 a 


Lys 


1 1 A 

\ 1 e 


Ala Asn 


oer 


Ua-4- Wa I 

Met va I 


ber 


1 


D 










1 n 
lU 






1 o 




1 nr 


1 rp inr uiy rro 


rro 


A 1 A 

A 1 a 


Ua-4- 

Met 


Lys 


ber 


Leu rne 


1 nr 


Av-n- Ua4- 

Arg Met 


rne 




20 








25 








30 




Cys 


Cys Lys Ser Cys 


Pro 


Asn 


1 le 


Val 


Lys 


Thr Asn 


Asn 


Phe Lys 


Ser 




35 






40 








45 






Phe 


Gin Ser Tyr Phe 


Leu 


Gin 


Lys 


Thr 


Thr 


Pro Val 


Ala 


Met Ala 


Leu 




50 




55 








60 








Leu 


Arg Asp Val His 


Asn 


Leu 


Cys 


Pro 


Lys 


Glu Val 


Leu 


Thr Phe 


1 le 


65 




70 










75 






80 


Leu 


Asp Leu 1 1 e Lys 


Tyr 


Asn 


Asp 


Asn 


Arg 


Lys Asn 


Lys 


Phe Ser 


Asp 




85 










90 






95 




Asn 


Tyr Tyr Arg Ala 


Glu 


Met 


1 le 


Asp 


Ala 


Leu Ala 


Asn 


Ser Val 


Thr 




100 








105 








110 




Pro 


Ala Val Ser Val 


Asn 


Asn 


Glu 


Val 


Arg 


Thr Leu 


Asp 


Asn Leu 


Asn 




115 






120 








125 






Pro 


Asp Val Arg Leu 


1 le 


Leu 


Glu 


Glu 


1 le 


Thr Arg 


Phe 


Leu Asn 


Met 




130 




135 








140 








Glu 


Lys Leu Leu Pro 


Ser 


Tyr 


Arg 


His 


Thr 


1 le Thr 


Val 


Ser Cys 


Leu 


145 




150 










155 






160 


Arg 


Ala 1 le Arg Val 


Leu 


Gin 


Lys 


Asn 


Gly 


His Val 


Pro 


Ser Asp 


Pro 




165 










170 






175 




Ala 


Leu Phe Lys Ser 


Tyr 


Ala 


Glu 


Tyr 


Gly 


His Phe 


Val 


Asp 1 1 e 


Arg 




180 








185 








190 




1 le 


Ala Ala Leu Glu 


Ala 


Val 


Val 


Asp 


Tyr 


Thr Lys 


Val 


Asp Arg 


Ser 




195 






200 








205 






Tyr 


Glu Glu Leu Gin 


Trp 


Leu 


Leu 


Asn 


Met 


1 le Gin 


Asn 


Asp Pro 


Val 




210 




215 








220 








Pro 


Tyr Vai Arg His 


Lys 


1 le 


Leu 


Asn 


Met 


Leu Thr 


Lys 


Asn Pro 


Pro 


225 




230 










235 






240 



-5621/13211- 



rne 


1 nr 


Lys 


Asn 


me L 


ft 1 1 1 
la 1 u 


oer 


rro 










Z'fO 








1 n 

u 1 n 


Leu 


Tr-rk 

1 rp 


Lys 


Leu 


Mex 


Asn 


oer 








zou 










Arg 


oys 


ft 1 \r 

u 1 y 


A 1 o 

A 1 a 


va 1 


Asp 


Leu 


lyr 






£.lO 










ZoU 


rrO 


oer 


uys 


Leu 


rro 


Leu 


rro 


ft 1 1 1 
la 1 U 




zyu 










zyo 




u 1 U 


Lys 


Lys 


A 1 a 


va 1 


Leu 


Asn 


rro 












O 1 u 






13 1 y 


Asn 


ft 1 n 

u 1 n 


ft 1 1 1 

u 1 U 


A 1 o 

A 1 a 


A 1 o 

A 1 a 


Asn 


Asn 










pzo 








ft 1 \# 

u 1 y 


rne 


ft 1 n 

la 1 n 


Asn 


rro 


rne 


oer 


oer 


















Mex 


Asp 


1 nr 


va 1 


n 1 S 


Asp 


oer 


ft 1 n 

la 1 n 






IRC 
ODD 










oOU 


nie L 


Leu 


ft 1 1 1 
la 1 U 


Arg 


rro 


oer 


1 nr 


rro 




o /u 










O /O 




oer 


oer 


. 

Arg 


oer 


A 1 o 

A 1 a 


Leu 


1 1 a 

1 1 e 


rro 


















1 nr 


rro 


1 nr 


1 nr 


Lys 


rro 


ft 1 r\ 

la 1 n 


irp 










HUD 








1 nr 


la 1 y 


Lys 


ft 1 1 1 

U 1 u 


ft 1 n 

la 1 n 


A 1 o 

A 1 a 


rro 


Leu 


















Ser 


Ala 


Pro 


Leu 


Ser 


Val 


Pile 


Thr 






435 










440 


Ser 


Asp 


His 


His 


His 


His 


His 


His 




450 










455 




Lys 


His 


Lys 


His 


Lys 


His 


Lys 


His 


465 










470 






Lys 


Asp 


Lys 


Glu 


Pro 


Phe 


Thr 


Phe 










485 








1 le 


Arg 


Ser 


Pro 


Ser 


Leu 


Ser 


Asp 



500 



Leu 


uys 


Asn 


ft 1 1 1 
la 1 u 


A 1 o 

A 1 a 


1 ai 1 Wo 1 

Leu va 1 


Asp 




zou 








zoo 




ft 1 %/ 
la 1 y 


1 nr 


oer 


M i o 

n 1 s 


Asp 


Trp Arg 


Leu 


Z09 










97n 
z /u 




Pho 

rne 


1 nr 


Leu 


Phe 


ft 1 \f 
la 1 y 


Leu Ser 


Arg 










ZoO 






Leu 


ft 1 \/ 
la 1 y 


Leu 


Val 


Leu 


Asn Leu 


Lys 








300 








1 nr 


1 1 a 

1 1 e 


1 le 


Pro 


ft 1 1 1 
la 1 U 


oer va i 


A 1 o 

A 1 a 






315 








i9n 
ozu 


rro 


oer 


Ser 


His 


rro 


ft 1 n 1 Ai 1 

la 1 n Leu 


Uo 1 

va 1 




ooU 








ooo 




oer 


ft 1 n 

la 1 n 


Asp Glu 


ft 1 1 1 
la 1 U 


ft 1 1 1 1 1 A 

la 1 u lie 


Asp 


OHO 










oOU 




A 1 4 

A 1 a 


rne 


1 le 


Ser 


n 1 S 


kl ; 1 Ai 1 
n 1 S Leu 


Asn 










ooo 






ft 1 \# 
la 1 y 


Leu 


Ser Lys 


Tyr 


Arg Pro 


A 1 o 

A 1 a 








380 








ft 1 n 

la 1 n 


n I s 


Ser 


Ala 


ft 1 \f 
la 1 y 


Cys Asp 


Ca»^ 

oer 




■ 


395 








Ann 


oer 


Leu 


Glu 


Leu 


A 1 n 

A 1 a 


Arg Lys 


ft 1 »/ 
la 1 y 




H 1 U 








H 1 O 




la 1 U 


Met 


Ser 


Met 


H 1 S 


rro Ala 


Ala 


425 










430 




Lys 


Glu 


Ser 


Thr 


Ala 


Ser Lys 


His 










445 






His 


Glu 


His 


Lys 


Lys 


Lys Lys 


Lys 








460 








Lys 


His 


Lys 


His 


Asp 


Ser Lys 


Glu 






475 








480 


Ser 


Ser 


Pro 


Ala 


Ser 


Gly Arg 


Ser 




490 








495 





<210> 12032 
<211> 3405 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (289) . . (738) 

<400> 12032 

gtgcaatttg tagaggotgc agcaoacgag agtgaacagc agaaagaggo ttottggaaa 60 
cataaccagg aattgcgaaa agccttgcag cagctacaag aagtattgca gaataagagc 120 
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caacagcttc gtgcctggga ggctgaaaaa 
atccagcacc taaaccatag tctgagtcac 
ctcctacagt atcgagataa ctcagacaaa 
aaacttcgcc agcgaatacg tgataaagct 
ttctctgctc tagaagagaa agaaaaagaa 
cgagatcatg acctagagag actgcgcgat 
actatggaga gtctcctgag ggccaaaggc 
caaaacctcc agtggctgaa agaagaaatg 
caagagagta tcattcagca gttacagacg 
gatcttagtg caacattgct ctgcaaactt 
ctgtgccagc gtctacagtg aaaggaaagg 
aaacaagtgc tggaacatga aatggagatt 
gagcaggaaa gccaagctgc tgcagagaag 
gaattacagg ccctgcacca atatttagga 
atctctaacc aacaagctga agttaccccc 
ggttcaatgc agataccttc cagagatgat 
agcataccca gatccacatt aggagacttg 
agtaatgcca aagaggaact tgaactcatg 
ccctcaaaca tgggagaaaa agtttcagca 
acccttaaag ctgccataat ggaagaagac 
ggggaagaaa caaaacccct gtgtggcaga 
tccgtcgaat tccttacgga gataaggtgc 
cactgagttc actgacagta ttgaggagga 
tcagtgtcag ggtctgggac ttccagggtg 
gtctcctgca gcccttgcgg acttagtgag 
gtcatctacc tgttctcctt gaacttccca 
tttttctctc caatccaccc tttggtttgt 
ctcctaccca cctttgcccc tatttattct 
ttgcaagacg atggacacat tccccttggg 
cagggagtca tcgaagggct gctcggggag 
aactccaaga agattggaat gcttccaaag 
acaaagagaa ccttatgcaa cctgacaaac 
agatggtact tcaacagcaa tcccctgtca 
tccacccacc atcagtgaag atgtaactag 
agagattaag tcaccaatag tgatctcaca 
actttgtcca tgccatttag caatctcatc 
ggagaaagtg aatcattggt agatatcctg 
ttcttggggc tattaggaaa attaaacaag 
cttctgcata agaaaaagaa gagacatcga 
tcctcaaatc ttttgggatt tggcacttgg 
attctcaaca gtttctttgt agtagtagga 
ttgctatagc tgtacccgac cttcccttct 
ccttttgctt gaacagcttc tcctgagtcc 
tacatctctg tccctccaga cagatccctc 
ttgggtgaga gagagggacc tgcaggatga 
ggaggttggc tggtcactga tggttataat 
atgaacagga gacacagatg tgaagaaagt 
gtattgcaag tcatttgctc taattctcaa 



tacaatgaga ttcgaaccca ggaacaaaac 180 
aaggagcagt tgcttcagga atttcgggag 240 
acccttgaag caaatgaaat gttgcttgag 300 
gttgctctgg agcgggctat agatgaaaaa 360 
ctgcgccagc ttcgtcttgc tgtgagagag 420 
gtcctctcct ccaatgaagc tactatgcaa 480 
ctggaagtgg aacagttatc tactacctgt 540 
gaaaccaaat ttagccgttg gcagaaggaa 600 
tctcttcatg ataggaacaa agaagtggag 660 
ggaccagggc agagtgagat agcagaggag 720 
atgctgcagg accttctaag tgatcgaaat 780 
caaggcctgc ttcagtctgt gagcaccagg 840 
ttggtgcaag ccttaatgga aagaaattca 900 
gggagagact ccctgatgtc ccaagcacac 960 
actggccgtc ttggaaaaca gactgatcaa 1020 
agcacttcat tgactgccaa agaggatgtc 1080 
gacgcagttg cagggctgga aaaagaactg 1140 
gctaaaaaag aaagagaaag tcagctttac 1200 
ttttaattca aattggtaaa aggctgagca 1260 
tgtgagctag cttaaaaaag agagaatgaa 1320 
gtgtcgagat gagatgagca tttatttgtc 1380 
agctgcaggg gatgacaccg aagatacaag 1440 
ggctgcacac catagtcacc agcaagtaag 1500 
gacagcacac agcccttctg aggtctgata 1 560 
aagatatctt tttacataaa ctacttctca 1620 
gctgcctttc caacccatat cttcactcca 1680 
attgtatctc tttcttctgc ttccttcccc 1740 
ctgtagctat agcttcagaa gcatttttac 1800 
ctttttgtaa ctgaaatgca tcacagaaga 1860 
gtggcagggc ggaggaactg cttgggaaga 1920 
caagaatctt tctcagtgaa atctcattat 1980 
cactgaggtc atggtgactc agtgatcagc 2040 
aacctcagaa cttgaggctg aaacattgct 2100 
catgttacaa gagtgaataa tctggacttc 2160 
agtactcacc ggaactccta taatgtctcc 2220 
tcctaaatgg actgtgccta tgattcttaa 2280 
cacaagcagc tggactttcc agtaatagct 2340 
aaatgaggct ttctgggtct gcctgtatgt 2400 
atcaaccaat aagaagagcc caaataagca 2460 
ggacatgagt agttgtctgg gatacgtcat 2520 
tcaccttctt ataataggat caccttcttg 2580 
cccttgagtg cttgcatgag ctccactttt 2640 
tccttaccga tggttgtgac tttaattata 2700 
tgtcctcact ctctgatttc attgaggatc 2760 
acaaatgtct actctaagac agctagattg 2820 
gactgtggga caggattaac ttcagaataa 2880 
ttctgattga tatggtctga agtactcctg 2940 
ttgtaggcaa actgatttgt aaatttgctt 3000 
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cttcagcctt ctttcctgta gcctagcatg 
gtcagcctac actggaatga actttttaca 
tgccacatta cttggcatag gagagatgct 
atcagggctt gactcatgat agacaaagta 
cgagcaccat ttttctttcc atcacctttc 
aggaatcttg gtgtatgaaa tcattgcaaa 
gtgactctcc tgctaccaat taaataaagc 



gagaatctga ccagacccca ttttgagaag 3060 
ttagggcatt tgtatttccc tcacaatact 3120 
tagtgtaatt atgagttaac aagcctttgg 3180 
tatgcctgct ggatggaaga atctcttggg 3240 
cttgaaaata tatcttcagc tttgggtagg 3300 
tttacttcat cttttctgga gtttgaagtt 3360 
ttactttgcc ataac 3405 



<210> 12033 
<211> 150 
<212> PRT 

<213> Homo sapiens 



<400> 12033 
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<210> 12034 
<211> 2741 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (113). . (1204) 
<400> 12034 

gttttggcgt tcagttatat ttcacaacca ccttgattat ttagctaaaa atggttatga 60 
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atatgaagag agcactaaaa atcaagcaac 
gcttgcgctt tcttgtaaac tggagcgaga 
gactcaaaat gctgtgaatt tagccattaa 
ggctcaaaaa ctaagtgaac tggctgtaga 
ggaagaggaa gaagaagaag aagatttcag 
tgctacagag tggagccaac caaggttcag 
tggagaagct gatgatgaag aaaaaccaga 
caaaagtaca aattcctctg atgtttcagc 
aggacgagta aatcccttta aggtatcagc 
ttcagcacgt tcaactaata ttttagacaa 
acttagtcga actacaaata atgaaaagtc 
gaagcctaag caggcatctg cagcatccta 
aactgaggaa gtgaaagaag aaaatcttaa 
tcctcctcaa aacactgaaa accaaaggcc 
aaatagaagt aatattttgt ctgacaatcc 
agaaggaatg attcgattta gagcattgtc 
agccaaagga gaaacggcaa gtgaaggaac 
tgaaagtgat gaaacagaaa accaggaaga 
aaagcagaga cctttagatt tttctacaaa 
ggagtaaagg aagaaagtga ccctagggaa 
tatagactcg agtctttggg aaactcatta 
ctgtttgtct ttataagata atgtagtaat 
aaaactatca tctttgcaga ttactctgcc 
gtgattgtaa ttactgagtt gaagctccaa 
aatcattaaa gccaaggtat taaaaccttt 
atttggtttt tgtcatgtgc aaggaaggac 
gacttctcta tatgtttcta ctagacctag 
aaacatgtaa ataatcttgt aggtgagact 
tggctttcag ttgtctgttt gtatagcctg 
tttgtatatt tggcttgata tggtcttaat 
agaaaatata tatttactac cataatttct 
cacagtagag aagaactgaa gacactgctg 
ctcttggtgg gatactctga ttatcagcat 
ggcctgagaa gagagcaaag ttatggaaag 
aaggtttaat catgtcatac atttttggtt 
acataaaggc agtgtactgg gggtgggagg 
tcaaaattga ggatagttaa taggttgaaa 
aatgaaccaa gaatattcct tatctggtgg 
attttttaat tagtagctgc tatcagagac 
ccaaagccag attacctagg ttcggagacc 
catgttgggc cggtgaccca aattctagcc 
tgatagtacc tactttatag gttgttatga 
tgacacatag taatctttta tataaatgtt 
ggttatttca tcttgctttg tcattaggtt 
atttcaagat cttaagtaaa ggtttattta 



aaaagagcaa caggaacttt taatgaaaat 120 
attccgttgt gtggaacttg ctgatctaat 180 
atatgcttct cgctctcgga aattaatact 240 
gaaggcagcc gaattgacag caacccaggt 300 
aaaaaagctg aatgctggtt acagcaatac 360 
aaatcaagtt gaagaagatg ctgaggacag 420 
aatacataag cctggacaga actcgttttc 480 
taagtcaggt gcagttacct ttagcagcca 540 
cagttccaaa gaaccagcca tgtcaatgaa 600 
tatgggcaaa tcatccaaga aatccactgc 660 
tcccattata aagcctctga ttccaaagcc 720 
tttccagaaa agaaattctc aaactaataa 780 
aaatgtatta tctgaaaccc cagctatatg 840 
aaagaccggg ttccagatgt ggttagaaga 900 
tgacttttca gatgaagcag acataataaa 960 
aactgaagaa agaaaggtgt gggctaacaa 1020 
tgaagcaaag aagcgaaaac gtgtggttga 1080 
aaaagcaaaa aagaacctga atttgtctaa 1140 
tcagaaacta tcagcttttg catttaagca 1200 
gtaatggatt tttttttact catctttgaa 1260 
tatatatatt ttttaaagag tttgaagcaa 1320 
tatattggtg taggtaacag gacatatgta 1380 
tccaaatgca gggcctttca gagatgcatt 1440 
ccaatttgaa tttgtttctt aaccttgaaa 1500 
gtgcattaat accttctagg ggtttggttc 1560 
aatagtcctc tttccaagtg tgttagcata 1620 
gggatgacgt cttttaataa tactggccct 1680 
ttttcttttg tgtttcggaa atttcctatg 1740 
gatttttttg aggtaaatga aactttctca 1800 
attatctttc , cacgaaatgg atatatttct 1860 
accaccaccc ccattttgct ctgcattata 1920 
tgacagtatt gcagtccaag gcatcatgtg 1980 
caacagtact ttactgagca agactttgaa 2040 
tatttaactc ttattttata ttgaacaaac 2100 
ttctaagcag agactaatac aaatgcagcc 2160 
gaaggaaaca atcacataaa atcagctgac 2220 
gggaaaaagt atgttgaaaa tttagacata 2280 
tgattaaagt taggaaaaca tacatttttt 2340 
attatagcac agtggttatg agcacagatt 2400 
cgcttctcta cctactacta atagttgggt 2460 
ttcattcact catctgtaaa atggatataa 2520 
gaattgaatg aaatgaaagc ccttagtttc 2580 
agttactatt ctgataatga tgatgctgtt 2640 
tgattctgaa tactatacaa actaattttg 2700 
tagtacattg g 2741 



<210> 12035 
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1 1 e 
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1 /o 
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1 nr 
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1 nr Asn 


Asn 
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1 on 
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Asn 
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1 Al 1 ■»— 
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1 nr rro 






235 






240 


Glu 


Asn 


Gin 


Arg Pro 


Lys 


Thr Gly 




250 








255 


Arg 


Ser 


Asn 


1 1 e Leu 


Ser 


Asp Asn 


265 








270 




1 le 


1 le 


Lys 


Glu Gly 


Met 


1 1 e Arg 








285 






Arg 


Lys 


Val 


Trp Ala 


Asn 


Lys Ala 








300 






Thr 


Glu 


Ala 


Lys Lys 


Arg 


Lys Arg 






315 






320 


Glu 


Asn 


Gin 


Glu Glu 


Lys 


Ala Lys 




330 








335 


Gin 


Arg 


Pro 


Leu Asp 


Phe 


Ser Thr 
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340 345 350 

Asn Gin Lys Leu Ser Ala Phe Ala Phe Lys Gin Glu 
355 360 



<210> 12036 
<211> 3436 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (235). . (1659) 
<400> 12036 

ccactaoctc tagactgcoo tooogggotg gcgtcocacg gagtctcagc cgcgcaocoo 60 
ttcctcgcgt tacoctcctt ccggacagca coccctccct tctccggtag ctcctacccc 120 
tgcctgtgcg ggcctcgtoc ccgcgcccag coctcggtgc tgcotoogao agogcogcgc 180 
tctctcagoc gccoooctgc ccotogggcc occctctctg ctgcccctgg cgccatggcg 240 
tgcagcctca aggacgagct gctgtgctcc atctgcctga gcatctacoa ggaoooggtg 300 
agcctgggct gcgagcacta cttctgoogo cgctgcatca cggagcaotg ggtgcggcag 360 
gaggcgcagg gcgcccgcga ctgcccogag tgccggcgca cgttcgccga gcccgcgctg 420 
gcgcccagcc tcaagotggc caacatcgtg gagcgotaca gctccttccc gctggacgcc 480 
atootoaacg ogcgccgcgc cgcgcgaccc tgccaggcgc acgacaaggt caagotcctc 540 
tgcctcacgg accgcgcgct totctgcttc ttctgcgacg agcotgoact gcacgagoag 600 
catoaggtca ccggcatoga cgacgccttc gacgagctgo agagggagct gaaggaccaa 660 
cttcaggccc ttcaagacag cgagcgggaa cacaccgaag cgctgcagct gctcaagcga 720 
caactggcgg agaocaagto ttocaccaag agcctgcgga ocaotatcgg cgaggccttc 780 
gagcggotgo accggctgct gcgtgaacgc cagaaggcca tgctagagga gctggaggcg 840 
gacacggccc gcacgctgac cgacatcgag cagaaagtoc agcgctacag coagcagctg 900 
cgcaaggtcc aggagggagc coagatcctg caggagcggc tggctgaaac cgaccggcac 960 
accttcctgg ctggggtggc ctcactgtcc gagcggctca agggaaaaat ccatgagacc 1020 
aacctcacat atgaagactt cocgaoGtcc aagtacacag gcccootgca gtaoacoatc 1080 
tggaagtccc tgttccagga catccaccca gtgccagccg ccctaaccct ggacccgggc 1140 
acagoccacc agcgcctgat cctgtoggac gactgoaoca ttgtggctta oggcaacttg 1200 
oacccacagc cactgcagga ctcgccaaag cgcttcgatg tggaggtgtc ggtgctgggt 1260 
tctgaagcct tcagtagtgg cgtccactac tgggaggtgg tggtggcgga gaagaocoag 1320 
tgggtgatog ggctggoaoa cgaagccgca agccgcaagg gcagcatoca gatccagcco 1380 
agccgcggct tctactgcat cgtgatgcac gatggcaaco agtacagcgc ctgcacggag 1440 
ccctggacgc ggottaacgt ccgggaoaag cttgacaagg tgggtgtctt cotggactat 1500 
gaccaaggct tgctcatctt ctacaatgct gatgacatgt cctggctcta caccttccgc 1560 
gagaagttcc ctggcaagct ctgctcttao ttcagccctg gooagagcca cgccaatggo 1620 
aagaacgttc agccgctgcg gatcaacacc gtoctcatot agtccaggca gaaggagacc 1680 
acaacctoct gggaccactg ocacctgcaa gagccotgcc oaggagatag aagaoctgga 1740 
otocagcoca ccgtggccao tggagacctc aggccagttg tttaccctcc agcctccagt 1800 
ctgtaaaatg gaggttgcat tccctactto ctaaaotctc ttccagcato gatgttctgt 1860 
agctctgacc ttgataggga tacagctttg atccaaggat gtgaoatggc ttctcctcag 1920 
ggcaacccct goccaaccct catccccato ttctcagggg caggggacta cottccagtg 1980 
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tctccctcca gcccagccct gacctcagga agtgtcagag catggccagt agttggcagc 2040 
ccgaaagaca cacagcaccc tcttatgtcc catggcctaa gacttacccc tgaccaagct 2100 
agtgatgggc catttaccct tgaccccagt ccacagtggt cacaggtagt acctggtcct 2160 
agggttgcct gagagccaac ctctcctgcc acccccacac caagaactat atggttccta 2220 
cttctcccac tgatctgctg gtcagtgatg atgctgtggc ctgtggaagg cacctggtag 2280 
ttgagtccac acattatagt catgtgccac caccttcctg cccacaggcc gagggacagg 2340 
gtgagggtat acccaaagct gatgcagagc ccattagcct aaaagcaact gcaggacaag 2400 
cctccctgga tgatcgaggt ccccagtagc tctgaacaag agtccagcca accctcttca 2460 
gccaggcctc tgtgacctgc tagggtgcag gaggcttcca gaagcagttg ttgtaattag 2520 
gacccaagca ctgggagggg ctgttggcta gaccccttgt cagacttggc atctatctca 2580 
gttaggatcc tgctgcagaa aacaagagcc acttgtagct ggtttaatta gacaaggatt 2640 
tactacctgg cccctggtgg cttgcaaaat tgttggaaga gctggagaag cagactctgc 2700 
tgaatttcca ggaactccca gcgccagatt catcatgtct gttgtgacca ggaaagctgc 2760 
ccccatctgc aggaagccac tatgccagaa agctgctgac tgcagaacta ggctccctct 2820 
gccacggtcc gtgccagcca atagatgtcc tgaggcctgc ccctctccca cttcactcag 2880 
ttcccaaatc taaattttta caagagattc tgtttggggg aacttaagtc agatccagaa 2940 
ccttggctgc aagggagtct gggaaatgtc atctccctag aaggaagtta gggtgggtgg 3000 
agcaagcccc acctgcgttt ttctgccaca gcatccaatc gtgaagaact cgggagaggg 3060 
tggagtccac atctagggtt gtcctgcccc ttggctctat ccctgcccag aggtgggaac 3120 
tggaggagtg ggctgcaaga ctgagcctaa atgtctcccc ggccttgact tttctttcta 3180 
gtcctggggc ctagattctg cacttggggt ctctgacaca acacaccatc ccaaagtagc 3240 
cggaagagct aaacacaggg ggttcttaaa atggctgccc ccgccacccg ggcctccctt 3300 
gggcaaaagg aattgtcagc cctaccccaa cccttcaact accagaatct gggccacccc 3360 
agcagtattt ttatttaaaa tgttgcccat tttatgagtt atgatcaatt tgtattaaat 3420 
taaagttaca gatgtc 3436 



<210> 12037 
<211> 475 
<212> PRT 

<213> Homo sapiens 



<400> 12037 



Met 


Ala 


Cys 


Ser 


Leu 


Lys 


Asp 


Glu 


Leu 


Leu 


Cys Ser 


1 le 


Cys 


Leu 


Ser 


1 








5 










10 








15 




1 le 


Tyr 


Gin 


Asp 


Pro 


Val 


Ser 


Leu 


Gly 


Cys 


Glu His 


Tyr 


Phe 


Cys 


Arg 








20 










25 








30 






Arg 


Cys 


1 le 


Thr 


Glu 


His 


Trp 


Val 


Arg 


Gin 


Glu Ala 


Gin 


Gly 


Ala 


Arg 
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Thr 
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<210> 12038 
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<211> 3996 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (297) , . (2642) 
<400> 12038 

tgaggcaagc gcctcaggag tgcgtgaggc 
gaggaoaoag gggaagaatt ggaggaotat 
tgcagcaggt gttccaggca cctcgccggc 
agctcctggc oaattacttt gaggtggaca 
tggacatcaa gccggataag tgtccccgta 
tccagcattt caagcctcag atctttggtg 
acatttacac tgtcacagca ctgccoattg 
tccctgggga agggaaggat cgaatcttta 
gctggcgaat gctgcatgag gccctggtca 
tgcaagccct ggatgtggcc atgaggcacc 
gctocttctt ctcaccgcct gagggctact 
ggttoggctt toaccagtct gtgcgccctg 
tctcagccac tgccttttat aaggcacagc 
acatcaggaa catagatgag cagccoaagc 
ccaaggagat caagggcctg aaggtggaag 
accgcgtgtg taatgttacc cgtcgccctg 
agagtggaca gactgtggag tgcacagtgg 
agotcaagta tocccatctg ccotgcctac 
ttcccctaga ggtctgtaac attgtggctg 
accagacctc gaccatgata aaggccacag 
tcagtcgcct gatgaagaat gccagctaea 
tcaaagtgaa ggatgacatg acggaggtga 
agtacggcgg ccggaaccgg gccattgcoa 
ggaaacagtt ctacaatggg attgagatca 
aaaaacagtg tcgagaagag gtgotcaaga 
aggatgcggg gatgcctatc cagggtcaac 
acagcgtgga gcctatgttc cggcatctoa 
ttgtcatoct gcoagggaag acgocggtgt 
tcttgggaat ggctacgcag tgtgtgcagg 
ctctgtccaa cctotgcctc aagatcaatg 
tcccacacca gogctctgco gtttttcaac 
cacaocccoo agcaggggat gggaaaaaac 
atgcccaccc cagccgatac tgtgctactg 
ttgaagactt gtcctacatg gtgcgtgagc 
tcaagoctac ccgoatcatc ttctgccgag 
tactccacta tgagctactg gccattcgtg 
agcctgggat cacttatatt gtggtgcaga 
acaagaatgg gcgaattggg aagagtggta 
acatcaccca cccatttgag tttgacttot 



coaogcagaa ctcggggagc cttttatcct 60 
attcagctgc gggcgcttac ctgccccccc 120 
ctggcattgg cactgtgggg aaaccaatoa 1 80 
tocotaagat cgacgtgtac cactacgagg 240 
gagtcaacog ggaagtggtg gaatacatgg 300 
atcgcaagcc tgtgtatgat ggaaagaaga 360 
gcaacgaacg ggtogacttt gaggtgacaa 420 
aggtctccat oaagtggcta gccattgtga 480 
gcggccagat ccctgttccc ttggagtctg 540 
tggcatccat gaggtacacc Gotgtgggoo 600 
accaccGgot ggggggtggg cgogaggtot 660 
ccatgtggaa gatgatgctc aacattgatg 720 
cagtgattga gttcatgtgt gaggtgctgg 780 
cootoacgga ototoagcgc gttcgcttoa 840 
tcacccactg tggacagatg aagaggaagt 900 
ctagccatca gacattcccc ttacagctgg 960 
cacagtattt caagcagaaa tataaocttc 1020 
aagttggoca ggaacaaaag catacctacc 1080 
ggcagcgctg tattaaaaag ctgaccgaca 1140 
otagatccgc tccagacaga caggaggaga 1200 
acttagatcc otacatocag gaatttggga 1260 
cagggcgagt gctgccggcg occatcttgc 1320 
cacccaatca gggtgtctgg gacatgcggg 1380 
aagtotgggc oatogoctgo ttcgcacccc 1440 
acttcacaga ccagctgcgg aagatttcca 1500 
cttgtttctg caaatatgca cagggggcag 1560 
agaacaocta otcagggotg cagctcatta 1620 
atgctgaggt gaaacgtgtc ggagatacao 1680 
tgaagaacgt ggtcaagacc tcacctcaga 1740 
tcaaacttgg tggcattaac agcatcctag 1800 
agcoagtgat attcotggga goagatgtta 1860 
cttctatcac agcagtggta ggcagtatgg 1920 
tgcgggtaca gcgaccacgg caagagatca 1980 
tcctoatoca attctacaag tocacccgtt 2040 
atggggtgcc tgaaggocag otaocccaga 2100 
atgcctgcat caaactggaa aaggactacc 2160 
aacgccatca cacccgoott ttctgtgctg 2220 
acatcocagc tgggaocaoa gtggacacca 2280 
atctgtgcag ccacgcaggc atccagggca 2340 
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ccagccgacc atcccattac tatgttcttt gggatgacaa ccgtttcaca gcagatgagc 2400 
tccagatcct gacgtaccag ctgtgccaca cttacgtacg atgcacacgc tctgtctcta 2460 
tcccagcacc tgcctactat gcccgcctgg tggctttccg ggcacgatac cacctggtgg 2520 
acaaggagca. tgacagtgga gaggggagcc acatatcggg gcagagcaat gggcgggacc 2580 
cccaggccct ggccaaagcc gtgcaggttc accaggatac tctgcgcacc atgtacttcg 2640 
cttgaaggca gaacgctgtt acctcactgg atagaagaaa gctttccaag ccccaggagc 2700 
tgtgccaccc aaatccagag gaagcaagga ggagggaggt ggggtaggga ggagtgtagg 2760 
atgccttgtt tccttctata gaggtggtgt aagagtgggg aacagggcca gcaagacaga 2820 
ccaccagcca gaaatctctg atatcaacct catgtccccc acccctcacc ccatcttgtc 2880 
acatctggcc ctgaccccac tggaccaaaa ggggcagcac tggtgcccac catacacaca 2940 
ggtgtctcat gtgactcaca gtgctaaaga ctcatgcttg acagcttggt aaggtcaact 3000 
ctgtagccct gcagacaaaa gctggttagg tttgggtttg atactttaga tgggaaagtg 3060 
aggggcttga gaaagtgggt gggaggaggg aaggattttt taggagcctt aatcagaaaa 3120 
ggactagatt tgtttaagaa gaaaaatgaa accagaccca gatcaatatt ttaggatact 3180 
agatgtttta atgggttcag aatccagttt gtaggaagat tttttgatgg ttttggttgc 3240 
tcctccccca gctgccaccc cccaccttac ccttattcct ctctgtccac attttctgcc 3300 
ccaccttact tctcctccct gacagacatc cagcccctag taatacttaa ggcactatgg 3360 
cacttagctt tgaagtgaca cgaccctgtc ttccttccgc ccgctggtgg gtaaccagtg 3420 
ccttccctgt aacggtaatg ctgcagaact gcaacctttt gtacctttct ttggggaatg 3480 
gggtgggggt gggagaggag gtagatgggg aagaaatacc ccagacccaa caaacctcca 3540 
gccagaaagc cagctatttt gcatttgaag gaattgactt cctcattcat tgagcttttt 3600 
aaaagatcac aacctcaaga tggttaaaat ccattgacat ttgcactttc aaacatgaca 3660 
agtctcggag ctgctgagat gacaggcccc tggcctttcc acttatgcct ccttttctcc 3720 
ttattcctcc tacctcccgc cccgcccagg tctggagtta ctttcatagc atttttcact 3780 
cttggcttct tttctccctt gatggtcaag tctcttatgt ttcaatattt cttaactggg 3840 
gtgtcttata acaaaaaact cttaggtcta aaatgagaaa aaagagagaa aacaaaatgt 3900 
tatttttata ccataacttg agtgtattgc caaaatttgg aaatccttcc catgcctgat 3960 
gagtttatat cccagaaaca ttgagccatc agaatg 3996 



<210> 12039 

<211> 782 

<212> PRT 

<213> Homo sapiens 



<400> 12039 



Met 


Val 


Gin 


His 


Phe 


Lys 


Pro 


Gin 


1 le 


Phe 


Gly Asp 


Arg 


Lys Pro 


Val 


1 








5 










10 
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Tyr 


Asp Gly 


Lys 


Lys 


Asn 


1 le 


Tyr 


Thr 


Val 


Thr Ala 


Leu 


Pro Me 


Gly 








20 










25 








30 




Asn 


Glu 


Arg 


Val 


Asp 


Phe 


Glu 


Val 


Thr 


1 le 


Pro Gly 


Glu 


Gly Lys 


Asp 






35 










40 








45 






Arg 


1 le 


Phe 


Lys 


Val 


Ser 


1 le 


Lys 


Trp 


Leu 


Ala 1 le 


Val 


Ser Trp 


Arg 




50 










55 








60 








Met 


Leu 


His 


Glu 


Ala 


Leu 


Val 


Ser 


Gly 


Gin 


1 le Pro 


Val 


Pro Leu 


Glu 


65 










70 










75 






80 


Ser 


Val 


Gin 


Ala 


Leu 


Asp 


Val 


Ala 


Met 


Arg 


His Leu 


Ala 


Ser Met 


Arg 



85 90 95 
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Tyr 


Thr 


rrO 


Vd 1 


13 1 y Arg oer rne 


rne 


oer 


rro rro 13 1 U 


u 1 y 


1 yr lyr 












1 yJO 






1 1 u 




His 


Pro 


Leu 


u 1 y 


u 1 y u 1 y Arg u i u 


va 1 


Tr-n 

1 rp 


rne i3 1 y rne 


n 1 s 


ft 1 n Oav" 

u 1 n oer 






1 1 R 










1 

1 zo 






Val 


Arg 


rro 


A 1 a 


ffie L 1 rp Lys Mex 


ivie L 


Leu 


A n 1 1 A A 

Asn 1 1 e Asp 


va 1 


oer Aia 




130 






1 ii; 
1 oo 






1 An 






Thr 


Ala 


rne 


Tyr 


Lys A 1 a u 1 n rro 


va 1 


1 1 A 

1 1 e 


i3 1 u rne mex 


f^\»A 

oys 


ft 1 1 1 1 

i3 1 u va 1 


145 














1 OO 




1 fin 


Leu Asp 


1 1 e 


Arg 


Asn 1 1 e Asp 13 1 u 


13 1 n 


rro 


Lys rro Leu 


1 nr 


Asp Ser 










1 OO 




1 /u 






1 /o 


Gin Arg 


Vd 1 


Arg 


rne i nr Lys u i u 


1 1 e 


Lys 


\3 1 y Leu Lys 


va 1 


ft 1 1 1 Ma I 

i3 1 u va 1 








1 ftn 

1 OU 




1 PE^ 
1 OO 






1 on 




Thr 


His 




u 1 y 


13 1 n Me L Lys Arg 


Lys 


Tyr 


Arg va 1 oys 


Asn 


va 1 1 nr 






1 QR 




200 






9nt; 
zuo 






Arg Arg 


rro 


A 1 a 


Ser His Gin Thr 


Phe 


rro 


Leu 13 1 n Leu 


13 1 u 


ft 1 

oer i3 1 y 




210 






215 






zzu 






Gin 


Thr 


va 1 


1? 1 1 1 

U 1 u 


Cys Thr Val Ala 


Gin 


Tyr 


rne Lys uin 


Lys 


Tyr Asn 


225 








230 






zoo 




zw 


Leu 


Gin 


Leu 


Lys 


Tyr Pro His Leu 


Pro 


uys 


Leu 13 1 n va i 


13 1 y 


ft 1 n ft 1 1 1 

i3 1 n 13 1 u 










245 




zou 






zoo 


Gin 


Lys 


n 1 s 


1 nr 


Tyr Leu Pro Leu 


Glu 


va 1 


oys Asn 1 1 e 


va 1 


A 1 4 ft 1 

Ala u 1 y 








ZuU 




265 






97n 
z /u 




Gin Arg 


uys 


1 1 e 


Lys Lys Leu Thr Asp 


Asn 


lam inr ocr 


1 nr 


Ma-I- 1 1 A 

mex 1 1 e 






z /o 




280 






ZoO 






Lys 


Ala 


1 nr 


A 1 4 

A 1 a 


Arg Ser Ala Pro Asp 


Arg 


Alr\ ^lii /^Iti 

bin 13 J u u 1 u 


1 1 e 


oer Arg 




290 






295 






9nn 
ouu 






Leu 


Met 


Lys 


Asn 


Ala Ser Tyr Asn Leu 


Asp 


Pro Tyr 1 1 e 


i3 1 n 


ft 1 • 1 DUa 

i3 1 u rhe 


305 








310 






O 1 o 




99n 

oZU 


Gly 


1 le 


Lys 


va 1 


Lys Asp Asp Met Thr 


^ 1 1 1 

13 1 U 


va 1 inr uiy 


Arg 


\/o 1 1 Al 1 

va 1 Leu 










325 




OoU 






ooO 


Pro 


Ala 


rr O 


1 1 e 


Leu Gin Tyr Gly Gly 


Arg 


Asn Arg Aia 


1 1 e 


A 1 A TKr- 

A 1 a 1 nr 












345 






OOU 




Pro 


Asn 


u 1 n 


u 1 y 


Val Trp Asp Met Arg 


fx 1 \i 
i3 1 y 


Lys 13 1 n rne 


Tyr 


A A A ft 1 

Asn i3iy 










360 






OOO 






1 le 


Glu 


1 1 e 


Lys 


Val Trp Ala 1 le 


Ala 


oys 


rne A 1 a rro 


13 1 n 


1 \tA ft 1 n 

Lys 13 1 n 




370 






375 












Cys Arg 


U 1 u 


u 1 U 


Val Leu Lys Asn Phe 


1 nr 


Asp 13 1 n Leu 


Arg 


Lys 1 1 e 


385 








390 






oaO 




Af\f\ 


Ser 


Lys 


Asp 


A 1 'a 

A 1 a 


Gly Met Pro 1 le 


Gin 


u 1 y 


u 1 n rro oys 


rne 


Gys Lys 










405 




410 






415 


Tyr Ala 


Gin 


Gly 


Ala Asp Ser Val 


Glu 


Pro 


Met Phe Arg 


His 


Leu Lys 








420 




425 






430 




Asn 


Thr 


Tyr 


Ser 


Gly Leu Gin Leu 


1 le 


1 le 


Val 1 le Leu 


Pro 


Gly Lys 






435 




440 






445 






Thr 


Pro 


Val 


Tyr 


Ala Glu Val Lys Arg 


Val 


Gly Asp Thr 


Leu 


Leu Gly 




450 






455 






460 






Met 


Ala 


Thr 


Gin 


Cys Val Gin Val 


Lys 


Asn 


Val Val Lys 


Thr 


Ser Pro 


465 








470 






475 




480 
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u 1 n 


1 nr 


Leu 


oer 


Asn Leu 


oys 


Leu Lys 


1 1 A 
1 1 e 


Asn va 1 


Lys 


Leu 


biy biy 
























4ilO 


1 1 e 


Asn 


oer 


1 1 e 


Leu va 1 


rro 


11 1 s bin 


Arg 


oer Ala 


\/a I 

va 1 


rhe 


bin bin 








ouu 






DUO 








O 1 u 




rro 


Va 1 


1 1 e 


rrie 


Leu u 1 y 


A 1 A 

A 1 a 


A A A Wa 1 

Asp va 1 


1 nr 


U I A D^A 

n 1 s rro 


rro 


A 1 A 

A 1 a 


G 1 y Asp 




















OZO 






b 1 y 


Lys 


Lys 


rro 


oer 1 1 e 


1 nr 


A 1 a va 1 


va 1 


^ I xt Oa^ 

biy oer 


wiex 


Asp 


Ala His 




OoU 








OoD 














rro 


O J-\ M» 

oer 


Arg 


Tyr 


uys A 1 a 


1 nr 


va 1 Arg 


va 1 


1 A A 

b 1 n Arg 


rro 


Arg 


bin b 1 u 


















ooo 






ccn 
oou 


I 1 A 

I I e 


I 1 A 

I I e 


u 1 u 


Asp 


Leu Ser 


Tyr 


Ma+ \/4 1 

me L va i 


Arg 


G 1 u Leu 


Leu 


1 1 e 


1 A DUa 

b 1 n rhe 










ooo 






o /U 








o/o 


Tyr 


Lys 


oer 


1 nr 


Arg rrie 


Lys 


rro inr 


Arg 


1 1 A 1 1 A 

lie lie 


rhe 


A%« A 

bys 


Arg Asp 








OoU 






OoO 








con 




u 1 y 


va 1 


rro 


u 1 U 


u 1 y bin 


Leu 


rro b 1 n 


1 1 A 

1 1 e 


1 Ai ■ u : A 
Leu H 1 S 


Tyr 


b 1 U 


Leu Leu 














ouu 






bUo 






Ala 


1 1 A 
1 le 


Arg 


Asp 


A 1 a uys 


1 1 A 

1 le 


Lys Leu 


b 1 U 


Lys Asp 


Tyr 


u 1 n 


Pro G 1 y 




D 1 U 








D 1 0 






con 








1 1 A 


1 nr 


Tyr 


1 1 A 

1 1 e 


\Ia 1 I/a 1 

va 1 va 1 


b 1 n 


Lys Arg 


u : A 
M 1 S 


His Inr 


Arg 


1 AI I 

Leu 


DUa ^&«a 

rhe Lys 










con 








boo 






b4U 


A 1 a 


Asp 


Lys 


Asn 


b 1 y Arg 


I 1 A 

I I e 


G 1 y Lys 


oer 


1 A A A 

biy Asn 


I 1 A 

I I e 


Pro 


A 1 A 1 •# 

Ala biy 
















ooU 








boo 


1 nr 


1 nr 


va 1 


Asp 


Inr Asn 


I 1 A 

I I e 


1 nr His 


Dbi»a 

rro 


DUa 1 1 i 

rhe b 1 u 


DUa 

rhe 


A AA 

Asp 


Phe Tyr 








DOU 






boo 








CTn 




Leu 


Cys 


ber 


n 1 S 


A 1 A I XI 

Ala b 1 y 


I 1 A 

I I e 


bin b 1 y 


1 nr 


Ser Arg 


Pro 


oer 


His lyr 






o/o 








con 
OoU 






boo 






Tyr 


va 1 


Leu 


Trp 


Asp Asp 


A A A 

Asn 


Arg Phe 


1 nr 


A 1 A A AA 

Ala Asp 


b 1 U 


1 AI ■ 

Leu 


1 A 1 1 A 

bin lie 




fiQf\ 

oyu 








byo 






/OU 








Leu 


Ihr 


Tyr 


uln 


Leu Cys 


LI : M 

His 


Thr Tyr 


Va 1 


Arg Cys 


Thr 


Arg 


Ser Val 


705 








710 








715 






720 


Ser 


1 le 


Pro 


Ala 


Pro Ala 


Tyr 


Tyr Ala 


Arg 


Leu Val 


Ala 


Phe 


Arg Ala 










725 






730 








735 


Arg 


Tyr 


His 


Leu 


Val Asp 


Lys 


Glu His 


Asp 


Ser Gly 


Glu 


Gly 


Ser His 








740 






745 








750 




1 le 


Ser 


Gly 


Gin 


Ser Asn 


Gly 


Arg Asp 


Pro 


Gin Ala 


Leu 


Ala 


Lys Ala 






755 








760 






765 






Val 


Gin 


Val 


His 


Gin Asp 


Thr 


Leu Arg 


Thr 


Met Tyr 


Phe 


Ala 






770 








775 






780 









<210> 12040 
<211> 2430 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (43). . (1224) 
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<400> 12040 

gctagcgtct gccgcggctc cgagggggtg 
gcccctcagc agcgcgcgtc ctttcacctg 
tggggcatgg aggagaaggc ggcggccagc 
agggccgccg ccgtcgcgta cttcggcatt 
gccctgcgcc tcatccagga gctgcggccg 
cgcttcacgg atggcatcac caacaagctg 
gactgcgtgc tggtccgggt gtatggggag 
gaggtcagaa acttccagct gctgcgagca 
ttccagaatg ggctgtgcta tgagtacatg 
cgtgagcccc ggcttttcag gttaatcgcc 
gccaacggca gcctgcccaa gcccatcctc 
gtgaagaacg agatcaaccc cagcctttct 
cgggagctgg cctggctgaa ggagcatctg 
cacaatgacc tgctctgcaa gaatatcatc 
attgactatg aatatgctgg ctacaactac 
gagtttgcag gcgtgaatga ggtggattac 
cagtggctgc actactacct gcaggcacaa 
caaaggctct acgtgcaagt caacaagttt 
atgactgcat ccctccagtg ctgtagagtc 
accctctctg gtctgtttcc aggcgtctca 
gaaccagtac tccaccatcg actttgattt 
gtacttcaag gtgaagcctc aagcgtcagc 
atccctcccc tacccatctg tctggccaga 
gggatccaca cccttggaca gggtgggaga 
ctgtccctgc cgccagaccc cagtggttgc 
ggctgatagg acccccttcc gggggtcccc 
tgcagccagg tcctgaacca taaccacccc 
ctgctggaat tggggctgcc ttatatgtgt 
cggggagggc tcctttctac ctccagtgcc 
ccccatgtgg gaggtgctga gctccaaacc 
acctatcttg gtgatgggtg ggggccaaga 
ctcctctgag atccctcacc ttctccaaac 
catgctcccc aacgtgctct cctgtgcttc 
agggagtggt gaggccctgg gcctccagag 
ggaggggacg tggccaaggg tgaggtggcc 
tccctccctg gccctcaggc cctccttcca 
tgaagctgac ccgaggtctt cctatctgga 
ggggccaggg ccccccaggg cctatcgtgg 
tgctgactaa actggttgcc cggacactca 
gctcctgggg ccttcctggc tctggcccag 
ttctttctgc attaaaatgc tcatttccgg 



gggctgctgg gaatggctgt gcccccttcg 60 
aggaggcaca cgccttgccc gcagtgctca 120 
gccagctgcc gggagccgcc gggccccccg 180^ 
tccgtggacc cggacgacat ccttcccggg 240 
cattggaaac ccgagcaagt tcggaccaag 300 
gtggcctgct atgtggagga ggacatgcag 360 
cggacggagc tgctggtgga ccgggagaat 420 
cacagctgtg cccccaaact ctactgcacc 480 
cagggtgtgg ccctggagcc tgagcacatc 540 
ttagaaatgg caaagattca tactatccac 600 
tggcacaaga tgcacaatta tttcacgctt 660 
gcagatgtcc ctaaggtaga ggtgttggaa 720 
tcccagctgg agtcccctgt ggtgttttgt 780 
tatgacagca tcaaaggtca cgtgcggttc 840, 
caagcttttg acattggcaa ccatttcaat 900 
tgcctgtacc cggcgcggga gacccagctg 960 
aaggggatgg ccgtgacccc cagggaggtg 1020 
gccctgggtc ctagctgtgt gtcttccaca 1080 
ggaaacaggc atggggagat tgccaggctg 1140 
cttcttctgg gctctctggg ccctcatcca 1200 
cctcaggtac gcagtgatcc gattcaacca 1260 
cttggagatg ccaaagtgac cagccacccc 1320 
cctgttctcc agagctcaat tctgcactct 1380 
ggggacacat gggtgtccag ggagaaggct 1440 
cactgaagac ctcattctcc tgtctggagg 1500 
ttcaccccac caggcttggg aggaagtgcc 1560 
tgggaaacac atcattccca gcctcaggcc 1620 
gtttacccct tcctggcctg gggaaggagg 1680 
ctgagcctcc agtccgtctc cccctgcatg 1740 
agcatcacac caactctgac acatggatgt 1800 
attgagcatg acatcttccc cagcagccac 1860 
cagatccaat caaacctcag cccgaggaaa 1920 
tgttttgtcc ccctgctggg gggacaggag 1980 
cctggctctg ctttgtgctg tggcttagcc 2040 
aaaaccagaa ccagcagtct cctgccttgt 2100 
gggatgtctc tccagctcta ctttatgtcc 2160 
atgactagag ggagccaaga ggatggggtg 2220 
gagagcctgg gcaggatccc atcagaaagg 2280 
acagcctcca cctccctttc taccctcaca 2340 
aaagtgattc atttgtaaat tatcatggtt 2400 

2430 



<210> 12041 
<211> 394 
<212> PRT 
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<213> Homo sapiens 



<400> 12041 
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An 










A\fi AIa V^I AI;) Tvr Php GIv 
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1 1 C OCI 


1 

Va 1 
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Mo|J r r VI Mo|J Mop 


1 le 


Leu 
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U.CU 


Ar-cr Pr"rt H I c Xr"n 
Mlg rio nio 1 1 p 


Lys 


Pro 








/ 0 




80 


U 1 U u 1 f 1 Va 1 Ml g 1 Mr 1— yo Mr 3 


Php Thr 

life 1 III 


Mop 


0 1 \/ 1 lo Thr* Acn 
uiy lie 1 fir Moll 


Lys Leu 






on 




95 




V;)l Al;) nv<; Tvr V;:) 1 HI 11 HI 11 

val Mia V/yo lyi val UlU vllU 


Aen Mp-h 

Mo|J ITiC 1. 


0 1 n 

u 1 11 


Acn Owe X/st 1 1 PII 
Mop V/yo va i l-eU 


Val 


Arg 


inn 


in^i 




1 in 

1 1 U 






1 Tvr 1 v niii Aror Thr ^lii 
val lyi uiy uiu Ml & 1 1 ir u 1 u 


1 1 1 01 1 


Va 1 


Acn Ai^flT Olii Acn 
nop Arg u 1 U ASn 


Glu 


Val 


1 1 \j 


1 9n 




1 9c; 






Aro" Aen PHa 1 n 1 aii 1 aii hirer 

Ml g Moil rllC U 1 11 LCu 1— CU Ml g 


A 1 A H i Q 

M 1 a n 1 0 


^pr 

oer 


oyo rt 1 d r r 0 i-Yo 


Leu Tyr 


1 01/ 1 






1 M\ 






HvQ THr Php nin Acn H 1 v 1 aii 
V/yo 1 fir riic uiii moii uiy l.cu 


r*v/e T\/r 
v/yo 1 yr 


0 1 II 
u 1 u 


Twr* Moi" 01 n O 1 \/ 

1 yr iffic L u 1 n uiy 


Val 


Ala 


1 HO 1 OU 






1 OO 




160 


1 PI J niij Prn fi 1 II HiQ 1 lp Aro- 

1— CU VllU I t KJ VJILI lllo 110 Ml g 


01 II Prn 
VI 1 u r r U 


Aror 
Mr g 


1 PI 1 Php Aror 1 01 1 
LeU i^f Ic Ml & i-cU 


1 le 


Ala 






1 70 
1 /U 




175 




1 pij GliJ Mpt AIa IvQ IIp Hie 
1— cu VI 1 u [fic L Mid 1— y 0 lie n 1 0 


Thr 1 Ip 
i I If lie 


Hi c 
n 1 0 


A 1 0 Acn 0 1 u 
.Mia Moll uiy Oei 


Leu 


Pro 


1 ftn 


1 ftR 




1 QO 






1 \/Q Prn 1 1 P 1 Ai 1 Trn Hie 1 vc 
i-yo r 1 VI lie 1— CLi I'M n 1 0 i— yo 


Mpi- H i Q 
file L n 1 0 


Acn 
Moll 


Tt/r" Pho Xhr" 1 oi i 
1 yr rf Its 1 fif LcU 


Val 


Lys 


1 ^ij 


9nn 




90^; 






Aqpi Y^Iii 1 Ip Aqh Prn ^pr 1 pii 
noi 1 VI 1 u lie Moi 1 r 1 VI oei i— cu 


^pr A 1 a 

OCi M 1 a 


Acn 

Mo|J 


1 Prn 1 VQ Vfl 1 

va 1 If vJ l-yo va 1 


Glu 


Val 








990 






1 PiJ oil! Airct Olii 1 PII A 1 fi Trn 
1— cu u 1 u m 3 u 1 u i_eu Mia > > M 


1 PI 1 1 vc 

1— eu Lyo 


Olii 
u 1 u 


Hie 1 Oil OIn 
nio i-cu oer uiii 


Leu 


Glu 












240 


Spr Pro Mu\ 1 Php Ovc: H i q 

oer riu vai val rlic \/yo nio 


Acn Aen 
Mol 1 MoJJ 


1 PI 1 


1 01 1 0\/c 1 v/c Acn 

i_eu V/yo 1— yo moii 


1 le 


1 le 


94R 




9*^0 




255 




Tvr AsD Spr 1 Ip 1 v^ 01 v Hie 

1 jr 1 r»o|i/ uoi lie 1— jfo viiy iiio 


Va 1 Ar^ 

V a 1 r\\ g 


Php 

r 1 le 


1 Ip Acn Tvr 01 11 
1 1 e Mop 1 y 1 VI 1 u 


Tyr Ala 


260 


265 




270 






Gly Tyr Asn Tyr Gin Ala Phe 


Asp 1 le 


Gly 


Asn His Phe Asn 


Glu 


Phe 


275 


280 




285 






Ala Gly Val Asn Glu Val Asp 


Tyr Cys 


Leu 


Tyr Pro Ala Arg 


Glu 


Thr 


290 295 






300 






Gin Leu Gin Trp Leu His Tyr 


Tyr Leu 


Gin 


Ala Gin Lys Gly 


Met 


Ala 


305 310 






315 




320 


Val Thr Pro Arg Glu Val Gin 


Arg Leu 


Tyr 


Val Gin Val Asn 


Lys 


Phe 


325 




330 




335 




Ala Leu Gly Pro Ser Cys Val 


Ser Ser 


Thr 


Met Thr Ala Ser 


Leu 


Gin 


340 


345 




350 






Cys Cys Arg Val Gly Asn Arg 


His Gly 


Glu 


Me Ala Arg Leu 


Thr 


Leu 
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355 360 365 

Ser Gly Leu Phe Pro Gly Val Ser Leu Leu Leu Gly Ser Leu Gly Pro 

370 375 380 

His Pro Glu Pro Val Leu His His Arg Leu 
385 390 



<210> 12042 
<2n> 2725 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (173). . (796) 

<400> 12042 

agagtggcgc ggggggcgtg gggcggtgct gaggagctga agccgtggcc agctcgacgc 60 
cggacagtcc agcgagcago acggcgggaa ccggcagocg gagcagtcoo ggagcagaag 120 
cagcagoago agcagcagcc otogccgttc gcggagcgca gocgagcogg ocatggcgtt 180 
gtcgatgcca ctgaatgggc tgaaggagga ggacaaagag cccctcatcg agctcttcgt 240 
caaggctggc agtgatggtg aaagcatagg aaactgcccc ttttcccaga ggctcttcat 300 
gattctttgg ctcaaaggag ttgtatttag tgtgacgact gttgacctga aaaggaagoo 360 
agcagaootg cagaacttgg ctooogggao ccacccacca tttataactt tcaacagtga 420 
agtcaaaacg gatgtaaata agattgagga atttcttgaa gaagtcttat gccctcccaa 480 
gtaottaaag ctttcaccaa aacacccaga atcaaatact gctggaatgg acatctttgc 540 
caaattctct gcatatatca agaattcaag gccagaggct aatgaagcac tggagagggg 600 
tctcctgaaa accctgcaga aactggatga atatctgaat tctcotctcc ctgatgaaat 660 
tgatgaaaat agtatggagg acataaagtt ttctacacgt aaatttctgg atggcaatga 720 
aatgacatta gctgattgca acctgctgcc caaactgcat attgtcaagg tggtggccaa 780 
aaaaatatog caactttgat attccaaaag aaatgactgg catctggaga tacotaacta 840 
atgcatacag tagggacgag ttcaccaata ootgtcooag tgataaggag gttgaaatag 900 
catatagtga tgtagooaaa agactcacca agtaaaatog cgtttgtaaa agagatgtct 960 
toatgtctto coctaagaat acgcttttcc taacaggcta ctccttcctg tagagcagaa 1020 
attgtatttt goacgaacat gcagttattg aagattagga tcaaggatag acaaggtata 1080 
gtagttatct taaaatatac actcctaago agtattattt taaaatcott taocctggct 1140 
acctccccta ooogggttcc octctcttta atttggagac actcoaccac aaaottttca 1200 
ctttagaggt agottgcoat ctctcaggag ccctcaccat tgtgtccatt cactgtgtat 1260 
agatggcaga acttttgagg tgcaatgttt aattgttaaa aatagtagcc acgactttat 1320 
caggoagccc caaactggtg cataatgoat ggtaoaagaa atatttatgt attttttgga 1380 
attttgtaat atttagtaag agtatatgaa aggattgota ctgtatoaga aatattgttt 1440 
caatttagtc tatcctggat atgtactaac gaatattaoc accagagaag agagctttct 1500 
acaaaagtca ctacagattt tgctatattg ctttgtagat agatttttac ttttgcctaa 1560 
aagcatttat ccttcatacc aattgtaaca totgacacca tgtagaagot aaaagtttag 1620 
agggagtgag cgttttctca agaccttoct caagcacttt atctttagaa gagaaactga 1680 
tgggcacotg atactctgtc taaatacgtt tgttatatgt gttttgccct gtgccattca 1740 
tttggaactt tattgcattc tttattttaa aaagcttgtt tttacgtaat catagagctt 1800 
gctatttgta catctgttga gcaacactac ataactgatt tttagttgac ttagctatag 1860 
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cagtacaatg attagtaatg taaaaattaa cacagaaatt aacctaagga atgaagggtg 1920 
ggtttgtcaa aatatcaagt aaatttttgt ttctaaagta catttaatgt agatgaccta 1980 
aagaatgcgt tatccatcct atataaaaga aagataaaac acaggtcacc aattttctca 2040 
tttcacccca tttaccttgt atagaggatt gttcattcct ttgggactaa gttatagcta 2100 
tggtgagtgt gtatttactg tagttttgcc tgatctcact cattgcactt cctggagtta 2160 
aattttccaa cagccatgtt gaggaatagc actctgcatg tttttgtttt gtttttcggg 2220 
gtttttttta attgaagccc taaaccagga attatttgtg ttctaacagg aggatgaact 2280 
tgctgaaaat aaaactttgc tatgtattta ctctttttta aaagacaaaa gcaaaaccag 2340 
actttctacg tactactcca aagactgtga ttgtgactat aatacatttt tggtaatttt 2400 
tttataccta atttgtatag gaagtgctat ttctcatagg ctgtttcttg aaattttaag 2460 
tttattgctt taaaatggca gtgtttctcc cactttgata tgctaacatt tagtaagcac 2520 
tggctttatg aaagcggctt tttataagta tactgcattt tttgagccta tcattaatta 2580 
gcttagtatt ttctttataa tttcttgaac aggcaaatga aagcttatta tagaatgcat 2640 
gtattttctt ttatctttgg aacatcagca ccagtatatt gctggcagct attgtattaa 2700 
aaaataaagt atattttcac tatcg 2725 



<210> 12043 

<211> 208 

<212> PRT 

<213> Homo sapiens 

- <400> 12043 



Met 


Ala 


Leu Ser Met 


Pro 


Leu Asn 


Gly 


Leu 


Lys 


Glu 


Glu 


Asp Lys 


Glu 


1 




5 








10 








15 




Pro 


Leu 


Me Glu Leu 


Phe 


Val Lys 


Ala 


Gly 


Ser Asp 


Gly 


Glu Ser 


1 le 






20 






25 










30 




Gly 


Asn 


Cys Pro Phe 


Ser 


Gin Arg 


Leu 


Phe 


Met 


1 le 


Leu 


Trp Leu 


Lys 






35 




40 










45 






Gly 


Val 


Val Phe Ser 


Val 


Thr Thr 


Val 


Asp 


Leu 


Lys 


Arg 


Lys Pro 


Ala 




50 






55 








60 








Asp 


Leu 


Gin Asn Leu 


Ala 


Pro Gly 


Thr 


His 


Pro 


Pro 


Phe 


1 le Thr 


Phe 


65 






70 








75 








80 


Asn 


Ser 


Glu Val Lys 


Thr 


Asp Val 


Asn 


Lys 


1 le 


Glu 


Glu 


Phe Leu 


Glu 






85 








90 








95 




Glu 


Val 


Leu Cys Pro 


Pro 


Lys Tyr 


Leu 


Lys 


Leu 


Ser 


Pro 


Lys His 


Pro 






100 






105 










110 




Glu 


Ser 


Asn Thr Ala 


Gly 


Met Asp 


1 le 


Phe 


Ala 


Lys 


Phe 


Ser Ala 


Tyr 






115 




120 










125 






1 le 


Lys 


Asn Ser Arg 


Pro 


Glu Ala 


Asn 


Glu 


Ala 


Leu 


Glu 


Arg Gly 


Leu 




130 






135 








140 








Leu 


Lys 


Thr Leu Gin 


Lys 


Leu Asp 


Glu 


Tyr 


Leu 


Asn 


Ser 


Pro Leu 


Pro 


145 






150 








155 








160 


Asp 


Glu 


1 1 e Asp G 1 u 


Asn 


Ser Met 


Glu 


Asp 


1 le 


Lys 


Phe 


Ser Thr 


Arg 






165 








170 








175 




Lys 


Phe 


Leu Asp Gly 


Asn 


Glu Met 


Thr 


Leu 


Ala Asp 


Cys 


Asn Leu 


Leu 






180 






185 










190 




Pro 


Lys 


Leu His Me 


Val 


Lys Val 


Val 


Ala 


Lys 


Lys 


1 le 


Ser Gin 


Leu 
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<210> 12044 
<211> 2524 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16). . (2223) 

<400> 12044 

aggtctgagg gagcgatggo ggtaogogcg ttgaagctgc tgaccacact gctggctgto 60 
gtggccgotg cctcccaagc cgaggtcgag tccgaggcag gatggggcat ggtgacgcct 1 20 
gatctgctct tcgccgaggg gaccgcagoc taogcgogcg gggactggcc cggggtggtc 180 
ctgagcatgg aaogggogct gcgctcccgg gcagccctcc gcgcocttog cctgcgotgc 240 
cgcacccagt gtgccgccga cttcccgtgg gagctggacc ccgactggtc ccccagcccg 300 
gcccaggcct cgggcgccgc cgccctgcgc gacctgagct tcttcggggg ccttctgcgt 360 
ogogctgoct gootgcgccg ctgcctcggg ccgccggccg occaotogct cagogaagag 420 
atggagctgg agttoogcaa gcggagcccc tacaactacc tgcaggtcgc ctacttcaag 480 
atcaacaagt tggagaaagc tgttgctgca gcacacacct tcttcgtggg caatcctgag 540 
cacatggaaa tgcagcagaa octagactat taccaaacca tgtctggagt gaaggaggco 600 
gacttoaagg atcttgagac tcaaccooat atgcaagaat ttogactggg agtgcgactc 660 
tactcagagg aacagccaca ggaagctgtg occcacctag aggcggcgct gcaagaatac 720 
tttgtggcct atgaggagtg ccgtgccctc tgcgaagggc cotatgacta cgatggotac 780 
aactaocttg agtacaacgc tgacotottc caggcoatca cagatcatta catccaggtc 840 
otcaactgta agcagaactg tgtcacggag cttgcttccc acocaagtcg agagaagccc 900 
tttgaagact tcctcccatc gcattataat tatctgcagt ttgcctacta taacattggg 960 
aattatacac aggctgttga atgtgooaag aoctatcttc tottcttcco caatgaogag 1020 
gtgatgaaco aaaatttggc ctattatgca gctatgcttg gagaagaaca caccagatcc 1080 
atcggccccc gtgagagtgc caaggagtac cgacagcgaa gcctactgga aaaagaactg 1140 
cttttcttcg cttatgatgt ttttggaatt ccctttgtgg atccggatto atggaotcoa 1200 
gaagaagtga ttcccaagag attgcaagag aaacagaagt cagaacggga aacagccgta 1260 
cgcatctccc aggagattgg gaaccttatg aaggaaatcg agacccttgt ggaagagaag 1320 
accaaggagt cactggatgt gagcagactg acccgggaag gtggcoccct gctgtatgaa 1380 
ggcatcagto toaccatgaa otocaaacto ctgaatggtt cocagogggt ggtgatggac 1440 
ggcgtaatct ctgaccaoga gtgtcaggag ctgcagagac tgaccaatgt ggcagcaacc 1500 
tcaggagatg gctaccgggg tcagacctcc ccacatactc ccaatgaaaa gttctatggt 1560 
gtcactgtct tcaaagccct caagctgggg oaagaaggoa aagttcotot gcagagtgoc 1 620 
caootgtact acaacgtgac ggagaaggtg cggcgcatca tggagtccta cttccgcctg 1680 
gatacgcccc tctacttttc ctactctcat ctggtgtgcc gcactgccat cgaagaggtc 1740 
caggcagaga ggaaggatga tagtoatcca gtccacgtgg acaactgcat octgaatgoc 1800 
gagaoootcg tgtgtgtoaa agagccocca gcotaoaoct tccgogacta cagcgccatc 1860 
ctttacctaa atggggactt cgatggcgga aacttttatt tcactgaact ggatgccaag 1920 
accgtgacgg cagaggtgca gcctcagtgt ggaagagccg tgggattoto ttoaggcact 1980 
gaaaacccac atggagtgaa ggctgtoacc agggggcagc gctgtgccat cgccctgtgg 2040 
ttcaccct gg accctcgaca cagcgagcgg gacagggtgc aggcagatga octggtgaag 2100 
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atgctcttca gcccagaaga gatggacctc tcccaggagc agcccatgga tgcccagcag 2160 
ggcccccccg aacctgcaca agagtctctc tcaggcagtg aatcgaagcc caaggatgag 2220 
ctatgacagc gtccaggtca gacggatggg tgactagacc catggagagg aactcttctg 2280 
cactctgagc tggccagccc ctcggggctg cagagcagtg agcctacatc tgccactcag 2340 
ccgaggggac cctgctcaca gccttctaca tggtgctact gctcttggag tggacatgac 2400 
cagacaccgc accccctgga tctggctgag ggctcaggac acaggcccag ccacccccag 2460 
gggcctccac aggccgctgc ataacagcga tacagtactt aagtgtctgt gtagacaacc 2520 
aaag 2524 



<210> 12045 
<211> 736 
<212> PRT 

<213> Homo sapiens 



<400> 12045 



ffiex 


Ala val Arg Aia 


Leu 


Lys 


Leu 


1 Al ■ 

Leu 


1 nr 


Thr Leu 


Leu 


Ala val 


Va 1 


1 


c 
O 










1 n 
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1 K 

1 o 




A 1 a 
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U 1 u 
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U 1 u 
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u 1 u A 1 a 


u 1 y 


1 rp u 1 y 
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I 
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Thr Pro Asp Leu 
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rhe 


A 1 a 


u 1 U 


13 1 y 


1 nr Ala 


A 1 A 

A 1 a 


lyr Ala 


Arg 
























u 1 y 


Asp 1 rp rro u 1 y 


Va 1 


Va 1 


Leu 


Ser 


Met 


ulu Arg 


A 1 ^ 

Ala 


Leu Arg 


ber 




50 




55 








60 








Arg 


Ala Ala Leu Arg 


Ala 


Leu 


Arg 


Leu 


Arg 


Cys Arg 


Thr 


Gin Cys 


Ala 


65 




70 










75 






80 


Ala 


Asp Phe Pro Trp 


Glu 


Leu 


Asp 


Pro 


Asp 


Trp Ser 


Pro 


Ser Pro 


Ala 




85 










90 






95 




Gin 


Ala Ser Gly Ala 


Ala 


Ala 


Leu 


Arg 


Asp 


Leu Ser 


Phe 


Phe Gly 


Gly 




100 








105 








110 




Leu 


Leu Arg Arg Ala 


Ala 


Cys 


Leu 


Arg 


Arg 


Cys Leu 


Gly 


Pro Pro 


Ala 




115 






120 








125 






Ala 


His Ser Leu Ser 


Glu 


Glu 


Met 


Glu 


Leu 


Glu Phe 


Arg 


Lys Arg 


Ser 




130 




135 








140 








Pro 


Tyr Asn Tyr Leu 


Gin 


Val 


Ala 


Tyr 


Phe 


Lys 1 1 e 


Asn 


Lys Leu 


Glu 


145 
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Lys 


Ala Val Ala Ala 


Ala 


His 


Thr 


Phe 


Phe 


Val Gly 


Asn 


Pro Glu 


His 
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Met 


Glu Met Gin Gin 


Asn 


Leu 


Asp 


Tyr 


Tyr 


Gin Thr 


Met 


Ser Gly 


Val 
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185 
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Lys 


Glu Ala Asp Phe 


Lys 


Asp 


Leu 


Glu 


Thr 


Gin Pro 


His 


Met Gin 


Glu 
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Phe 


Arg Leu Gly Val 


Arg 


Leu 


Tyr 


Ser 


Glu 


Glu Gin 


Pro 


Gin Glu 


Ala 
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Val 


Pro His Leu Glu 


Ala 


Ala 


Leu 


Gin 


Glu 


Tyr Phe 


Val 


Ala Tyr 


Glu 
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230 










235 






240 


Glu 


Cys Arg Ala Leu 


Cys 


Glu 


Gly 


Pro 


Tyr 


Asp Tyr 


Asp 


Gly Tyr 


Asn 




245 










250 






255 
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Phe Asp Gly 
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Leu Asp 


Ala Lys Thr Val 


Thr Ala Glu 
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660 






665 
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Leu Asp 


Pro Arg His Ser 


Glu 


Arg Asp Arg Val 
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680 




685 


Gin 


Ala 


Asp 


Asp 


Leu 


Val Lys 


Met Leu Phe Ser 


Pro 


Glu Glu Met Asp 




690 








695 




700 




Leu 


Ser 


Gin 


Glu 


Gin 


Pro Met 


Asp Ala Gin Gin 


Gly 


Pro Pro Glu Pro 


705 
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Ala 


Gin 


Glu 


Ser 


Leu 


Ser Gly 


Ser Glu Ser Lys 


Pro 


Lys Asp Glu Leu 
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735 



<210> 12046 
<211> 3041 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (88).. (1887) 

<400> 12046 

tttattgagt cttctgttgc caaattaaat gccctgagga aaagtggcca gttctgtgat 60 
gttcgacttc aggtctgtgg coatgaaatg ttagoacaca gagcagtgct agcttgotgo 120 
agtccctatt tatttgaaat ctttaatagt gatagtgatc ctoatggaat ttctcacgtt 180 
aaatttgatg atctcaatcc agaagctgtt gaagtcttgt tgaattatgc ctacactgct 240 
cagttgaaag cagataagga attggtaaaa gatgtttatt ctgcagcaaa aaagctgaag 300 
atggatcgag taaagcaggt ttgtggtgat tatttactgt otagaatgga tgttaccagc 360 
tgcatctott acogaaattt tgcaagttgt atgggagact ooogtttgtt gaataaggtt 420 
gatgcttata ttcaggagca tttgttacaa atttctgaag aggaggagtt tcttaagctt 480 
ccaaggctaa agttggaggt aatgcttgaa gataatgttt gcttgcccag caatggoaaa 540 
ttatatacaa aggtaatcaa ctgggtgcag cgtagcatct gggagaatgg agacaatctg 600 
gaagagctga tggaagaggt toaaaccttg tactactcag ctgatcacaa gctgottgat 660 
gggaaoctac tagatggaca ggctgaggtg tttggoagtg atgatgacca cattcagttt 720 
gtgcagaaaa agccaccacg tgagaatggc cataagcaga taagtagcag ttcaactgga 780 
tgtctotott ctccaaatgc tacagtacaa agcoctaagt atgagtggaa aatogttgct 840 
tcagaaaaga cttoaaataa cacttacttg tgcctggctg tgctggatgg tatattctgt 900 
gtcattttto ttcatgggag aaacagccca cagagctcac caacaagtac tccaaaacta 960 
agtaagagtt taagctttga gatgcaacaa gatgagctaa tcgaaaagcc catgtctoct 1020 
atgcagtaog caogatotgg tctgggaaca goagagatga atggcaaact catagotgoa 1080 
ggtggotata acagagagga atgtcttcga acagtcgaat gctataatcc acatacagat 1140 
cactggtcct ttcttgctcc catgagaaca ccaagagcoo gatttcaaat ggctgtactc 1200 
atgggocagc tctatgtggt aggtggatca aatggccact cagatgacct gagttgtgga 1260 
gagatgtatg attoaaacat agatgactgg attcctgttc cagaattgag aactaaccgt 1320 
tgtaatgcag gagtgtgtgc tctgaatgga aagttataca tcgttggtgg ctctgatcca 1380 
tatggtcaaa aaggactgaa aaattgtgat gtatttgatc ctgtaacaaa gttgtggaoa 1440 
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agctgtgccc ctcttaacat tcggagacac cagtctgcag tctgtgagct tggtggttat 1500 
ttgtacataa tcggaggtgc agaatcttgg aattgtctga acacagtaga acgatacaat 1560 
cctgaaaata atacctggac tttaattgca cccatgaatg tggctaggcg aggagctgga 1620 
gtggctgttc ttaatggaaa actgtttgta tgtggtggct ttgatggttc tcatgccatc 1680 
agttgtgtgg aaatgtatga tccaactaga aatgaatgga agatgatggg aaatatgact 1740 
tcaccaagga gcaatgctgg gattgcaact gtagggaaca ccatttatgc agtgggagga 1800 
ttcgatggca atgaatttct gaatacggtg gaagtctata accttgagtc aaatgaatgg 1860 
agcccctata caaagatttt ccagttttaa caaatttaag accctctcaa actaacaggc 1920 
ttagtgatgt aattatggtt agcagaggta cacttgtgaa taaagagggt gggtgggtat 1980 
agatgttgct aacagcaaca caaagctttt gcatattgca tactattaaa catgctgtac 2040 
atactttttg ggtttatttg gaaaggaatg caaagatgaa ggtctgtttt gtgtactttt 2100 
aagactttgg ttattttact ttttggaaaa gaataaacca agaattgatt gggcacatca 2160 
tttcaagaag tcccctctcc tccacatttg ttttgccaat ttgcacatta aatgactctt 2220 
ccctcaaatg tgtactatgg ggtaaaaggg gtagggttta aagatgtaga cagttgggtt 2280 
ttttaagggc cctttttcaa taactggaac actctataac aaaggatact tatttaaata 2340 
gatgacattg actatttttg tttttattaa aaggaagctt acatgcctac caatatttaa 2400 
tcttttatga ttgccttttt ataacttttt atattctcag cagagtgctt taccaattga 2460 
agtaaaatgt ggcaggctgg agttattgaa gcagagtggc agtcttcagt ttgcagagta 2520 
ggggtctgtc ttttaaactc tgagtgcaaa cttcagagtt cttgccttgg ctgcagtttt 2580 
tttccttcaa gaatgcagta ctaacattta tttgagtgga gttactgaac agtaacatag 2640 
ctgtgatttt tggtatttga aacactggtt ttaaatattt tgacttgttg agggtatgtt 2700 
ttatatagca agacattata tagcagtaaa aaatggtgtt ttatcttcta tataattcct 2760 
gtttttatta ttaacaaaac agtcctaaat agcagccctc aattgtgaaa aaatttactt 2820 
taaactacat taggttgtga atgcaggttt tatcagaact atgtttttgt tcagtttatc 2880 
tgttcatatg gataaatatt ggttgggatg acttggtgtc taatgtgtag tgctacacac 2940 
ctaacttatg gggccaaaat agcatgtcct aatgcttgct gctgatttaa acacattaaa 3000 
ggtactttgc aggaaatcct tgcaccatgg gattaatatc c 3041 



<210> 12047 
<211> 600 
<212> PRT 

<213> Homo sapiens 



<400> 12047 



Met 


Leu 


Ala 


His 


Arg 


Ala 


Val 


Leu 


Ala 


Cys 


Cys Ser Pro Tyr Leu Phe 


1 








5 










10 


15 


Glu 


1 le 


Phe 


Asn 


Ser 


Asp 


Ser 


Asp 


Pro 


His 


Gly 1 le Ser His Val Lys 








20 










25 




30 


Phe 


Asp 


Asp 


Leu 


Asn 


Pro 


Glu 


Ala 


Val 


Glu 


Va 1 Leu Leu Asn Tyr A 1 a 






35 










40 






45 


Tyr 


Thr 


Ala 


Gin 


Leu 


Lys 


Ala 


Asp 


Lys 


Glu 


Leu Val Lys Asp Val Tyr 




50 










55 








60 


Ser 


Ala 


Ala 


Lys 


Lys 


Leu 


Lys 


Met 


Asp 


Arg 


Val Lys Gin Val Cys Gly 


65 










70 










75 80 


Asp 


Tyr 


Leu 


Leu 


Ser 


Arg 


Met 


Asp 


Val 


Thr 


Ser Cys 1 1 e Ser Tyr Arg 










85 










90 


95 


Asn 


Phe 


Ala 


Ser 


Cys 


Met 


Gly 


Asp 


Ser 


Arg 


Leu Leu Asn Lys Val Asp 
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Leu 


Glu 


Val 


Ma4- 1 ai 1 /2 1 1 t 

Mex Leu 13 1 u 


Asp 


Asn va 1 




1 in 
1 ou 
















1 An 
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Leu 


rro 


oer 


Asn uiy 


Lys 


Leu 


Tyr Thr 


1 wo. \/4 1 1 1 A 

Lys va 1 lie 


Asn 


r rp va 1 


140 








1 ou 










1 00 




1 fin 

1 uU 


u 1 n 


A v-rr 

Arg 


oer 


Me 


Tbi"*^ All! 

1 rp u 1 u 


Asn 


G 1 y Asp Asn 


1 AI ■ /Sill 

Leu 13 1 u u 1 u 


Leu 


ifiex u 1 u 










1 oo 








170 






1 

1 /o 


U 1 u 


va 1 


u 1 n 


1 nr 


Leu Tyr 


lyr 


Ser Ala Asp 


n i s Lys Leu 


Leu 


ASp u 1 y 








1 oU 








185 






1 on 




Asn 


Leu 


Leu 


Asp 


u 1 y u 1 n 


A 1 a 


Glu 


Val 


Phe 


13 1 y oer Asp 


Asp 


u ■ 

Asp n 1 S 














200 






ZUD 






1 1 e 


u 1 n 


rne 


va 1 


u 1 n Lys 


Lys 


Pro Pro Arg 


All! A^V^ 

13 1 u Asn uiy 


n 1 s 


Lys u 1 n 
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oer 
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1 le 


Val 


A 1 A O^M* /2 1 1 1 

Aia oer uiu 


Lys 
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Z40 








250 






zoo 


Asn 


Asn 


1 nr 


Tyr 


Leu Cys 


Leu 


Ala 


Val 


Leu 


Asp Gly Me 


rne 


oys va 1 








zou 








265 






o"7n 
z /u 




1 1 A 
I \ e 


rne 


Leu 


n 1 s 


G 1 y Arg 


Asn 


Ser 


Pro 


Gin 


oer oer rro 


1 nr 


oer inr 






Z /O 








280 






ZoO 






rro 


Lys 


Leu 


oer 


Lys Ser 


Leu 


Ser 


Phe 


Glu 


Mex u 1 n 13 1 n 


Asp 


u 1 u Leu 




zyu 








zyo 








oUU 






1 1 e 


nil! 

U 1 u 


Lys 


rro 


Ma+ Cai- 

Met oer 


rro 


Met 


Gin 


Tyr 


Ala Arg oer 


u 1 y 


Leu u 1 y 


oUo 








nn 
o 1 u 










o 1 o 




Qon 

oZU 


1 nr 


A 1 ^ 

A 1 a 


U 1 u 


Ma4- 


Asn uiy 


Lys 


Leu 


1 le 


Ala 


Ala uiy i3 1 y 


Tyr 


Asn Arg 










oZo 
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OOO 


u 1 u 


u 1 U 


oys 


Leu 


Arg Thr 


va 1 


Glu 


Cys Tyr 


A ^3 ^^^^ LJ ■ A 

Asn rro n i s 


1 nr 


ASp n 1 s 
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oOU 




irp 
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rne 


Leu 


A 1 a rro 
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Arg A 1 a Arg 


rne 


fx 1 rk Ma+ 

u 1 n mex 
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OOO 






A t o 

A 1 a 


va 1 


Leu 


Ua+ 


13 1 y u 1 n 


Leu 


Tyr Val 


Val 


uiy uiy oer 


Asn 


uiy n 1 s 




o /u 
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OOU 






oer 


Asp 


Asp 


Leu 


oer uys 


13 1 y 


Glu Met Tyr 


Asp oer Asn 


1 1 A 

1 1 e 


ASp ASp 


ooO 
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o^O 




Ann 


irp 


1 1 e 


rro 


va 1 


rro ulU 


Leu 


Arg Thr Asn 


Arg Cys Asn 


A 1 «a 

A 1 a 


fX 1 \f 1/4 1 

u 1 y va 1 


















410 






HI o 


Cys 


Ala 


Leu 


Asn 


Gly Lys 


Leu 


Tyr 


1 le 


Val 


Gly Gly Ser 


Asp 


Pro Tyr 








420 








425 






430 




Gly 


Gin 


Lys 


Gly 


Leu Lys 


Asn 


Cys Asp Val 


Phe Asp Pro 


Val 


Thr Lys 






435 








440 






445 






Leu 


Trp 


Thr 


Ser 


Cys Ala 


Pro 


Leu 


Asn 


Me 


Arg Arg His 


Gin 


Ser Ala 




450 








455 








460 






Val 


Cys 


Glu 


Leu 


Gly Gly 


Tyr 


Leu Tyr 


Me 


1 le Gly Gly 


Ala 


Glu Ser 


465 








470 










475 




480 


Trp 


Asn 


Cys 


Leu 


Asn Thr 


Val 


Glu Arg Tyr 


Asn Pro Glu 


Asn 


Asn Thr 
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AQR. 

*iyD 


irp 


1 nr 


Leu 


1 1 A 
1 1 e 


A 1 a rro wiex Asn va i 


A 1 a Arg Arg u i y a i a 


la 1 y va 1 








OUU 


DUD 


D 1 u 




A 1 o 
A 1 3 


va 1 


Leu 


Asn 


u 1 y Lys Leu rne va i 


oys u 1 y u 1 y rne Asp 


u 1 y oer 






D 1 o 




DZU 


DZD 




Hi S 


Ala 


1 le 


Ser 


Cys Va 1 G 1 u Met I yr 


Asp Pro Thr Arg Asn 


G 1 u Trp 




530 






535 


540 




Lys 


Met 


Met 


Gly 


Asn Met Thr Ser Pro 


Arg Ser Asn Ala Gly 


1 le Ala 


545 








550 


555 


560 


Thr 


Val 


Gly 


Asn 


Thr 1 le Tyr Ala Val 


Gly Gly Phe Asp Gly 


Asn Glu 










565 


570 


575 


Phe 


Leu 


Asn 


Thr 


Val Glu Val Tyr Asn 


Leu Glu Ser Asn Glu 


Trp Ser 








580 


585 


590 




Pro 


Tyr 


Thr 


Lys 


1 le Phe Gin Phe 










595 




600 







<210> 12048 

<211> 2160 

<212> DNA 

<213> Homo sapiens 

<400> 12048 

acgoagatgg tgtaatatat ttatataata aaagatgaaa atagtcactt tccataataa 60 
aaataagttc tattttttgt ttattttaca atataottaa tattctcttc ttctttacct 120 
tcctctccag cttcatttcc ttcatgctga atcaccaggg ggtoocacat ggotgtccca 180 
actccatcaa gctggagtcc gagaggtggc aggcaggcgg gcaggggctt aggaacaogc 240 
gaggcagocg cactctaagt gtctctccao ctcttctaca aacgaggagc catccgtgca 300 
ctggaagacg tatttccgcc gcttgctgcg ggtgggctgg cagcactggg goccacagcc 360 
cccacgaoat tccatgatgg gcaccttgga ggctgtggca catgatgcat aacctttctg 420 
gcggcggatc acototcgga ctacttgtoo oaggcacgga ttctcttgtt ggcagtgctc 480 
gccgctaaag ccgggctggc acaggcagta gggctoccct tggtctgaga tgtggcactg 540 
occatggtga cacttgaagg ctgagcaggc attggcagag toattcttgt tgtcacaoaa 600 
gtcccctcca tagccctcgg cacacttgca catgtatgag gtcccagttg coacacattt 660 
tocatggtgg catotgtggo ogaggoaggg gtccogggoo tcctgatcgc agagtgggcc 720 
ggtooagcct gggcggcact cgcacaccac gctgtccttc tccacggagc ggoacaggoc 780 
gtgcttgcac acggtgcagg acttgoagcc tggtgacacc cccagggact gtggtgggag 840 
ggccttgaag toctgcagct cgttgttgat gogcacotoa tggatgoatc cgtggaagco 900 
gcctagaggc cggtccgtgc cctggcgcaa ggcggagagg coggtggagg tggggatgcc 960 
tccaaggtag agggggctgt tgatgccoao tgctggotgo ttotggagct tocccaggct 1020 
ctttggagtt cctttgtcca ctactagttc agggtctggt ttagcgtcac cagctcoaca 1080 
ctgtgaaact gcccatcatt caotgtotcc acactgtaca otgtggttgg aggggaactc 1140 
aggctgtcat agaccagccg cacgtggccc tggtacagot ccagtgccag ggggtcattg 1200 
tctcctttgt agagaaggat gccgttgtcc ttgtcagtgg ccacctgcag ggagatgttg 1260 
goctggggto ggaocttggo ggaggooagt tcoacgtagg agtotttgoo cacgaagttg 1320 
acagtgatga gcttctcgca tctggggccg gcgaagcctg gtgggcagcg gcaggtgggc 1380 
tcctgctgca ccacgatgca otgggcccGg ttctggcaot ogtaotggto gcatgggotg 1440 
gtctgcagta ggaccatggg tggggggtgt toacagaagg gtccactgaa gccctggggg 1500 
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caggcgcatg tgtagccatt gattgtgtcc 
gccacacagt catcattgtc tgtctcacag 
cagctgaatc ctttgtccag ggggatgcac 
ggcacacagt ggtcaatcac ctcgtcgcat 
cacacgtagt tgttgatccc gtccacgcag 
cagtcatctg ggttgatctc acaccgctgc 
aacccatcct tgtggctgtc actcaggtgg 
atgcaggtgt tgatgggcac agtgcagtcc 
cggtacagct ccacagggtc ctgggtgcat 
caggcattgc atttggccac aatgttgatg 
gttggggtgg tgagcaggag cctgtcagcc 



acgcactggg ccccgtggcg gcacttgtgg 1560 
agcttcccgc tgtagccagg gacacactcg 1620 
ttggcctcat gctgacagag gttcagctca 1680 
agctcacctg tgtagttagg cggacagata 1740 
gtggcattgt tttcgcagtc gttgtcctca 1800 
ccctcaaagc ccagagggca ggagcagctg 1860 
caggtgcctc catgctgaca ggggttctgg 1920 
ttgcccttgt agctgtaggg gcaggcacag 1980 
gtcccgttat tcttgcacgg gctggagagg 2040 
tccactggcc ctttgcactg gaagcggtgg 2100 
atgggctcag ggctactgca gcgggcgatg 2160 



<210> 12049 
<211> 4352 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1734). . (3929) 
<400> 12049 

caaaaaaaaa aatggcggct gccactgtgg ggcttctgcc ggccggtagt ccctggcgct 60 
gctgacccag catoggcttt tctacgtctt gaacctggat tcgcctaggg gttgggaagg 120 
gctgtggacg gcgttggggg aggoctgaog agattaataa agaactctto agaattcctg 180 
gtgtttcatc atatatacga ctaagatatc aactcttcta gcttgctgtt tctggaccaa 240 
aaaaaatgac gtotattatc aaattaacta ccctttctgg ggtccaagaa gaatctgccc 300 
tttgctatct tctccaagtt gatgagttta gatttttatt ggactgtggc tgggatgago 360 
acttttctat ggatattatt gattccctga ggaagcatgt tcaccagatt gatgcagtgc 420 
tctgatgaat occctaatga tttttatcaa aatcattaag ttaaggtaga tacacatctt 480 
gtcatatgat caaatggttt cgccaaaaat oaataatcag acaacaaaat gtgcgaaotc 540 
gatattttac acgactctct ttaccaattc tgccccgaat tacacttaaa acgactcaac 600 
agcttaacgt tggcttgcca cgccttactt gactgtaaaa ctctcactct taccgaactt 660 
ggccgtaacc tgccaaccaa agcgagaaoa aaaoataaca tcaaacgaat cgacogattg 720 
ttaggtaatc gtcacctcca caaagagcga ctcgctgtat accgttggca tgctagcttt 780 
atotgttcgg gcaatacgat gcccattgta cttgttgact ggtctgatat ccgtgagcaa 840 
aaacggctta tggtattgcg agottcagtc gcaotacacg gtcgttotgt tactctttat 900 
gagaaagcgt tcccgctttc agagcaatgt tcaaagaaag ctcatgacca atttctagcc 960 
gaccttgcga goattctaco gagtaacaoo acaccgotca ttgtoagtga tgctggcttt 1020 
aaagtgccat ggtataaatc cgttgagaag ctgggttggt actggttaag tcgagtaaga 1080 
ggaaaagtac aatatgcaga cctaggagcg gaaaaotgga aacctatcag caacttacat 1140 
gatatgtoat ctagtcactc aaagacttta ggctataaga ggctgactaa aagcaatcca 1200 
atctcatgcc aaattctatt gtataaatct cgctctaaag gccgaaaaaa tcagcgctcg 1260 
acacggacto attgtoacca cccgtcacct aaaatctact cagcgtcggc aaaggagcca 1320 
tggattotag caactaactt acotgttgaa attcgaacac ccaaacaact tgttaatatc 1380 
tattcgaagc gaatgcagat tgaagaaacc ttccgagact tgaaaagtcc tgcctacgga 1440 
ctaggoctao gccatagccg aacgagcagc tcagagcgtt ttgatatcat gotgotaato 1500 
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gccctgatgc ttcaactaac atgttggctt 
gacaagcact tccaggctaa cacagtcaga 
ggcatggaag ttttgcggca ttctggctac 
gcaaccctgc ttactcaaaa tctattcaca 
gatctctcag tgcagtgctg ttgtctcacc 
atgctgtcgg aaagttgggt ctgaactgtg 
tgggacagat gttcatgtat gatctttatc 
tctttacatt agatgatgtg gatgcagcct 
agattgtgaa tttgaaaggt aaaggacatg 
atatgatagg tggaacaata tggaaaatag 
cagttgactt caaccacaag agggagatcc 
gcaggccttc cctacttatc acagattcat 
aacagagaga tgagcagctt ctgacaaatg 
tgttaatagc agtggacaca gcaggcagag 
tttggaggac taaagatgca ggattgggtg 
gttacaatgt ggtggagttt tctaagtccc 
gatgttttga agacaaaaga aataatccgt 
gtctttctga cttggcccgt gtacctagcc 
tggaatgcgg attttcaagg gatctcttta 
tcattctaac ctacagaact actcctggga 
ctgaaaaaat tacagaaata gagttgagga 
aagaatactt ggaaaaagag aaactaaaga 
aagaggcaga tatagattcc agtgatgaga 
cagctcataa gacgaagcat gacttgatga 
ttttcaaaca ggcaaaaaag tcctatccta 
gggatgaata tggagagatt atcaaaccag 
ctgaagaaga aaaaagcaaa ttagaatctg 
aggatttatc tgatgttcct actaaatgta 
cccgggttac ctacatagac tatgaaggac 
ttaatcagat gaaaccacga cagttgatca 
atctggcaga gtgctgtcgc gcctttggtg 
tacatgaaac agttgatgcc actagtgaaa 
cacttgtcag ctctcttcag ttttgtaagg 
gtgtcttaga tatgagagtt tccaaagtgg 
taaaggatga tggagaagac tcagagatgc 
tagcacaaca aaaggccatg aaaagtctgt 
aaagtgagat cattcctact ttggaaccct 
cagtttttat gaatgaacca aggctgtcag 
ttcaagctga atttgtagga ggtgtacttg 
cggaaactgg acgcattgga ttagaaggct 
accttttata tgaacaatat gccattgtat 
gacctttcta agaaaaaggg attcttatct 
acatacaaaa agaatctgcc agaaaaactt 
gagaacattt tgcaaatgct caaatgagca 
ctcctaacag gtgtacaggc ccaagagttg 
gttctctaga agggcttttt acttgaataa 
ccttagagaa acatttttgc atgagttctt 
taagtgagaa ttatttagaa aagacatgct 



gcgggcgttc atgctcagaa acaaggttgg 1560 
aatcgaaacg tactctcaac agttcgctta 1620 
acaataacaa gggaagactc actcgtggct 1680 
catggttacg ttttggggaa attatgaggg 1740 
ctgatcctct ccaccttggt gccctcccgt 1800 
ctatctatgc aaccattcct gtttataaaa 1860 
agtctcgaca caatacagaa gattttacac 1920 
ttgataaaat acagcagcta aaattctctc 1980 
gcctgtctat cacacctctg ccagctggtc 2040 
tcaaagatgg agaagaagaa attgtttatg 2100 
atttaaatgg atgttccctg gaaatgctaa 2160 
tcaatgctac atatgtacag cctagaagaa 2220 
tcctggaaac acttcgaggt gatggaaatg 2280 
ttttggaact tgctcaactt cttgatcaga 2340 
tttactcatt ggcactccta aataatgtca 2400 
aggtagaatg gatgagtgat aaattgatga 2460 
ttcagtttcg ccatctctct ttatgtcatg 2520 
ctaaagttgt acttgccagc caacctgacc 2580 
ttcagtggtg tcaggaccct aaaaactcaa 2640 
ctttagcacg tttcctaatt gataatcctt 2700 
aacgtgtgaa gcttgaaggg aaagaacttg 2760 
aagaagctgc caaaaagctt gagcagtcaa 2820 
gtgatattga ggaagatatt gaccagccat 2880 
tgaaaggtga aggcagtcgt aaaggaagtt 2940 
tgtttcctgc cccagaagaa agaattaaat 3000 
aggatttctt agtgccagag cttcaagcta 3060 
gtttgacaaa tggagatgaa cctatggatc 3120 
tttctacaac agagtctatt gaaataaaag 3180 
gctctgatgg ggattccatt aaaaaaatca 3240 
tcgtccatgg cccaccagag gccagtcaag 3300 
ggaaagatat taaagtgtac atgccaaagc 3360 
ctcacatcta ccaggtgagg ttaaaagact 3420 
caaaagatgG tgaattagct tggatagatg 3480 
acacaggggt tattttagaa gaaggagaac 3540 
aagtggaagc tccctcagat tctagcgtta 3600 
tcggagatga tgaaaaagaa acaggtgaag 3660 
tgccacctca tgaggttcct ggacatcagt 3720 
acttcaagca agttctctta cgggagggga 3780 
tttgcaacaa tcaagtagca gtccgcagaa 3840 
gcctttgtca agatttttat aggataagag 3900 
aaaggacatg atgtcaagaa gtatctgctt 3960 
tactctgagc ttttgatgtt ttgttttgta 4020 
acatgtatca gatttttaaa aatataaata 4080 
ttctatcttt tggctttcag agtgatagag 4140 
aaggtgattg gttttcttta cagactcctt 4200 
aacaatgcaa cttagcaaac caatttatgg 4260 
acaaactgtt tgttatattt tctggaatga 4320 
cc 4352 
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<210> 12050 
<211> 732 
<212> PRT 

<213> Homo sapiens 



<400> 12050 

Met Arg G I y Ser Leu Ser Ala Va I Leu Leu Ser H i s Pro Asp Pro Leu 

15 10 15 

His Leu Gly Ala Leu Pro Tyr Ala Va! Gly Lys Leu Gly Leu Asn Cys 

20 25 30 

Ala lie Tyr Ala Thr Me Pro Val Tyr Lys Met Gly Gin Met Phe Met 

35 40 45 

Tyr Asp Leu Tyr Gin Ser Arg His Asn Thr Glu Asp Phe Thr Leu Phe 

50 55 60 

Thr Leu Asp Asp Val Asp Ala A|a Phe Asp Lys Me Gin Gin Leu Lys 
65 70 75 80 

Phe Ser Gin I I e Va I Asn Leu Lys Gly Lys Gly His Gly Leu Ser 1 1 e 

85 90 95 

Thr Pro Leu Pro Ala Gly His Met I le Gly Gly Thr Me Trp Lys Me 

100 105 110 

Val Lys Asp Gly Glu Glu Glu Me Val Tyr Ala Val Asp Phe Asn His 

115 120 125 

Lys Arg Glu Me His Leu Asn Gly Cys Ser Leu Glu Met Leu Ser Arg 

130 135 140 

Pro Ser Leu Leu I le Thr Asp Ser Phe Asn Ala Thr Tyr Val Gin Pro 
145 150 155 160 

Arg Arg Lys G I n Arg Asp Glu Gin Leu Leu Thr Asn Va I Leu G I u Thr 

165 170 175 

Leu Arg Gly Asp Gly Asn Val Leu I le Ala Val Asp Thr Ala Gly Arg 

180 185 190 

Va I Leu G I u Leu Ala Gin Leu Leu Asp Gin Me Trp Arg Thr Lys Asp 

195 200 205 

Ala Gly Leu Gly Val Tyr Ser Leu Ala Leu Leu Asn Asn Val Ser Tyr 

210 215 220 

Asn Val Val Glu Phe Ser Lys Ser Gin Val Glu Trp Met Ser Asp Lys 
225 230 235 240 

Leu Met Arg Cys Phe Glu Asp Lys Arg Asn Asn Pro Phe Gin Phe Arg 

245 250 255 

His Leu Ser Leu Cys His Gly Leu Ser Asp Leu Ala Arg Val Pro Ser 

260 265 270 

Pro Lys Val Val Leu Ala Ser Gin Pro Asp Leu Glu Cys Gly Phe Ser 

275 280 285 

Arg Asp Leu Phe Me Gin Trp Cys Gin Asp Pro Lys Asn Ser Me Me 

290 295 300 

Leu Thr Tyr Arg Thr Thr Pro G I y Thr Leu A I a Arg Phe Leu 1 1 e Asp 
305 310 315 320 



Asn 


rro 


oer 


^ 1 1 1 

U 1 u 


Lys 
325 


1 1 A 

1 1 e 


1 nr 


/2 1 1 1 

13 1 U 


Leu 


13 1 U 


u 1 y 


Lys 
340 


1 1 1 
U 1 U 


Leu 


U 1 u 


13 1 u 


Lys 


1 II 
la 1 U 


A 1 a 
355 


A 1 a 


Lys 


Lys 


Leu 


U 1 U 

360 


oer 


oer 
370 


Asp 


u 1 U 


oer 


Asp 


1 1 e 
375 


u 1 U 


h t S 


Lys 


1 nr 


Lys 


n 1 s 


Asp 


Leu 


wiex 


OoO 
















\3 \ y 


oer 


rne 


rne 


Lys 
405 


u 1 n 


A 1 a 


Lys 


rro 


U 1 u 


u 1 u 


Arg 
420 


1 1 e 


Lys 


1 rp 


Asp 


U f U 


Asp 


rrie 
435 


1 Al 1 

Leu 


va 1 


rro 


1 1 1 
b 1 U 


Leu 
440 


Lys 


Leu 
450 


Pill 

u 1 U 


oer 


u 1 y 


Leu 


1 nr 
455 


Asn 


Leu 


oer 


Asp 


va 1 


rro 


1 nr 


Lys 


oys 












4 /U 






1 1 A 

1 1 e 


Lys 


A 1 

A 1 a 


A»-rr 

Arg 


va 1 
485 


1 nr 


Tyr 


1 1 A 

1 1 e 


Asp 


oer 


1 le 


Lys 
500 


Lys 


\ \ e 


1 1 e 


Asn 


1 1 ^ 

1 1 e 


Va 1 


H 1 S 

515 


u 1 y 


rro 


rro 


U 1 u 


A 1 A 

A 1 a 

520 


Arg 


A 1 ^ 

A 1 a 

530 


rrie 


u 1 y 


u 1 y 


Lys 


Asp 
535 


1 1 A 

1 1 e 


U 1 u 


1 nr 


va 1 


Asp 


A 1 4 

Ai a 


1 nr 


oer 


U 1 u 












oou 






Lys 


Asp 


O A hi* 

oer 


Leu 


va 1 
565 


oer 


oer 


Leu 


U 1 U 


Leu 


A 1 o 

A 1 a 


1 rp 
580 


I 1 A 

I I e 


Asp 


u 1 y 


va 1 


Asp 


1 nr 


u 1 y 
595 


va 1 


1 1 e 


Leu 


1 1 1 

U 1 u 


13 1 u 

600 


Asp 


ocr 
610 


1 1 1 

u 1 U 


ifie L 


u 1 n 


va 1 


^ 1 1 1 

u 1 U 

615 


A 1 4 

A 1 a 


u 1 n 


u 1 n 


Lys 


A 1 A 

Ala 


Met 


Lys 


Caw- 

oer 


Leu 


625 










630 






Gly 


Glu 


Glu 


Ser 


Glu 
645 


1 le 


1 le 


Pro 


Glu 


Val 


Pro 


Gly 
660 


His 


Gin 


Ser 


Val 


Asp 


Phe 


Lys 
675 


Gin 


Val 


Leu 


Leu 


Arg 
680 


Gly 


Gly 
690 


Val 


Leu 


Val 


Cys 


Asn 
695 


Asn 
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1 1 A 

1 1 e 


^ 1 1 1 
l3 1 U 


Leu 


Arg Lys 


Arg 


\/4 1 1 \ro 

va 1 Lys 




oou 








ooO 


Tyr 


Leu 


U 1 u 


1 \#^ ft 1 ■ ■ 

Lys u 1 u 


Lys 


Leu Lys 










oou 




u 1 n 


O A^ 

oer 


Lys 


ft 1 1 1 A 1 o 

(3 1 u A 1 a 


Asp 


1 1 A A An 

1 1 e Asp 








oDO 






u 1 U 


Asp 


1 1 e 


Asp i3 1 n 


Dk>*A 

rro 


Oa^ a 1 a 

oer Aia 








ooU 






wiex 


Lys 


13 1 y 


ft 1 1 1 ft 1 %r 

13 1 u i3 1 y 


oer 


Arg Lys 












4UU 


Lys 


O A ^ 

oer 


Tyr 


rro iviex 


rne 


D^A A 1 A 

rro A 1 a 




*f 1 \j 










13 1 u 


Tyr 


13 1 y 


ft 1 1 1 1 1 A 

13 1 u lie 


I \ A 

I I e 


Lys Pro 


AOR 








4oU 




1 n 

13 f n 


A 1 ^ 

A 1 a 


1 nr 


ft 1 1 1 ft 1 1 1 

\3 1 U l3 1 u 


ft 1 1 1 

U 1 U 


Lys Ser 














u 1 y 


Asp 


ft 1 1 1 

13 1 u 


D»<-A Ma + 

rro ifieT 


Asp 


\3 1 n Asp 








Ada 






1 1 A 

1 1 e 


oer 


1 nr 


TV-w ft 1 1 1 

1 nr i3 1 u 


Cap- 

oer 


1 1 A ft 1 1 1 

lie i3 1 u 














Asp 


Tyr 


ft 1 1 1 

13 1 U 


ft 1 «# A 

13 1 y Arg 


O A W* 

oer 


Asp i3 1 y 












AQR 


13 1 n 


Ma-I- 

wet 


Lys 


Pro Arg 


ft 1 n 

i3 1 n 


Leu 1 1 e 


ouo 








D 1 u 




Ser 


u 1 n 


Asp 


Leu Ala 


ft 1 1 1 

13 1 U 


/^«.#A f^Xwr^ 

uys uys 








ozo 






Lys 


Wa I 

va 1 


Tyr 


Ma+ D»-a 

mex rro 


Lys 


Leu H 1 s 














1 nr 


l-l i t> 

n 1 S 


I 1 A 

I I e 


Titv ft 1 n 

1 yr u 1 n 


va 1 


Arg Leu 






OOO 






oou 


13 1 n 


rne 


uys 


Lys A 1 a 


Lys 


A A n A 1 A 

ASP A 1 a 




o /U 








o /o 


Leu 


Asp 


MA-t- 

wieL 


Arg va r 


oer 


1 \#o \/o 1 

Lys va 1 


DoO 








o^u 




v3 1 y 


u 1 U 


Leu 


Lys Asp 


Asp 


ft 1 ft 1 11 
i3 1 y i3 1 u 








ouo 






rro 


Cav- 

oer 


Asp 


Oa»« Ca^ 

oer oer 


va 1 


1 1 A A 1 o 

lie A 1 a 








fi9n 






Phe 


Gly 


Asp 


Asp Glu 


Lys 


Glu Thr 






635 






640 


Thr 


Leu 


Glu 


Pro Leu 


Pro 


Pro His 




650 








655 


Phe 


Met 


Asn 


Glu Pro 


Arg 


Leu Ser 


665 








670 




Glu 


Gly 


1 le 


Gin Ala 


Glu 


Phe Val 








685 






Gin 


Val 


Ala 


Val Arg 


Arg 


Thr Glu 



700 
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Thr G I y Arg Me G I y Leu G I u G I y Cys Leu Cys Gin Asp Phe Ty r Arg 

705 710 715 720 

Me Arg Asp Leu Leu Tyr Glu Gin Tyr Ala Me Val 

725 730 



<210> 12051 
<211> 2923 
<212> DNA 

<213> Homo sapiens . 

<220> 

<221> CDS 

<222> (20). . (1123) 

<400> 12051 

aaggaatcaa gcccccaaga tggcggcagc ggcggaggag cggatggcag aggaaggagg 60 
cggcggccaa ggcgacggcg gttootcttt ggcotcoggc tctacccago gacagcotco 120 
accgcccgcg ccacagcacc cgcagocggg gtcccaggcg ctcccagccc ccgcgctggc 180 
tccggaccag ctgcctcaaa acaacaogct tgtggcgctg oooatcgtag ccatcgagaa 240 
oat cot cage tttatgtcot acgacgaaat tagccagctc cgootggttt gtaaaagaat 300 
ggaottggto tgcoagagaa tgttgaatca gggatttctg aaagtggaga ggtacoataa 360 
tctatgtcag aaacaagtta aagoaoaaot occaaggaga gagtcagaaa ggagaaacoa 420 
ttcattagct ogtcatgcag acattcttgo tgotgttgaa acaaggotgt oaotattaaa 480 
tatgaottto atgaaatatg tggattccaa tctctgttgc ttoatcccag gaaaggtgat 540 
tgatgagatt tatcgtgtgt tgagatatgt oaattctacc agagcccctc aacgagctca 600 
tgaagtactt caagaattaa gggatatato ototatggca atggagtaot ttgatgaaaa 660 
gattgttooa attttaaaga ggaaattacc aggatoagat gtttctggaa gactoatggg 720 
ctotcctcca gttooaggac cgtotgcagc cctaacaaca atgcagctct tctccaagca 780 
aaatccttca agacaagagg ttaccaaaot ocagoagoag gttaaaaoaa atggtgctgg 840 
ogtgactgtt ctcaggcgtg aaatttotga gottogoaoc aaagtgoaag aacagoaaaa 900 
aoagottcaa gaooaggaco agaaactgct agagcagaco oagatcatag gtgaacaaaa 960 
tgcacggttg goagagctag aaogoaaact acgagaagta atggaaagtg otgtaggaaa 1020 
ttootoaggg toogggcaga atgaggagtc tcotoggaaa ogaaaaaagg ccacggaago 1080 
catagactct cttaggaaat otaaaogtot tcggaataga aagtaaattg gaatgtggtt 1140 
ctagttccag aggaagaoao agcttagtag cttaagoagt tatgcatatc aggataotgt 1200 
gagoaaoatg gtgtocctta agottctagg ctttcagaac acaacttaaa cttgaaotot 1260 
tatggttggg acattotttt cctgottotc otgattgaac tgatgcaoag aatcttttta 1320 
otttgcaata gatttgtact aaooagaoot gttotatoat gttttgagga gttaactttt 1380 
ttctgtgcag ataatgttga aagtaagtta atttgtttot gcatatatgc aoatacatac 1440 
gtaaggatct taaaoocagt ottgaoagac tagaagttaa gtttaataca gaaaatgtoc 1500 
tgttcacttg aaagaaaaga cotacttttt aaatggacac tatcttggtt ottttttttt 1560 
aagtcatctt tttgttataa gtgacctttg tctggaatgt ctgaaaagta gttaatgott 1620 
tttggtattg aagtaatggg taaotaaaat ggacttccat agtattgact gtagaaggag 1680 
oototaoaat attgaotata tatttttata aaotaotggo aaggaaotta cccagctgtt 1740 
atacatgttt tcagttctot ttgggggcca tgtcctacat ttgcatggat ggatgcatgo 1800 
attgcctagt caaotcaott aaaaagctct tgcactggta ttgatottga aoctctatao 1860 
ttotocactt tttagagcgg cgtottagtt tatttaaaog ottaaoatct tocaocgcaa 1920 
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cagcttgcct ctagaggggg aattgttcat ccatttgtcc tccagtttta taggaacaag 1980 
agactattaa agcccattgc tttatctgct ctctgtaggg ttcaggtaca ctggctaagg 2040 
cagaacccca aatttcaagg ctctttctat caatattgga cctctgggag ctaatactcc 2100 
tctttgctca ccaccatgtg atcattgatc agatgtggtg agtgagtagg ggactcgact 2160 
tgcgggatgc agttttgcca ttgcagcaaa gttcattgag gaaaattgta ccatgaaaaa 2220 
gcattttgat tatttcattt ctggaggatg accttgaggg aagcttttta atattagttt 2280 
caagctttcc ttaccctaca actttaaaca aaagctttaa ttttgtttgc actcctattt 2340 
tgagcttgta actggaaaag catgtcttgc actgttcaac ctcctgagtg gtcgctttaa 2400 
caacctccaa attgtgtaca gtggttattt tccccagttg tatagttttg agacattcaa 2460 
ttatcactgt cttagttgta ttttaattta ctaaattatg tagctatctg actgttaagt 2520 
tcttttaaac aactgtttcc ttgggcttca gttatttaaa gtaaatttag gtgtaatata 2580 
gaaaactgtc cctttccagg tgggagctta acacctgtat aaaacctaag gttttagtaa 2640 
gtaccttagt tgaataaaag cacaaggtta tcaccttttt tatccgtcca ccgtgacatg 2700 
gttatgcatc ctttagatta acctcaccaa atgaagcttt ttctatccat ttttaatatt 2760 
gtccttacat aatattgtcc ttagattttg atcaattcta tgtctgactt tgaaatacca 2820 
tttacaatgt agtatgtttt caatgaaaaa ccataaagta acatccaagt gtttcatggt 2880 
ttgttgggaa ggtaatttta aaataaaaca atttccaaaa aac 2923 



<210> 12052 
<211> 368 
<212> PRT 

<213> Homo sapiens 



<400> 12052 



Met 


Ala 


Ala Ala Ala 


Glu 


Glu 


Arg 


Met 


Ala 


Glu Glu 


Gly 


Gly Gly 


Gly 


1 




5 










10 






15 




Gin 


Gly 


Asp Gly Gly 


Ser 


Ser 


Leu 


Ala 


Ser 


Gly Ser 


Thr 


Gin Arg 


Gin 






20 








25 








30 




Pro 


Pro 


Pro Pro Ala 


Pro 


Gin 


His 


Pro 


Gin 


Pro Gly 


Ser 


Gin Ala 


Leu 






35 






40 








45 






Pro 


Ala 


Pro Ala Leu 


Ala 


Pro 


Asp 


Gin 


Leu 


Pro Gin 


Asn 


Asn Thr 


Leu 




50 






55 








60 








Val 


Ala 


Leu Pro 1 le 


Val 


Ala 


1 le 


Glu 


Asn 


1 le Leu 


Ser 


Phe Met 


Ser 


65 






70 










75 






80 


Tyr 


Asp 


Glu 1 le Ser 


Gin 


Leu 


Arg 


Leu 


Val 


Cys Lys 


Arg 


Met Asp 


Leu 






85 










90 






95 




Val 


Cys 


Gin Arg Met 


Leu 


Asn 


Gin 


Gly 


Phe 


Leu Lys 


Val 


Glu Arg 


Tyr 






100 








105 








110 




His 


Asn 


Leu Cys Gin 


Lys 


Gin 


Val 


Lys 


Ala 


Gin Leu 


Pro 


Arg Arg 


Glu 






115 






120 








125 






Ser 


Glu 


Arg Arg Asn 


His 


Ser 


Leu 


Ala 


Arg 


His Ala 


Asp 


1 le Leu 


Ala 




130 






135 








140 








Ala 


Val 


Glu Thr Arg 


Leu 


Ser 


Leu 


Leu 


Asn 


Met Thr 


Phe 


Met Lys 


Tyr 


145 






150 










155 






160 


Val 


Asp 


Ser Asn Leu 


Cys 


Cys 


Phe 


1 le 


Pro 


Gly Lys 


Val 


1 1 e Asp 


Glu 






165 










170 






175 




1 le 


Tyr 


Arg Val Leu 


Arg 


Tyr 


Val 


Asn 


Ser 


Thr Arg 


Ala 


Pro Gin 


Arg 
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l_yo 1 It? Val 1 Ic 
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990 








u 1 y 




A on 


Va 1 
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1 V/ Avor 1 exw Mo*!- 1 u 
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Car Prn Prn 

ocr rrO rrO 


Va 1 


Prn 
r r O 


(X \ \i 

u 1 y 


£-£J>J 










9*^0 








9ZO 


1 ro 


ocr 


A 1 Ck 
A 1 a 


A 1 a 
A 1 a 




Thr- Thr Moi~ CK\t\ 1 aii 

1 nr inr incx uin lcu 


Pha Qar- 1 \/o 

rnc ocr i_ys 


(X 1 n 

u 1 n 


Asn 


r ro 












9*10 












Arg 


u 1 n 


1 II 
u 1 U 


Va 1 


Tht' 1 uc 1 Ol 1 nin ^ 1 n 

1 nr uys i-6U uin uin 


(1 1 ri \/o 1 1 \#o 

u 1 n Va 1 Lys 


Thi^ 

1 nr 


Asn 


(X 1 \/ 

u 1 y 
















970 






A 1 24 


VI 1 y 


Vf) 1 

Va 1 


Thr 
1 III 


Va 1 


1 ail Ar^cr Ak'ct ^Iii I Ia 
l-CU Arg Ar g UlU lie 


Qar (X\t% 1 ai 1 
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1 nr 
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9ftO 


£.0\J 








\/o 1 
Vd 1 


u 1 n 


1 1 1 
U 1 U 


1 rt 

u 1 n 


tX 1 n 


Lys u 1 n Leu u i n Asp 


u 1 n Asp u 1 n 


Lys 


Leu 


Leu 




290 








295 


300 








Glu 


Gin 


Thr 


Gin 


1 le 


Me Gly Glu Gin Asn 


Ala Arg Leu 


Ala 


Glu 


Leu 


305 










310 


315 






320 


Glu 


Arg 


Lys 


Leu 


Arg 


Glu Val Met Glu Ser 


Ala Val Gly 


Asn 


Ser 


Ser 










325 


330 






335 




Gly 


Ser 


Gly 


Gin 


Asn 


Glu Glu Ser Pro Arg 


Lys Arg Lys 


Lys 


Ala 


Thr 








340 




345 




350 






Glu 


Ala 


1 le 


Asp 


Ser 


Leu Arg Lys Ser Lys 


Arg Leu Arg 


Asn 


Arg 


Lys 






355 






360 


365 









<210> 12053 
<211> 3248 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (113). . (1330) 
<400> 12053 

ggaagctggt ggcggctggt gggcgaccgg gcgcatcctc attgcagtgc ggcggcccta 60 
cctcggccct ggcctgaccc cggcggccct gocogcooct coctccagoa toatggocag 120 
ccoaagaaoo aggaaggtto ttaaagaagt cagggtgcag gatgagaaca aogtttgttt 180 
tgagtgtggc gcgttcaatc ctcagtgggt cagtgtgacc tacggcatct ggatctgcct 240 
ggagtgctcg gggagacacc gogggcttgg ggttoaooto agotttgtgc gctotgttac 300 
tatggacaag tggaaggaca ttgagcttga gaagatgaaa gctggtggga atgctaagtt 360 
ocgagagttc ctggagtctc aggaggatta cgatccttgc tggtccttgc aggagaagta 420 
caacagcaga gccgcggccc tctttaggga taaggtggtc gctotggoog aaggcagaga 480 
gtggtctctg gagtcatoac ctgccoagaa otggacGOoa cctcagcoca ggaogctgcc 540 
gtocatggtg caccgagtct otggccagcc gcagagtgtg accgcctcct cggacaaggc 600 
ttttgaggac tggctgaatg atgacotcgg ctcctatcaa ggggccoagg ggaatcgcta 660 
cgtggggttt gggaacacgc cacogcotca gaagaaagaa gatgacttcc toaaoaacgc 720 
oatgtcctcc ctgtactcgg gotggagcag cttcaccact ggagccagcc ggtttgcctc 780 
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ggcagccaag gagggcgcta caaagtttgg 
gggccacagc ctgaacgaga acgtcctcaa 
gatttttgat gatgtctcca gtggggtctc 
tagtaaggga tggcgggacg tcaccacctt 
cagcccctcg gagggccaca gttatcagaa 
catagaccag agcttctggg agacctttgg 
cccgagcagc gacagctgga cgtgcgcgga 
ctgggaggtg tggggctcgg cctccaccaa 
cggggagggc accaagaagg cagtgccgcc 
ccagaactgg tagggcccac tgcgcccccg 
gcactctgcc ctcgtcgttc ctcctccttc 
tgaggacagc gtctcgggag gcaggaccct 
tggggagtct tcggtgcgtg ggggcggctt 
cccacactcc cctgggcatt cttggactca 
gtgggctgca gcacagaggc ctgtgactgc 
tctggggcct gggaccagcc acgtgccgag 
tgagatattt aactttggtt ttgctctagt 
gtaaagatgg aaatgctgga aatgatactg 
ctcccgagtc cacgcctgcc tgggcctgtg 
gtggctcccc tgcatcagca ccgtcccacc 
ctccacaata gccacaccca cacctgagct 
aacaccctgg aagaaaaagg agcgcagggt 
atagcggacg tggccaggca ggaggggccg 
cgtggtgcct gggtctaggg aagctccagc 
cccgccacat gccaaccctc acctccccga 
cgtctccctt gtctgccctg tgtgaccctc 
ctcgtgcagt ttgtacgtga ggtgctctcc 
tggccatgct ccctggtcac cccacttccc 
ctgggccctt cagcccctgt gctcgtccca 
atgggaccga gatttcagcg agccctcctg 
tcttggtagc tggtgtggag ggccggtgtc 
aagcagccac ctgctgtagt tggacctgag 
gctgagaagc caccgggaaa gcagccagca 
ctgagcgtgg gggtctttga gtgtctttct 
tctcccgagg gctgcttgga ccctggtggg 
cttggacagt gggatgtggt gttccacatg 
gcagcatgga gccaaggtct gtccccgccc 
cggcccactc tgccccaggg agtccctttt 
gtctgggcca ccttcagaag gtggatgtgg 
gcctttccct tctgcaggtg cgggcaggtg 
gctgtgtgtg agggcccagg tggaaggcgc 
ggaacatg 



<210> 12054 
<211> 406 
<212> PRT 

<213> Homo sapiens 



atcccaagcg agtcagaagg cgtccgagct 840 
gcctgcgcag gagaaggtga aggagggaaa 900 
tcagttggog tccaaggtcc agggagtcgg 960 
tttttcgggg aaagcagagg gccccttgga 1020 
cagoggtctg gaocacttcc aaaacagcaa 1080 
aagtgotgag occaccaaga occgcaagtc 1140 
cacctocacc gagaggagga gctcggaoag 1200 
caggaacago aacagogaog gcggggaggg 1260 
ggoogtgccc actgatgatg gctgggacaa 1320 
tccocagcgc ccccgggcga cttcgtgttt 1380 
catttgacco aagaatcagc aactgcagtg 1440 
agggagaccc gggtgtgcgc cgcctgcgcg 1500 
gctgtccagc ctgtgtgggg gccgtcccgt 1560 
aggccggggo tctgogtggo ttgctgggag 1620 
gttocagogg ccagttoact acgcagtatc 1680 
ctgtcagcga cgtgaggtgt occttctcgt 1740 
tctttctttt tgaagagagt gactggagtg 1800 
gcgctcacgc tgcoatocga ccaccctcgg 1860 
ctgtcagacc cgcgtcggtc gtaaccctct 1920 
accaagttca ccaggttcac oagaoaoggc 1980 
gtcotcagtg otggaacttg accatcctgg 2040 
gggccctcgg ccctgatgca ggagggtgcg 2100 
ggttcaggag ctgagoaggg gatgcctgtg 2160 
cocaggatgg ggctgccctg cacaccggtg 2220 
ggactggatg atgtgctgcc acgtgtgact 2280 
agtcttggco agooatgoat gcgcccgaag 2340 
tccotgccac catgctcatc actctggoot 2400 
ggtcgccgtc tgcagcactc ctggagcagc 2460 
ccctagggao tcagtcactt gcagaacagg 2520 
gcgcccggtc ctccotgtgg gcaccagocc 2580 
cttggctgcc acggagggat ttgatcaccg 2640 
gtcagaggcg gggcatcaga ggctcaaggt 2700 
caaagggoco aggaagccag cccccgagag 2760 
ccaagctgag acgtgggcgg ccgcgtggta 2820 
ctgagtgctc cgaggagggg tggactccac 2880 
tgcctgtttc caogocagca octtgacttg 2940 
aggagggtgc cttcotcggg ggtaggggga 3000 
gatgggaagt gcagtcagoa gcgtggaggt 3060 
tggocgagao cccgtccacg gagggtgatg 3120 
ggcctgggac cggtgctggg gcctctcctt 3180 
ggacctgaca gcattccaat aaagcatacg 3240 

3248 



-5652/13211- 



<400> 12054 




Met 
1 


Ala 


Ser 


Pro 


1 

Aon 


n 1 II 

U 1 u 


Aon 

Asn 


Aqii 

rtoi 1 










Met 1 


oer 


Va 1 


Thr 










n 1 s 


Arg 


u 1 y 


1 Ol 1 

Leu 










Aon 
ASp 


1 I/O 

Lys 


Tr-n 

1 rp 


i_y£> 


65 








Ala 


Lys 


Phe 


Arg 


Tr-n 

1 rp 


oer 


Leu 


Gin 

U 1 1 1 








1 nn 


Aon 
ASp 


1 %#o 

Lys 


Ma 1 
Va 1 


V a 1 






1 1 




oer 


Pr*n 

rro 


A 1 o 

A 1 a 


n 1 n 

U 1 1 1 




1 ou 






mex 


Vd 1 


M i o 

n 1 s 




145 








Asp 


Lys 


Ala 


Phe 


u 1 y 


A 1 o 

A 1 a 


1 n 

u 1 n 


G 1 V 
u 1 y 








1 Pfl 


a 1 n 

u 1 n 


Lys 


Lys 


n hi 

U 1 u 






1 




ocr 


n 1 w 
u 1 y 


Tr-n 

1 rp 












A 1 o 
A 1 a 


Lys 


u 1 U 


G 1 V 
VI 1 y 


225 








Ser 


Glu 


Leu 


6ly 


1 II 


1 \/o 

Lys 


Va 1 


Ly& 










oer 


^ 1 n 

u 1 n 


Leu 


A 1 p 

n 1 a 






275 




Asp 


Val 


Thr 


Thr 




290 






Pro 


Ser 


Glu 


Gly 


305 








Asn 


Ser 


Asn 


1 le 


Pro 


Thr 


Lys 


Thr 








340 


Asp 


Thr 


Ser 


Thr 






355 





Arg 


1 nr 


Arg 


Lys 


5 








Val 


Cys 


Phe 


Glu 


Tyr 


u 1 y 


1 1 e 


1 rp 










la 1 y 


va 1 


u : o 
n 1 s 


Leu 






DO 




Asp 


\ 1 e 


U 1 U 


Leu 




/u 






u 1 u 


rne 


Leu 


u 1 u 


85 








Glu 


Lys 


Tyr 


Asn 


A 1 o 

A 1 a 


Leu 


A 1 o 

A 1 a 


U 1 u 








1 on 
1 ZU 


Asn 


irp 


1 nr 


Pro 






1 OO 




va 1 


oer 


la 1 y 


(a 1 n 




1 cn 
1 oU 






u 1 U 


Asp 


Irp 


Leu 


165 








Asn 


Arg 


Tyr 


Val 


Asp 


Asp 


rne 


Leu 








ZUU 


O A W 

oer 


rne 


1 nr 


1 nr 






91 




A 1 1% 

A 1 a 


1 nr 


Lys 


rne 




ZoU 






U i o 

n 1 s 


oer 


Leu 


Asn 


245 








Glu 


Gly 


Lys 


1 le 


oer 


Lys 


va 1 


la 1 n 








280 


Phe 


Phe 


Ser 


Gly 






295 




His 


Ser 


Tyr 


Gin 




310 






Asp 


Gin 


Ser 


Phe 


325 








Arg 


Lys 


Ser 


Pro 


Glu 


Arg 


Arg 


Ser 








360 



va 1 


Leu 


1 t#o ft 1 ■ I 

Lys la 1 u 




1 n 




uys 


ft 1 \t 
la 1 y 


Aia rne 


25 






1 le 


Cys 


Leu Glu 


oer 


rne 


va 1 Arg 






DU 


1 1 1 

la 1 U 


Lys 


Ma+ 1 \te^ 

Mex Lys 






/o 


oer 


ft 1 n 

la 1 n 


la 1 U ASp 




on 




oer 


Arg 


A 1 o A 1 

A 1 a A 1 a 


105 






Gly 


Arg 


Glu Trp 


Pro 


la 1 n 


Pro Arg 








rro 


ft 1 n 

la 1 n 


oer va 1 








Asn 


Asp 


Asp Leu 




1 7n 
1 /u 




la 1 y 


rhe 


uly Asn 


185 






Asn 


Asn 


Ala Met 


la 1 y 


A 1 o 

A 1 a 


Ser Arg 






99A 

zzu 


la 1 y 


oer 


ft 1 n k \ ^ 

la in Ai a 






9*3 
ZoO 


ft 1 1 1 
la 1 U 


Asn 


va 1 Leu 




ZOU 




rne 


Asp 


ASp va 1 








Gly 


Val 


Gly Ser 


Lys 


Aja 


Glu Gly 






300 


Asn 


Ser 


Gly Leu 






315 


Trp 


Glu 


Thr Phe 




330 




Ser 


Ser 


Asp Ser 


345 






Ser 


Asp 


Ser Trp 



va 1 


Arg 


1 ft 1 ri 

va 1 la 1 n 






1 


Asn 


rro 


ft 1 n Tki-M 

la 1 n 1 rp 




oU 




uys 


oer 


la 1 y Arg 


45 






Ser 


Val 


Thr Met 


A 1 o 

A 1 a 


ft 1 \t 

la 1 y 


la 1 y Asn 








Tyr 


Asp 


rro uys 








A 1 4 

A 1 a 


Leu 


rne Arg 




1 1 n 




oer 


Leu 


ft 1 I I Oa»* 

la 1 u oer 


125 






Thr 


Leu 


Pro Ser 


1 nr 


A 1 rk 

A 1 a 


O A V O A V- 

oer oer 






1 A 


ft I v# 

la 1 y 


oer 


Tyr Gin 






1 /o 


1 nr 


rro 


rro rro 




1 on 
1 yu 




oer 


O A 

aer 


Leu Tyr 


205 






Phe 


Ala 


Ser Ala 


oer 


ft 1 n 

la 1 n 


Lys Aia 






9 An 


Lys 


rro 


A 1 o ft 1 n 

Aia la 1 n 






zoo 


oer 


oer 


ft 1 \# Vo 1 

la 1 y va 1 




97fl 
Z /U 




Lys 


la 1 y 


Trp Arg 


285 






Pro 


Leu 


Asp Ser 


Asp 


His 


Phe Gin 






320 


Gly 


Ser 


Ala Glu 






335 


Trp 


Thr 


Cys Ala 




350 




Glu 


Val 


Trp Gly 


365 







-5653/13211- 



Ser Ala Ser Thr Asn Arg Asn Ser Asn Ser Asp Gly Gly Glu Gly Gly 

370 375 380 

Glu Gly Thr Lys Lys Ala Val Pro Pro Ala Val Pro Thr Asp Asp Gly 
385 390 395 400 

Trp Asp Asn Gin Asn Trp 
405 



<210> 12055 
<211> 2833 
<212> DNA 

<213> Homo sapiens 
<400> 12055 

aattcatggg acttatataa gaaggacaat taatgctgat ttgggtacag gggaattatg 60 
tgtgtgaatg tcatctacaa ttaaaaaaaa ttagcacatc cctttactta cttgttatca 120 
gtggattctc ggggtttgga ottaatgttg agctaagaag cattaagtct ttgaactgaa 180 
tgtattttgo atcoctggtt ttggacgaca gtaaacgtag gagoactgtt gaagtcctgg 240 
aagggagatc gaaggaggaa gattgacttg gttctttctt agtcctatat ctgtagcata 300 
gatgacttgg aataaaagct gtatgcatgg gcattaccoo toaggtccta agaaataagt 360 
ootgaatgca tgtcgttcca aactaaoact ctgtaatttt tcttttatgt ottattttcc 420 
aagagtcctc cattttttgc accccctcac cgccaactct gttattcagt agagagaagt 480 
gtacggcttt ctgattggtg agtgaaaaag taacttgaga cacgacctaa gttgaagagt 540 
ttagaottgc tgagttttag aagtgatgga aattaagaga gcatttcaat aaaatgtgac 600 
ttggctgtct ttggaagaga agtgcaaggc tttcctttga agaatttaaa ttagtccggt 660 
aggatgtcag gtgagactgt gtatgcaaaa tgaatggcac aggtgatgco agggcotott 720 
gcttgggtct gatgtottgg cacagggtaa gtgaaggtta attccagaag agaggaatga 780 
cttgaaggca aaggaaacta aggaaggagg ttcagtgagg aaaataaggt tgtccatgag 840 
atttgaatag atttttagtt occccaaggt ttaaatacaa acatagtoaa gcaaggtagt 900 
catctttctg ctggttgtga gggggaatct gaaaatggag ttttagagga aaagtcaaca 960 
tctaactagt gagggaaagt gcctaataca attagaatot ccctcactct atagttgccc 1020 
agttgaaagg ataaggagga ggggtggctt ttatggactt coatgagaga aggaaagaaa 1080 
tatttoaggt aagcttctca gggctggcco tttttgggat ttggatgaga aattggaagt 1140 
actaactact ttctagcata tctttaagaa aattgattgt tatttactcc cagatcotct 1200 
tgcagaccca gaattatoag gaaoatagct ctgtgattca tgagtgtooc catactgatg 1260 
aattggagoa tocatatgga aagoaaaggc agaattatcc cagotgtatt attttgatct 1320 
tttggatgoa ggtgocttaa tgaagctctc aaaatatttt aggagctgct cagggagtgt 1380 
tgggtggaac tgtttggact acattgtttt ctcttagatt atgtgatttt tgttgggcac 1440 
tggcaaaagg tgtgtgtgtg aatgtgtgca tgtgtgtgaa tgttgtgtgt gtgtgtgtgt 1500 
gtttgtgtgt gtgtgtgtgt gtttgcagac atgcaaaact gcagctgaaa taatacctta 1560 
gatttctagg taagtctttc cacatttcaa taatgggtaa gagtagaaco agggccgggt 1620 
atcaattatt gcttgctgtt tgcaaccagg cataaaatoa otttotcaaa tcatccaccg 1680 
ttcctattaa atttatgccg gaaactctcc ttctgtgagt ataactcctg cagttcctat 1740 
agcagataag atataagaaa gtgcctccta gtgotoctcc gcccgcttgt ttgotaaaat 1800 
tocctttcto tctaagtcca ccattttcaa gatttgtaga tagtgtatta gttaagacag 1860 
ctttgtcgat Gtggccagat gttttttcto ctttgtccaa aggccagaga ccatcccagg 1920 
aagagtggtg ggtggtttat aoaotggaaa tgttgogttt atgcttttta aaaacaoacg 1980 
ttaacttcag aggaaggatg ggcaaatctg gtctagctgg gtgaaacoct tattttccca 2040 
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gagatgcctt aacctttgtt ggttttggct 
tccattctgg agagggactt cccctacata 
gaggtagcat tcaaagatca gatgtgcttt 
ttacagcatt aacctgccta accttcatgg 
gctgtgcatg ccgcttactc tgttggggtc 
tccaaagaag tttcaaggaa ccataaatat 
tattaaaata aaattatcag gaatactgcc 
cttttttttt aagctgagaa gtatagggat 
ttccaacttg tattttcata taatttatat 
tgaaaaaaag gaaaagcagg tgctttttaa 
gcgatgtaag tgtcgatgtt tttttaaaaa 
ttttgtttgt ttattttagt agctgatgct 
atactgtagc ctgatttcat attgtatttt 
cattcataat get 



ttagggttca gagtcacttt tgttcccttc 2100 
gagccctgat ttttgtggct gtggggattg 2160 
tcctcacttt ggagatgaac actctgggtt 2220 
tgagaaatac accatctctc ttctagtcat 2280 
tatataaatt tgttgaactc ttacctacat 2340 
atgtatacat atacatatat aaaatatata 2400 
tcagttattg aacttttttt tttaagaata 2460 
gaaaaagatg ttatattgtg tttgactatt 2520 
tttttaaaag ctgaaaattt agaagcaaga 2580 
aaatcagaac tgaggtagct tagagatgta 2640 
aaaatgcaaa aaaattctta tggcggagtt 2700 
ggcacatcat tttgctggag agttttttat 2760 
aaactgtgtg aaattaaaaa caaagaattt 2820 

2833 



<210> 12056 

<211> 2659 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15). . (1184) 

<400> 12056 

oatttggooc ggggatggtc acacgcgogg 
ttgtogcatt gctctcggcc gcactcgcgc 
aaagagcgtt ttcgctaogt aaagcacatt 
tggtgagaaa tatcatacct cctctgtctt 
taggogtagt tggaggctgt caggagtaca 
ctctcaaagt gggcgcagao ttgtcccacg 
ttaaggocta cagcccggag ctgatcgtcc 
atgaggtgga gaagtggctg ccccggctgc 
gagatgatgo gcttctoaga aatgtccagg 
tccctgttgt catcgacgcg gatggcotgt 
atggctaccg gaaggctgtg ctcactcccg 
ctgtgctcag aggccctatg gacagcgatg 
aagooctggg caacgtgacg gtggtooaga 
agcaggtgct tgtgtgcagc caggaaggca 
tcctgtcggg Gtocctgggc gtcctggtac 
caaatggggg catatcagac ttgaaattga 
tcaaaaccag agcccagggt agctgcggcc 
tcctgctgtc cocctctccg caggtccagc 
tototcacca ggoagtgcaa ccaccaagcc 
tccgacatga tcgccgaggt gggggccgcc 
goagaccaga agtaaacagg caccttggac 
cggacccacg ogtgtgotga aggcgtaogg 



gggccggaao tgccgtcgcc ggcgcggtcg 60 
tgtacgggcc gccactggac gcagttttag 120 
cgataaagga tatggaaaat aotttgcagc 180 
coacaaagca caaagggcaa gatggaagaa 240 
ctggagcccc atattttgca gcaatctcag 300 
tgttctgtgc oagtgoggcc gcacotgtga 360 
aoocagttct tgacagoccc aatgctgttc 420 
atgctcttgt cgtaggacct ggcttgggta 480 
gcattttgga agtgtcaaag gooagggaca 540 
ggotggtcgc tcagcagcog gocctcatcc 600 
accacgtgga gttcagcagg ctgtatgacg 660 
acagcoatgg atctgtgcta agaotoagcc 720 
aaggagagog cgacatcctc tccaacggoc 780 
gcagccgcag gtgtggaggg caaggggacc 840 
actgggogot ccttgotgga ccacagaaaa 900 
caatttgggg tcctgagatt gaaacaggag 960 
cccggaccao gacgcocact tccccacacc 1020 
cctctoctgg tggccgcgtt tggogootgo 1080 
ttccagaagc acggtcgctc caccaccaco 1140 
ttcagcaagc tctttgaaac ctgagcccgc 1200 
gggggagagc gtgtgtgtga tgggaaaatc 1260 
tgcttgccag attttcaact tgagcataaa 1320 
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ttggttgcca ttgagaattt aagaatctgg aatattgcag cttttggtta aacttaatgc 1380 
atggttggag atgttatggc gacactaaac aaagtattcc tgaactttcc ttagctcctt 1440 
ggtagtaact gggaagacgg aaatgaagaa aatcacatga gaatgaagaa ttctttagca 1500 
gctcaacaga gtttctcggc ctgctcccag atcggcgaag tttctacttg ttactctctc 1560 
tgccggcgcc cttcgttcct cctctgcttc ccttccctag tctttcctcc ggcagggagc 1620 
tgggcagggg tccccgggtg tctccctgag tcccgactgc actgactggg tccatcagag 1680 
ggctgcttcg ttctccagct catcttcttt taaagtggtg actagcttgg tggtatctgg 1740 
ctgctggtgt ttggcttatt gacatactcc agggtaatca atgatgactt tgtttggaaa 1800 
cccttttgga ggcaccatgg gaacagaagg aaacatgagt gacgctgacc cttgagtgtg 1860 
tgggtgggga gctctgagac gcctcctgtc ccacgctctc cggtgtccgt gtctacacag 1920 
gggtccccat gatacccacc ggccccagca gggcagaccg gaccggggac gggcacggtg 1980 
aagggctgca gcctggggtc tgacgtggcc cctagtgctg tctcaggaga aggctctgga 2040 
ggacttgagg catgctgggc ctggtgcagt gatggcgcta aggagacccg gggaaagaca 2100 
gtatcgtggt cacgtatgct taggaagcag cacagccgtg tccttaggga tgttcgcgtc 2160 
cagtaaagac actggtaact gcggtttcag ccaacactct tcatggcagt gtcgacctcg 2220 
ggttagcttc tgttgtcttt gtggatggtt ttcctggagc ggcctgacgt tgacgtgttc 2280 
tctggtccca tgtcttagcg gggcatggta cggtttcgtg cctgacgcgt gcattagggt 2340 
gttctcttat actttcagta gcatctttcc acagcaaggg ccaaaccctc ctggttccct 2400 
tcagagtctt tttggcctga tgatgactct tgagtgatac cctgtgatgc agacatgccc 2460 
cagatggatt ctactttctt taaaactagg gactttcaag attaaaaaaa agattgtcac 2520 
tactaatttg acgcctaact tcagaagctt cactgcctac atgtgaactt ttccagaaaa 2580 
actgtgccat ggacattttt cctctgggga attaacatct aaattctggt aactattaaa 2640 
agacagatct ggttaattt 2659 



<210> 12057 
<211> 390 
<212> PRT 

<213> Homo sapiens 
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Leu 


ft 1 \t 
la 1 y 


Asn 






zoo 








9 AO 

ZM'U 


Arg 


Asp 


1 1 e Leu 


oer 


Asn 


ft 1 \/ 
la 1 y 


ft 1 n 

la 1 n 




ZOU 








zoo 




ft 1 \# 
la 1 y 


oer 


Ser Arg 


Arg 


uys 


ft 1 \t 
la 1 y 


ft 1 \r 

la 1 y 


zoo 








970 

Z /U 






Leu 


ft 1 \f 
la 1 y 


va 1 Lcu 


va 1 


M i 0 

n 1 s 


\ rp 


A 1 0 

A 1 a 








zoo 








Asn 


ft 1 \t 
la 1 y 


ft 1 \/ 1 1 A 

la 1 y lie 


C A V 

oer 


Asp 


Leu 


Lys 






mo 
ouu 










la 1 U 


1 nr 


la 1 y Va 1 


Lys 


1 nr 


Arg 


A 1 A 

A 1 a 






315 








320 


Thr 


Thr 


Pro Thr 


Ser 


Pro 


His 


Leu 




330 








335 




Gin 


Pro 


Ser Pro 


Gly 


Gly 


Arg 


Val 


345 








350 






Val 


Gin 


Pro Pro 


Ser 


Leu 


Pro 


Glu 








365 








Arg 


His 


Asp Arg 


Arg 


Gly 


Gly 


Gly 






380 











<210> 12058 
<211> 2530 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (124). . (621) 

<400> 12058 

agtgtccata aacctgtgtt ttgccagctt gcacaggatg aaggtagtta cgttggtggc 60 
tttgcagtgg ttgaatatag oactgcggag caggotgaag aggtocagoa ggcagcagao 120 
ggtatgacca toaagggcag caaagtccag gtttccttct gtgctoctgg agcgccaggg 180 
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cgaagtacat tagcagcatt gatagcggct caacgtgtga tgcacagtaa tcaaaagggc 240 
ttacttccag agccaaatcc agtacaaatt atgaaaagtt taaacaaccc tgccatgttg 300 
caagttcttc tacagcccca gttatgtgga cgagctgtta aaccagccgt tcttggaaca 360 
cctcacagct tgccacatct gatgaaacca tccatctctc ctgcattttt acatttgaat 420 
aaagcacatc agaatctttc tcatatacca ctggcacaac aacaattaat gaagtttgag 480 
aatattcata ctaataataa acccggctta cttggagagc ccccagctgt ggtacttcag 540 
actgcactag ggatagggtc agtgcttcca ttgaaaaagg agttgggaca tcatcatgga 600 
gaagcacata aaagctgcct ctaagaatca aacttcactc ttgggagaac caccaaaaga 660 
aattcggctc agtaaaaatc catacttgaa tttggcaagt gtgttgccca gtgtgtgctt 720 
atcatcccct gcaagtaaaa ccactcttca taagactgga attgcaagca gcattctgga 780 
tgcaatctct cagggaagtg aatcacaaca cgcattggaa aagtgcattg cttattctcc 840 
accttttggt gattatgcac aggtaaataa ttcccaggtt ctgatgatac tcagaaaaat 900 
tggttcaact atatattgag ttcactgaat atgaaattgt gatttctata ttattaacgt 960 
aggcaaatca aattgcactg atctatgtat ttcttactca tcatttgaaa tttgggaatg 1020 
tgttcaagac attatttagt atcattttgc actagatatt tacctctcac tgtttaccta 1080 
gtggttggca aactacagcc catagaacaa atctagccca ccacctggtt ttgtaaataa 1140 
atttgtattg taatacagcc atgtccattc attaacatat tgtctatggt gctgtcatgc 1200 
tataataaaa gagttgagtg atgacagtag agactatgtg gcctgcaaga ttaaatattt 1260 
actatctggt tctttataga aaaatgctgc taacctctgg tttgcactag tgtagaccta 1320 
agaaacccaa gggaatgcct ctgttcttct ccactgattg tagatggaga aagatgatca 1380 
tatttacaga cactactgtg ctaacttcta aaccagccaa tcaataacat aaaaatatta 1440 
tgttcataag atgtcctgtg tcattactta aatatttcag ttttgctttg gcccttcttc 1500 
agcttactct tagtggtgta agctgaatat atatcatgtt agccctgtgt gattatggaa 1560 
tcataagagt ccacaagagt cttataatta tcagttctga ctcttacttt cctagaacag 1620 
ccagcttctt ctcagatcta tcctgttcgt tggagtcttg tctccacttt gatttccctg 1680 
gagcagcttt gtgtttgcct gacccatccc taataaactt agaaaagaaa accacttaga 1740 
acaattgacg cctgattata agagtactag aacagcccaa gttctgtaaa aatggtgcag 1800 
ctggatatta gtgaaatatt tgccatctct tatatacctg ggacaagacg gaaaaatatg 1860 
ggttgggtag atgatgtaat taggtgacag tatatctata tttagagaac agtgatcaca 1920 
aattgctgca gtctgaaggc attctcttat attgattcat aagagtcatc ttcagtcctt 1980 
tattagataa catttgaagt aatgacttag ataaagacat taattgtaaa atttacaaga 2040 
tatagtcctg tacaattcca atttgtttct tttcaagaaa caaacttttt ataaacagga 2100 
gaagcacaat aaatttttta aaaattcatt aaatacatat ttaagcttta aaaatttttt 2160 
gaacttttat ttctttttaa atttgccttt ttcttagcag ttttgcttat tagattactg 2220 
tgatttattg tatacttata tccatggaaa gactttctca ttcacacatg gagaaattct 2280 
gtgataatga tgccttttgc attactgtat gtcttctgcc tccacacttg cttgcccaga 2340 
gatatggtgg ggaaatgaat cctccctgca ctgttcagtg tctcctttga cagtccctgc 2400 
ttctagcgca cgcttgttca taaaatggga tttgttctct ctctcgtgtt ctttcttcct 2460 
tataaactta attaaatgtt actaatggaa cattaaagta catggaatta aactaatgga 2520 
atactaaaat 2530 



<210> 12059 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 12059 
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Met Thr Me Lys 
1 

Ala Pro Gly Arg 
20 

Met His Ser Asn 
35 

I le Met Lys Ser 
50 

Pro Gin Leu Cys 
65 

His Ser Leu Pro 

His Leu Asn Lys 
100 

Gin Gin Leu Met 
115 

Leu Leu Gly Glu 
130 

Gly Ser Val Leu 
145 

Ala His Lys Ser 



u 1 y 


ocr 


Lys 


va 1 


c 

o 








oer 


1 nr 


Leu 


A 1 ^ 

A 1 a 


Gin 


Lys 


Gly 


Leu 










Leu 


Asn 


Asn 


rro 






bo 




la 1 y 


Arg 


A 1 4 

A 1 a 


va 1 










n 1 S 


Leu 


Mer 


Lys 


oO 








Ala 


His 


Gin 


Asn 


Lys 


Phe 


Glu 


Asn 








120 


Pro 


Pro 


Ala 


Val 






135 




Pro 


Leu 


Lys 


Lys 




150 






Cys 


Leu 







Gin Val Ser Phe 
10 

A I a Leu Me Ala 
25 

Leu Pro Glu Pro 

Ala Met Leu Gin 
60 

Lys Pro Ala Val 
75 

Pro Ser I le Ser 
90 

Leu Ser His Me 
105 

Me His Thr Asn 

Val Leu Gin Thr 
140 

Glu Leu Gly His 
155 



oys 


Ala 


Pro Gly 






15 


A 1 4 

A 1 a 


Gin Arg Val 




30 




Asn 


Pro 


Val Gin 








va 1 


Leu 


Leu Gin 


Leu 


Gly 


Thr Pro 






80 


Pro 


Ala 


Phe Leu 






95 


Pro 


Leu 


Ala Gin 




110 




Asn 


Lys Pro Gly 


125 






Ala 


Leu 


Gly 1 le 


His 


His 


Gly Glu 






160 



<210> 12060 
<211> 2697 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (172). . (531) 

<400> 12060 

agtagtggtg gtacgggtcc gaotgagggg 
gctgcgagag ccaaggoccg agggggtggg 
gttccGtctc ttcgcggagc ggcgccgcgt 
GgcctCGgtc ccaggaaaag gagaaggaat 
oagaccaaaa gaagtagcag aaaccotgtc 
ggoagtgaca gtggtgggag cagcagoagc 
gccagcgggc Gggaaggcag cttgagccag 
cagcccgtgc GOgagcagtc cgcgGtgtgc 
ctgagggagg cccacttcca cagcGtaoag 
ggcagtttct tgccttctgt gaagggaoag 
aottgtttta aaagaaaaat tgcaoacgaa 
gaaataacag gttaaoaggo agttgtttao 
aaggggcttt gaagcaattt tttataggat 
aaggtagtgg tttgaggaaa actoattctg 



taGtcgccac cggctgcgtc cacGGgagcg 60 
cgtggcggcc gccgaaaoaG aaoGGGCtct 120 
agcttGoatG GgGoagctgc catgagogag 180 
ggcaacgaag aagacaacca tcttccGcco 240 
tttcaggatt cctgggaGac agagtcttoa 300 
agcagoagca gcatcaatag occggacagg 360 
aGcatggccg gatccagccG taaoaogcGt 420 
caaggcctct acttccaoat oaaoGagaGO 480 
cacGgagggc ggGGtotgac atgatgtgcc 540 
Ggctgtgcag atttgatatt tcaacttaca 600 
aaatgGCtgt tggcttttca gtctatattt 660 
ttgtggtttt gotgoactat tgoaatttoa 720 
tGttttgagg gagggtatca aatotatgtc 780 
tgtgttgaat ccatagtatg toGoattcag 840 
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actgatttcc aaatctgtca actagaaact 
cgggatcttc aatttttttt attcaataaa 
aacataagtt tttttccaaa atataggaag 
ccatactacc tctcagtatg tagatgttct 
gaacaatcag atccaattca gactgtcagt 
ctttgttata tatttgtatt tccagagaga 
acttctgtgt cactattcca ccagagtctg 
agttctgcaa gtaaagtaat atgtaatgac 
gcttacatga tctcattgac aattccacct 
cgctgataaa atgtaagcta cctgaactga 
gggacaagga ttaacttgat gcttaaagta 
catcagtgaa actggaaaga ttggtgtggc 
aagaaataat gtggtagtat ttatttaggg 
catactagag agccagccaa gtttgaataa 
gacaagctgt ctgaacaagg agccaggaac 
ggggacaacc tgccattgga tgtagagaaa 
cccactcgcc ctccgcgcga cgccactcgg 
gaagcacgat ggctctagtc agaggacttt 
aacagcatga gcctttgtga caaaactaga 
ggtagacaca ggcacttctc tccacagcct 
cactgcagtg gaaactgttc tggaagaggc 
ggtttttgca agagcttttt ttttttttaa 
tcttgacaag gattttagat cttaatgggt 
tgctaatatt gtgtctaaca ataaagcaaa 
tgagctttca aacacacatg cacacagcac 
ggcttaacag ttggcatcgt actgaaatga 
ttggggaaac aaattttctg ttacttccca 
caccagaaca aaacagattt tctccaaaca 
actctttcac cctactaaat tcaagagctc 
tttctattaa gaggctactt ggtagtgtca 
aagctagtaa aaccttgtac ttctctattg 



ctactttatg taaagggcct tttaaaaatg 900 
ctagtaaaga gtatctagtt tccatgaaaa 960 
cttgattcag tcttgcactg aaattaactg 1020 
attgaaagta ctctctcctg tgtaacagga 1080 
gaagcacact ccctaataat agtctctact 1140 
atgtctttta gattcttgta tacccagata 1200 
cacctcagac tttagtagga aacatggcac 1260 
tttttgtcct acaaacttgg tcagtcagca 1320 
tgtagtgtca acaattaagg tgttgttgaa 1380 
tgtctaaagc aacaagtatt gtgaaatttt 1440 
acccccaaca gtaactaggg ggccacattc 1500 
tgagaatcag atgagcagag gcacctttag 1560 
agagacagat gtgttgccat gttacttagt 1620 
tgaaggtgca gacgtgttgt cttcttcact 1680 
tgtcgggtca ccagctgtgg agcgtgccgg 1740 
agtgccttag agttggcctg agccctcctg 1800 
agtccacacg gcacacacaa gcggagctga 1860 
gctgtcggtc cagatttgaa gaggacacgg 1920 
atttggaaat gaggactgtc ttgggaaaag 1980 
gctaacctaa tgtgggcaga actgaaagat 2040 
tgcaacatag cccatgctta gggactggat 2100 
actaccatct cccaactttt aaagccagat 2160 
tcgatggtag ggaatacgga aaggatacac 2220 
caactcgatg ctgtaagaag acaagctgtt 2280 
aattcagaaa tacccaggag gattcctgca 2340 
aacgtgtatt aacaagaaaa tgtcaaactt 2400 
cccaactaaa agggaagata aaaccatcat 2460 
agtacaatga tagtgccggg ttggcagtta 2520 
atctccaccc tgtcctgtat attttctaca 2580 
gcgggcacct tttacacctt ctagtagctc 2640 
cgccgccatt aaaagcagca ttagtgc 2697 



12061 
120 
PRT 

Homo sapiens 
<400> 12061 

Met Ser Glu Arg Leu Arg Pro Arg Lys Arg Arg Arg Asn Gly Asn Glu 

15 10 15 

Glu Asp Asn His Leu Pro Pro Gin Thr Lys Arg Ser Ser Arg Asn Pro 

20 25 30 

Yal Phe Gin Asp Ser Trp Asp Thr Glu Ser Ser Gly Ser Asp Ser Gly 

35 40 45 

Gly Ser Ser Ser Ser Ser Ser Ser Ser I le Asn Ser Pro Asp Arg Ala 

50 55 60 

Ser Gly Pro Glu Gly Ser Leu Ser Gin Thr Met Ala Gly Ser Ser Pro 



<210> 
<211> 
<212> 
<213> 
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65 70 
Asn Thr Pro Gin Pro Val Pro Glu 
85 

Tyr Phe His Me Asn Gin Thr Leu 
100 

Gin His Arg Gly Arg Pro Leu Thr 
115 120 



75 80 
Gin Ser Ala Leu Cys Gin Gly Leu 

90 95 
Arg Glu Ala His Phe His Ser Leu 
105 110 



<210> 12062 
<211> 4149 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 

<222> (264) . . (2525) 
<400> 12062 

gtggtaccaa agacotgtcc atcgctgcag 
ctttctttga caaggtcogc ogggtgctga 
gctgcatcgc actcttcaac caggagctgg 
gcccatttct ggggaaattt ccagaactct 
aagagctgtc cttogogcca cccatgagcg 
ttgattatgc atcctgcaag cgcataggat 
agcagcccaa gtgcagtggg aggacagcca 
totcottccc ttcctggtct gaggactcca 
aggagcagct tcaccgctgt gaggacgagc 
acctggccac aatccgtgtg ttggaaagtg 
aagaccagga gaagttocgg ctggacgact 
googtgooat ttatcgcatc tatggcgaca 
agaaoGCtgt caccgctgtc cccgttgtcc 
ggcgggaggc ocagcagggc ttcaacaaga 
toaagtccct tgacoaccag gctgtgaact 
Gcaagagott gotcaacgag atcgagagcg 
agggccgcag tgccccctct agcgagccgc 
tcctggagga cgcagcagcg ctcatcagot 
aggaggacca gggcaccato caccagotgo 
ctcagoagot ggacctgggc gcctccgagg 
aggggcagac cacagaccoc agtgagcgga 
coocagagga gaagggggoo ttcggggatg 
ccccagccco goacaagccc ctggacgatg 
ggtacttott Gctgogcotg caccagaccc 
aggcgcagaa goagcttctg gagtatcgga 
agggccgcag ggagaagggc agcgaccccg 
aagtggagct ggaggagtac tacccggcct 
gcagcatcga ccccacgcag tacgaggaca 
acgtgggctt caccatggac aagctggtgc 



tggggaagta cgggactctg caggaatttt 60 
agagccagga ggtgtatgaa aacttcctcc 1 20 
tgtctggctc tgagctcctg cagctcgtca 180 
ttgcacagtt caagtccttc ctgggggtaa 240 
acagatcogg ggacgggata agccgggaaa 300 
ccagctaccg ggoactcccc aaaacctacc 360 
tctgcaagga ggtactgaac gacacctggg 420 
cgttcgtcag ctccaagaag acaccgtacg 480 
gcttcgagtt agacgttgtc ctggagacga 540 
tgcagaagaa gctgtcccgg atggcgccgg 600 
ccctgggagg cacgtcggag gtgatccagc 660 
aggccccgga gatcatcgag agcctcaaga 720 
tgaaaagact gaaggccaag gaagaggagt 780 
tctggcggga gcagtatgag aaggcgtacc 840 
tcaagcagaa cgacaccaag gccctgcgct 900 
tctacgacga gcaccaggag cagcactcgg 960 
acctcatctt tgtgtacgag gaccggcaga 1020 
actacgtgaa gcggcagccg gccatccaga 1080 
tgcaccagtt cgtgcccagc ctctttttct 1140 
agtcagctga tgaggaccgg gacagccccc 1200 
agaagccggc gccaggaccc cacagtagcc 1260 
ccccggccac tgagcagcca cccctgccgc 1320 
tctacagcct attttttgcc aacaacaact 1380 
tgtgctccag gctgctgaag atctaccgcc 1440 
ccgagaagga gcgggagaag ctgctgtgtg 1500 
ccatggagct gcggctgaag cagcccagtg 1560 
tcctggacat ggtgcggagc ctgctggagg 1620 
ccctacgcga gatgttcacc atccatgcct 1 680 
agaacattgc gcggcagctg caccacctcg 1740 
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tgagcgatga cgtctgcctg aaggtggtgg agctctacct gaacgagaag aagcggggtg 1800 
ccgctggtgg gaacctgtcc tcccgctgcg tccgcgctgc tagggagacc agctaccagt 1860 
ggaaggctga gcgctgcatg gccgacgaga actgcttcaa ggtgatgttc ttgcagcgca 1920 
aagggcaggt gatcatgacc atcgagctcc tggacaccga ggaggcccag acggaggacc 1980 
ctgtggaggt ccagcacctg gctcggtacg tggagcagta tgtggggacc gagggcgcgt 2040 
ccagctcgcc cactgagggc ttcctcctga aacctgtgtt cctgcagagg aacctcaaga 2100 
agttGcgccg ccggtggcag agcgagcagg cgcgggccct gcgcggtgag gccaggagct 2160 
cctggaagcg gctggtgggc gtggagagcg cctgcgacgt ggactgccgc ttcaagctca 2220 
gcactcacaa gatggtgttc atcgtgaact ccgaggacta catgtaccgt cgcgggaccc 2280 
tctgccgggc caagcaggtg cagcccctgg tcctgctccg ccaccacctg cactttgagg 2340 
agtggcacag ccgctggctg gaggacaatg tgacggtgga ggcggctagc ctggtgcagg 2400 
actggctgat gggtgaggag gacgaggaca tggtaccctg caagacgctg tgtgagacag 2460 
tgcacgtgca cggcctgccc gtgacccgct accgcgtgca gtacagccgc cgcccggcct 2520 
cgccctgacc cgccctcatg ggcaccgggc aggcgcctca cagagcacag acgtgccctc 2580 
ggccttggtc gtgtcggggc cgttttcttg aacgacgtga gaggcatctc ccagcccctc 2640 
tgctgccgga cagcgcactc cagggcagga cgccgccccc gtggctcccg gtctcctgtg 2700 
ggcctgctgt gtgccaaacc tgagctacct gcacccgagc cctggggctc agccccacca 2760 
caggggcggg tggacgtgct ggccgaggaa caagcaatca tgtttgcgtc cccgtccgtc 2820 
acatgcgcca aatccctggc aggcagatgg ctcctgcccc atattcttgc cgtgtcttgg 2880 
aaaagtcaca ggtgacagcc ctcctgaggc ccacactttg gagggggtcc atgtccaaga 2940 
gaccctgaca aggaaggagt tgagccctgg gtaggcttgc ttgaaaagtg agtccttcca 3000 
gaatattctc agagctgcca gaaacatcat ctgagggttt gggcatcagc tctgcctggc 3060 
tggtgttcag gccctcagtc actttggaag tgagaagaac ccttcagcca aacctttggg 3120 
atcccatttt gaagtccaga gctggagcag gcgggcagtg ccctgggaga ccccgctctg 3180 
gataagacac ccaaccccaa ctccagcagc tggactctgg gcccacaagg ggagggaccc 3240 
cagccagtat tccctcagag ccggcacgac cctgctgtgg ggcggcgggc ccagtcgtgt 3300 
tcctgcagtg ggcaccctag gcgtatgtgt atacatgcac agatatttat tcctttcgct 3360 
tttagtggtt gttatttctg tagcagccaa gtcctgcggc tccctggggc tgagatctcc 3420 
ctttgtggaa ctccgagagc cgccctgaca gtcccagccg ccacccaagg agccccatcc 3480 
gcccacccac cctgggaccc acgcggccac tccagggatc attgttgtcc ttttgtgagg 3540 
ggctgaggcg actgtcccat ggaggcatcc aaggctttct gtgccaagaa tcccaagtga 3600 
ctggggctgg ggaccacttc tccaggcctc tctccccgac catgagagcc cctggccctg 3660 
gcccctgcac accagtaggc ccagaataac cgccaccctt gccatcctgc aacagctgga 3720 
ctcaagtttc caggaagtgg agatgtgttt ctagaagttt cctgtggaac ctggaggctc 3780 
ctgatgcctt tgactccagg ctgggcgatt ccgatgctga cccgtcctcc tgggctcccc 3840 
acccccgctc cccaagtgtc acacaggcac tttgtacaca tcctggtttt ctaagaaggg 3900 
aacttgccat caagattcct gtaccaggcc cacggccgtc tcgggcagag ccacctgggc 3960 
cccgggtgca gccggagacc ccgccgagcc cctcctccca gtactcccat ccccgcatgc 4020 
ttctagggag cgcctctttt ccgttcttga ggaatttctg ttctggggct tgtccttcct 4080 
ttgcagctgt tttgaatgta gttttccttt tctatttatt tgcacattaa agttaataat 4140 
tgaatattg 4149 



<210> 12063 
<211> 754 
<212> PRT 

<213> Homo sapiens 
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<400> 12063 

Met Ser Asp Arg Ser Gly Asp Gly Me Ser Arg Glu He Asp Tyr Ala 

1 5 10 15 

Ser Cys Lys Arg Me Gly Ser Ser Tyr Arg Ala Leu Pro Lys Thr Tyr 

20 25 30 

Gin Gin Pro Lys Cys Ser Gly Arg Thr Ala Me Cys Lys Glu Val Leu 

35 40 45 

Asn Asp Thr Trp Val Ser Phe Pro Ser Trp Ser Glu Asp Ser Thr Phe 

50 55 60 

Val Ser Ser Lys Lys Thr Pro Tyr Glu Glu Gin Leu His Arg Cys Glu 
65 70-75 80 

Asp G I u Arg Phe G I u Leu Asp Va I Va I Leu G I u Thr Asn Leu A I a Thr 

85 90 95 

Me Arg Val Leu Glu Ser Val Gin Lys Lys Leu Ser Arg Met Ala Pro 

100 105 110 

Glu Asp Gin Glu Lys Phe Arg Leu Asp Asp Ser Leu Gly Gly Thr Ser 

115 120 125 

G I u Va I II e G I n Arg Arg Ala Me Tyr Arg 1 1 e Tyr G I y Asp Lys A I a 

130 135 140 

Pro Glu Me Me Glu Ser Leu Lys Lys Asn Pro Val Thr Ala Val Pro 
145 150 155 160 

Val Val Leu Lys Arg Leu Lys Ala Lys Glu Glu Glu Trp Arg Glu Ala 

165 170 . 175 

Gin Gin Gly Phe Asn Lys 1 1 e Trp Arg Glu Gin Tyr G I u Lys A I a Tyr 

180 185 190 

Leu Lys Ser Leu Asp His Gin Ala Val Asn Phe Lys Gin Asn Asp Thr 

195 200 205 

Lys Ala Leu Arg Ser Lys Ser Leu Leu Asn Glu Me Glu Ser Val Tyr 

210 215 220 

Asp Glu His Gin Glu Gin His Ser Glu Gly Arg Ser Ala Pro Ser Ser 
225 230 235 240 

G I u Pro H i s Leu I I e Phe Va I Tyr G I u Asp Arg Gin Me Leu G I u Asp 

245 250 255 

Ala Ala Ala Leu Me Ser Tyr Tyr Val Lys Arg Gin Pro Ala Me Gin 

260 265 270 

Lys Glu Asp Gin Gly Thr Me His Gin Leu Leu His Gin Phe Val Pro 

275 280 285 

Ser Leu Phe Phe Ser Gin Gin Leu Asp Leu Gly Ala Ser Glu Glu Ser 

290 295 300 

Ala Asp Glu Asp Arg Asp Ser Pro Gin Gly Gin Thr Thr Asp Pro Ser 
305 310 315 320 

Glu Arg Lys Lys Pro Ala Pro Gly Pro His Ser Ser Pro Pro Glu Glu 

325 330 335 

Lys Gly Ala Phe Gly Asp Ala Pro Ala Thr Glu Gin Pro Pro Leu Pro 

340 345 350 

Pro Pro Ala Pro H i s Lys Pro Leu Asp Asp Va I Tyr Ser Leu Phe Phe 

355 360 365 

Ala Asn Asn Asn Trp Tyr Phe Phe Leu Arg Leu His Gin Thr Leu Cys 



• 
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370 



375 



Ser Arg Leu Leu Lys 1 1 e Tyr Arg Gin Ala Gin Lys G I n Leu Leu G I u 
385 390 395 400 

Tyr Arg Thr Glu Lys Glu Arg Glu Lys Leu Leu Cys Glu Gly Arg Arg 

405 410 415 

Glu Lys Gly Ser Asp Pro Ala Met Glu Leu Arg Leu Lys Gin Pro Ser 

420 425 430 

Glu Val Glu Leu Glu Glu Tyr Tyr Pro Ala Phe Leu Asp Met Val Arg 

435 440 445 

Ser Leu Leu Glu Gly Ser He Asp Pro Thr Gin Tyr Glu Asp Thr Leu 

450 455 460 

Arg Glu Met Phe Thr Me His Ala Tyr Val Gly Phe Thr Met Asp Lys 
465 470 475 480 

Leu Val Gin Asn Me Ala Arg Gin Leu His His Leu Val Ser Asp Asp 

485 490 495 

Val Cys Leu Lys Val Val Glu Leu Tyr Leu Asn Glu Lys Lys Arg Gly 

500 505 510 

Ala Ala Gly Gly Asn Leu Ser Ser Arg Cys Val Arg Ala Ala Arg Glu 

515 520 525 

Thr Ser Tyr Gin Trp Lys Ala Glu Arg Cys Met Ala Asp Glu Asn Cys 

530 535 540 

Phe Lys Val Met Phe Leu Gin Arg Lys Gly Gin Val I le Met Thr I le 
545 550 555 560 

Glu Leu Leu Asp Thr Glu Glu Ala Gin Thr Glu Asp Pro Val Glu Val 

565 570 575 

Gin His Leu Ala Arg Tyr Val Glu Gin Tyr Val Gly Thr Glu Gly Ala 

580 585 590 

Ser Ser Ser Pro Thr Glu Gly Phe Leu Leu Lys Pro Val Phe Leu Gin 

595 600 605 

Arg Asn Leu Lys Lys Phe Arg Arg Arg Trp Gin Ser Glu Gin Ala Arg 

610 615 620 

Ala Leu Arg Gly Glu Ala Arg Ser Ser Trp Lys Arg Leu Val Gly Val 
625 630 635 640 

Glu Ser Ala Cys Asp Val Asp Cys Arg Phe Lys Leu Ser Thr His Lys 

645 650 655 

Met Val Phe Me Val Asn Ser Glu Asp Tyr Met Tyr Arg Arg Gly Thr 

660 665 670 

Leu Cys Arg Ala Lys Gin Val Gin Pro Leu Val Leu Leu Arg His His 

675 680 685 

Leu His Phe Glu Glu Trp His Ser Arg Trp Leu Glu Asp Asn Val Thr 

690 695 700 

Val Glu Ala Ala Ser Leu Val Gin Asp Trp Leu Met Gly Glu Glu Asp 
705 710 715 720 

Glu Asp Met Val Pro Cys Lys Thr Leu Cys Glu Thr Val His Val His 

725 730 735 

Gly Leu Pro Val Thr Arg Tyr Arg Val Gin Tyr Ser Arg Arg Pro Ala 
740 745 750 

Ser Pro 
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<210> 12064 
<211> 3018 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (27).. (836) 

<400> 12064 

toaattttoo tttttccgga ggggagatgg attocctgga atggaactgg gctctggtgt 60 
atgagctcag tggagagcac catgaogaag agtggtcagt gaagacttac caggaagtag 120 
ctcagaagtt tgtggaaact caccctgagt ttattggaat caaaatcatt tattoggatc 180 
aoagatccaa agatgtggot gtoatcgcag aatccatccg aatggcoatg gggctccgaa 240 
toaagttccc cacggtggtg gcagggtttg acctggtggg gcatgaggac actggccact 300 
ccttgcatga ctacaaggaa gctctgatga tccocgccaa ggatggcgtt aagctgcctt 360 
acttcttcca cgcoggagaa acagactggc agggtaottc oatagacagg aacattotgg 420 
atgctctgat gctgaacaot accagaatcg gccatggatt tgctttgago aaacaccccg 480 
cagtcaggac ttactcctgg aaaaaggaca tccccataga agtctgtccc atctctaacc 540 
aggtgctgaa actggtgtct gaottgagga accaccctgt ggccactctg atggccactg 600 
ggcaccooat ggtgatcagc tctgatgacc cagotatgtt tggtgccaaa ggcttgtcct 660 
aogatttcta tgaggtctto atgggcattg gggggatgaa ggctgacctg aggaccctca 720 
aacagctggc catgaactct atoaagtaca gtaccctgtt ggagagtgag aaaaatactt 780 
tcatggaaat ctggaagaag agatgggata agttcatagc agatgtggot acaaagtgag 840 
gagaagctag ccagccctct acaagctgtc ttcttgcaca cgctgtcact tcctctcact 900 
cgttcttgaa tcagctccat gtgcccatga aatcaatggc ctctgtatgg agcgaccctg 960 
tgagaagcac ttggctggct gagcaaattc atcctctgga aatattctct ctcagccaca 1020 
gtgacattga ccctcttggt tttctoctct ctctggccat ttcttccagt ttccctattt 1080 
cagagtcttc tcctctctct gatctctgtg ctgtttcctc aggactcagt cctgggctct 1140 
cttctattct ggtctcttta tttttttatt tttgtatttt ttcgagatgg agttttgctc 1200 
ttgttgccca ggctggagta caatggtgcg atctcagctc agtgcaacct ccgccacccg 1260 
ggttcaggca attctcatgc atcagcctcc cgagtagttg gaattatagg catgtgccac 1320 
cacaccoagc tgatttttgc atttttagta gagacaggtt ttcaccatgt tggcgaggct 1380 
ggtatccaac tcttgacctc aggtgatcca ctcgcccctt agctcccaaa gtactggaat 1440 
tacaggcgtt agccaccatg cctggcctat tctggtctct ttaactctct cctctttatt 1500 
tctcttctct ctctgtacac ttttcctggg tggtctcatc cattcctttg ctttttcata 1560 
ccatttattt gttaatgatt cccacattta tttatgcact tggagagctc acaggaatct 1620 
cagaaactga tgaggtacaa ttctgaaccc tcagtctctt ccctttaaac ctttcttttt 1680 
ctctacttta atttttctaa agagtgtctt gctatgttgc ccaggctggt ctccaactca 1740 
agtgatcotc ctgccgcagt ctcccgaagt gctgggatta ctgacatgag ccaccacact 1800 
cagcccttta aacctttccc tggcctttcc catagctggt gaaggacacc tccatccatt 1860 
ccacccagtt gctcaaagca gaaattttca gtgcaagtct tgatgctgcg ccgtocccca 1920 
ctccctacat cagaacgcat ccctcatctg gactccagcg gtggcttctt gatgctgcgc 1980 
ggtcccccac tccctacatc agaatgcatc ccgcatccag actccagcgg tggcgctcta 2040 
cctgcacgct gttgccaagt ccaagctacc atactcctgc ctgagctatg acaacagcct 2100 
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cctcactgat ctcccctttc ttccctttgc ctcctccagc tcatttttca cagtgtagaa 2160 
tgacattttg tttgtttgtt ttgttttgtt tgagatggag tctcgctctg ttgcccaggg 2220 
tggagtgcag cggtgcgatc tcggctcact gcaacctcca cctcccgggt tcaagcggat 2280 
tctcgtgcct cagcctcctg agtagctggg attacaggca tgcaccacca tgcccggata 2340 
atttttgtat ttttagtaga gatggggttt cactatgttg gccaggctgg tctcgaacac 2400 
ctgacctcgt ggtccacccg cctcggcctc ccaaagcact gggattacag gcgtgagcca 2460 
cccggcctgg cctagaatga cttttaaaag atcaaattaa atcaggtcac tcctttgctt 2520 
acaacgcagt gcgtttagag gtacacccca tgtctccaca gggcacacag catccgattt 2580 
aatctggatc cattccggcg ccttcctctc ccagtcaccc agagggcccc aaccccggcg 2640 
gccctttctt cctcagatgt cctcggctct ataccgtgcc tgggtctttt ctctttctct 2700 
ctgcctggaa cattccttct ttcccctttt gtcttgccca ctcctgttta cccttcaagt 2760 
ttcaagttca tgtcactgtc tcagagaggt tttcctgtgc tcgccctgtt tctctcagga 2820 
agccttgctc ttttccatca tgcctctaat cacagcttat aatcggatat ttatttctgt 2880 
gtctacagtc ttgccctgcc agactgtaag ccccatgtgg gcaggcgctc atgattgttt 2940 
ctgattgttt cacgcatgct gctaacccag agcctgggcc caaagctagt tagtactcaa 3000 
taaacaatgc attgaatg 3018 



<210> 12065 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<400> 12065 



Met 


Asp 


Ser 


Leu 


Glu Trp 


Asn 


Trp 


Ala 


Leu 


Val Tyr 


Glu 


Leu 


Ser 


Gly 


1 








5 








10 








15 




Glu 


His 


His 


Asp 


Glu Glu 


Trp 


Ser 


Val 


Lys 


Thr Tyr 


Gin 


Glu 


Val 


Ala 








20 








25 








30 






Gin 


Lys 


Phe 


Val 


Glu Thr 


His 


Pro 


Glu 


Phe 


1 le Gly 


1 le 


Lys 


1 le 


1 le 






35 








40 








45 








Tyr 


Ser 


Asp 


His 


Arg Ser 


Lys 


Asp 


Val 


Ala 


Val Me 


Ala 


Glu 


Ser 


1 le 




50 








55 








60 










Arg 


Met 


Ala 


Met 


Gly Leu 


Arg 


1 le 


Lys 


Phe 


Pro Thr 


Val 


Val 


Ala 


Gly 


65 








70 










75 








80 


Phe 


Asp 


Leu 


Val 


Gly His 


Glu 


Asp 


Thr 


Gly 


His Ser 


Leu 


His 


Asp 


Tyr 










85 








90 








95 




Lys 


Glu 


Ala 


Leu 


Met Me 


Pro 


Ala 


Lys 


Asp 


Gly Val 


Lys 


Leu 


Pro 


Tyr 








100 








105 








110 






Phe 


Phe 


His 


Ala 


Gly Glu 


Thr 


Asp 


Trp 


Gin 


Gly Thr 


Ser 


1 le 


Asp 


Arg 






115 








120 








125 








Asn 


1 le 


Leu 


Asp 


Ala Leu 


Met 


Leu 


Asn 


Thr 


Thr Arg 


1 le 


Gly 


His 


Gly 




130 








135 








140 










Phe 


Ala 


Leu 


Ser 


Lys His 


Pro 


Ala 


Val 


Arg 


Thr Tyr 


Ser 


Trp 


Lys 


Lys 


145 








150 










155 








160 


Asp 


1 le 


Pro 


1 le 


Glu Val 


Cys 


Pro 


1 le 


Ser 


Asn Gin 


Val 


Leu 


Lys 


Leu 










165 








170 








175 




Val 


Ser 


Asp 


Leu 


Arg Asn 


His 


Pro 


Val 


Ala 


Thr Leu 


Met 


Ala 


Thr 


Gly 



180 185 190 
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11 1 S rrO ifiex 


va 1 


1 1 e oer oer Asp 


195 




200 


Gly Leu Ser 


Tyr 


Asp Phe Tyr Glu 


210 




215 


Lys Ala Asp 


Leu 


Arg Thr Leu Lys 


225 




230 


Tyr Ser Thr 


Leu 


Leu Glu Ser Glu 






245 


Lys Lys Arg 


Trp 


Asp Lys Phe 1 1 e 




260 





Asp Pro Ala Met Phe Gly Ala Lys 
205 

Val Phe Met Gly Me Gly Gly Met 
220 

Gin Leu Ala Met Asn Ser Me Lys 
235 240 
Lys Asn Thr Phe Met Glu Me Trp 

250 255 
Ala Asp Val Ala Thr Lys 
265 270 



<210> 12066 

<211> 1961 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40). . (1242) 

<400> 12066 

cttccttcgt cccttccttc cttcctttcg 
googcggcgc tgctagcgct gotgtgcgtg 
tacgaacgct acagcttccg cagcttccca 
taccggcacg cgctgggcaa gtacagcggc 
gagatcagcc tgcggctgca ccgottgctg 
tgcagcgoog cgccgcagcc cgagccogoc 
ctcttogggg gcctgctgcg ccgcgcgcac 
gccttccgcc agtcccagcc cagccgcgag 
tacaagttcc tgcagttcgo ttaottoaag 
gctcaoacct ttctactgaa gcatcctgat 
tataagagcc tgcctggtgc cgaggactac 
agcctgttca tccgagcagt gcgggcatac 
gacatggagc tggcccttcc cgacttotto 
gagggttcca gggagatcaa ggacttcaag 
gtagaagttc tggaatgcaa aatacagtgt 
tatccggttg agaaatttgt ggctaccatg 
ttgaaogacc tgaagaatgc agocccctgt 
gacaaggtoa tgcagcagaa cotggtgtat 
tcagatgago acttccagcc cagacctgaa 
cagaaggagc tgtatgactt tgotaaggaa 
gtggaatatg tggatgacot cttggaactg 
gagacttcct cttggcgttc aggaaacaca 
ctgttgatac ctcagagcct tctctttact 
ctaactgoat gtcatoaggg gtgagoctgc 
ttcacaccta tctttotoac cttttttttg 
gagtgcaatg gcacgttctc agctcactgo 



ccgggcgcga tggagccggg gcgccggggg 60 
gcctgcgcgc tgcgcgccgg gogcgcccaa 120 
cgggacgagc tgatgccgct cgagtcggco 180 
gagcactggg ccgagagcgt gggctacctg 240 
cgcgacagcg aggocttctg ocacogcaac 300 
gocggcctcg coagctatcc cgagctgcgo 360 
tgcotcaagc gctgcaagca gggcctgcca 420 
gtgctggcgg acttccagcg ccgcgagccc 480 
gcaaataatc tccocaaagc oatcgccgct 540 
gaogaaatga tgaagaggaa oatggcatat 600 
attaaagacc tggaaaccaa gtcatatgaa 660 
aacggtgaga actggagaac atccatcaca 720 
aaagcctttt acgagtgtct cgoagcotgo 780 
gatttctacc tttcoatagc agatoattat 840 
gaagagaacc tcacoccagt tataggaggc 900 
tatcattact tgcagtttgo ctattataag 960 
gcagtcagct atctgctctt tgatcagaat 1020 
taccagtacc acagggacac gtggggcctc 1080 
gcagttcagt tctttaatgt gaccacactc 1140 
aatataatgg atgatgatga gggagaagtt 1200 
gaggagacca gctagcocac agcaaccaaa 1260 
gattctttgt ccttttccca acagcccagg 1320 
ctccaaagtg aaagggaagc cocogtctct 1380 
otttootato ttcacaootg ocacctoatg 1440 
agatggagtc tcgctctctt gcocaggctg 1500 
aacctccgcc tcttgggttc aagcaattct 1560 
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gctgcatcag cctcccgagt acctgggatt acaggcatgt gccaccacgc ccggctaatt 1620 
ttgtattttt agtagagacg gggttttgcc atgttggcca ggctggtctc gaactcttga 1680 
cttcagatga tccatctgcc ttggcctccc acagtgctgg gattacaggc gtgagccacc 1740 
atgcccggcc tctttctcac ctttacacct gtcttcttat cctcacatct gttttcacac 1800 
cttcatccct gtcttcctca tgttcacact tgtcttcccc atgttcatag ctgcctttct 1860 
taccattttg gtttgaaggg cagtcttctc tggcttgttt ttttgttttt cccagaaaat 1920 
cagtattatt ttttaaataa gaaaaacatt cctagaagat g 1961 



<210> 12067 

<211> 401 

<212> PRT 

<213> Homo sapiens 



<400> 12067 



nie L 


u 1 u r ro u 1 y Arg 


Arg 


u 1 y 


A 1 ^ 

A 1 a 


A 1 4 

A 1 a 


A 1 o 

A 1 a 


Leu Leu Aia Leu Leu uys 


1 


c 
o 










1 A 

1 u 




\/o 1 

va 1 


A 1 a uys A 1 a Leu 


Arg 


A 1 o 

A 1 a 


u 1 y 


Arg 


A 1 o 

A 1 a 


ti 1 n 1 yr uiu Arg lyr oer 




on 
zu 












oU 


rne 


A^fr DI^a 

Arg oCr rne rrO 


Arg 


Asp 


U I u 


Leu 


IUIa+ 

Mex 


rro Leu ulu oer Aia lyr 










Afl 
4U 






HO 


Arg 


n 1 s A 1 a Leu u i y 


Lys 


Tyr 


oer 


u 1 y 


^ 1 1 1 

U 1 u 


Mio Tt-n Alo ^lii \/o 1 

nis 1 rp Aia ulu oer vai 




on 












bU 


u 1 y 


1 yr Leu u i u lie 


Car- 

oer 


Leu 


Arg 


Leu 


n 1 s 


A rr \ At 1 1 Ai ■ A 1^ A o n ^ a ^ 

Arg Leu Leu Arg Asp oer 


65 




70 










75 80 


Glu 


Ala Phe Cys His 


Arg 


Asn 


Cys 


Ser 


Ala 


Ala Pro Gin Pro Glu Pro 




85 










90 


95 


Ala 


Ala Gly Leu Ala 


Ser 


Tyr 


Pro 


Glu 


Leu 


Arg Leu Phe Gly Gly Leu 




100 








105 




110 


Leu 


Arg Arg Ala His 


Cys 


Leu 


Lys 


Arg 


Cys 


Lys Gin Gly Leu Pro Ala 




115 






120 






125 


Phe 


Arg Gin Ser Gin 


Pro 


Ser 


Arg 


Glu 


Val 


Leu Ala Asp Phe Gin Arg 




130 




135 








140 


Arg 


Glu Pro Tyr Lys 


Phe 


Leu 


Gin 


Phe 


Ala 


Tyr Phe Lys Ala Asn Asn 


145 




150 










155 160 


Leu 


Pro Lys Ala Me 


Ala 


Ala 


Ala 


His 


Thr 


Phe Leu Leu Lys His Pro 




165 










170 


175 


Asp 


Asp Glu Met Met 


Lys 


Arg 


Asn 


Met 


Ala 


Tyr Tyr Lys Ser Leu Pro 




180 








185 




190 


Gly 


Ala Glu Asp Tyr 


1 le 


Lys 


Asp 


Leu 


Glu 


Thr Lys Ser Tyr Glu Ser 




195 






200 






205 


Leu 


Phe 1 le Arg Ala 


Val 


Arg 


Ala 


Tyr 


Asn 


Gly Glu Asn Trp Arg Thr 




210 




215 








220 


Ser 


1 1 e Thr Asp Met 


Glu 


Leu 


Ala 


Leu 


Pro 


Asp Phe Phe Lys Ala Phe 


225 




230 










235 240 


Tyr 


Glu Cys Leu Ala 


Ala 


Cys 


Glu 


Gly 


Ser 


Arg Glu lie Lys Asp Phe 




245 










250 


255 


Lys 


Asp Phe Tyr Leu 


Ser 


1 le 


Ala 


Asp 


His 


Tyr Val Glu Val Leu Glu 
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260 



uyS 


Lys 


1 1 A 
1 1 e 


u 1 n uys u 1 u 


Glu 


Asn 












280 


r r U 


Va 1 


n 1 II 

u 1 u 




Ala 


Thr 




9Qn 






295 




lyr 


1 yr 


uys 


1 oil A^n Aon 

i-cu fton /\op 


Leu 


Lys 








6\ U 






Tyr 


Leu 


Leu 


Phe Asp Gin 


Asn Asp 








325 






Tyr 


Tyr 


Gin 


Tyr His Arg 


Asp 


Thr 








340 






Gin 


Pro 


Arg 


Pro Glu Ala 


Val 


Gin 






355 






360 


Lys 


Glu 


Leu 


Tyr Asp Phe 


Ala 


Lys 




370 






375 




Gly 


Glu 


Val 


Val Glu Tyr 


Val 


Asp 


385 






390 







Ser 









97n 

^ /u 


1 Al 1 


1 nr rro 


va 1 


lie u 1 y u 1 y i yr 








9Rc: 




1 yr n i o 


1 yr 


1 oi 1 A 1 n PKo A 1 o 

i-cu u 1 n rric n i a 






OV/vr 




Aon 


A 1 o A 1 o 


rro 


uys A 1 a va 1 oer 




O 1 o 






Lys 


va 1 Met 


b 1 n 


Gin Asn Leu Val 




330 




335 


Trp 


Gly Leu 


Ser 


Asp Glu His Phe 


345 






350 


Phe 


Phe Asn 


Val 


Thr Thr Leu Gin 








365 


Glu 


Asn 1 1 e 


Met 


Asp Asp Asp Glu 






380 




Asp 


Leu Leu 


Glu 


Leu Glu Glu Thr 




395 




400 



<210> 12068 
<211> 2943 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (77) . . (643) 

<400> 12068 

ccotaatcaa gtaccccctc ctcctccacc 
attctttttg gcatccatgt cagaagacaa 
tgooggagoa aaacttagga aagtgtoaog 
gaatgctatt ggtgtgaact CGgcctcatc 
ccttccttta gggggtagtg gtttaatgga 
aagaattgct gaaaagggat caacaataga 
ttcagagoct gtaacttcta aggcotcttc 
ttgggaaaga acaaatacaa tgaatggcag 
cacaccctta toacagccca gtgcoaatgg 
gotgaagcag gacattttag atgaaatgag 
cattgatgca atcaggcagg aactgagcaa 
gagagatagg actttaatct ggaggaaaaa 
caaaocccta oatttatgag ctgtaiagaag 
ccaacctact ctgaaagcct tcagacatta 
gtttgctgct tttttctggo otttacaaca 
taacagttat gcagaaaata ctaaaacoca 
ttcatatcaa gataaagtcg cacattttcc 



acctcctgcc ccacccctcc ctgcatctgg 60 
tcgcccttta actggacttg cagctgoaat 120 
gatggaggat acctctttoc oaagtggagg 180 
taaaacagat acaggccgtg gaaatggacc 240 
agaaatgagt gccctgctgg ccaggaggag 300 
aacagaacaa aaagaggaca aaggtgaaga 360 
aacaagtaca cctgaaccaa caagaaaacc 420 
caagtcacct gttatctcca gaccaaaatc 480 
agtcoagacg gaaggacttg actatgacag 540 
aaaagaatta acaaagctaa aagaagagct 600 
gtcaaatact gcatagagga acagactaag 660 
tatootacaa acaaoaaotg ttcaoaaoag 720 
aaaatggaga caaaoagaag gagggaaaaa 780 
tgactctggt gataagctct ttccctctcc 840 
gaatggaaga gaatcattta agagttcctg 900 
tcaggcaaga tcaccacgca ttgaaatatt 960 
acaatacatt gotaaaataa agaggagaaa 1020 
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ggcttaggaa gtttttctgc agagagtgct 
ttgtaatgtt tctctcaggt ttgttcttcc 
gatcagccct atgtaagtta agatcataat 
caaagggtaa tatttataag aaagtgtccg 
gaatgatagg aagtttctcg agttagcctt 
ttgtccagaa cttaaagatt tagatgcctt 
atgacttcta cataacacaa accagtggtc 
taggttttca acctttttta gatttatgca 
accacaaggt tagctttttt aattgcagac 
ccttttcaag gcctagtccc agggaaaaca 
gggaggaata attttttatt taaagttgat 
atgaataaat aatgagaaat attttgtgac 
tacttaatct tttacatcat gtcttcagct 
ctgaaacatg attctgagct tcacataata 
ctgaatttgg cagttattat tacctaggta 
tgttcctgaa tgaagctgct tttgaatttt 
tggcagcaat taaggtcaca gaaatcatta 
gttttctttt aataagtaaa gtgagacttg 
gaattagaca ctctgcctgc cactctgcgt 
tggaagccac tcccttttct ttcctttgaa 
tacatgttgg aatgatagct ttttggaaaa 
atttatgctt gagttgttat gtgccatatt 
ctaaaacttt gaaataattc actttcatct 
aaagcaaagc ttgttgatag tgtagttttc 
tacaaagaag tttggatgag ggattttttt 
agaaatttca tttttagatt aaactgtgat 
tcttttttct atcagatatt cattgtcatg 
aagcttatta agtattattt tctaaaagaa 
cttttggtta tgcaaacact ttgataatat 
gcaacctctt ttgattttgt tgggtaagtt 
acaagtggtc caaactaaga taagagacta 
ggtttatgca ctaaacgttt tgtgccttgg 
gac 



ggtaaagaat tgagcaagtt tgctattgta 1080 
tatcatgttt gatattccat gaataattga 1140 
atgtggaaca aatggaattg taagtgcttt 1200 
aaaaatgttt cttcagcttg agaaatttta 1260 
catgcaattt tgtagattaa aacataaaat 1320 
cctaaattgt tacaatgctt taccaaatct 1380 
aaatgtaaac actatattgt agatttactg 1440 
tgtggacatt tttataatgt aattacaatc 1500 
agtaatgcat gtcacactaa tatgtagtgg 1560 
ttttgtagag tataggggag tgggaggaag 1620 
ttctgcacta tctttttctc agttacctgc 1680 
tttaattggt aaatatgtta caaaaccaag 1740 
atttgtattt taaccagtaa tttcaatggt 1800 
tcttaactgt ggaactcaaa agtttgatca 1860 
cccccgctgt tacacaggtg tttagatacg 1920 
gttatgttga aatgcaagaa ataacaatga 1980 
ggtaaaggaa aaccaatgag gagttctgca 2040 
ggtggtggga agaaggaagg tgggaagaag 2100 
gtgtgtgctc tcgcgcacgt gctgtctata 2160 
actggtaagg ttaaaatagg ggagaaatcc 2220 
tttaagaaac tctccaggct ctccatcttg 2280 
tgctttgaac tctgattatc agaagtttta 2340 
gctttctaga ttttgtacat ctcagtccat 2400 
taaacgctgc aaatttgcag cctttaccac 2460 
tttctttgtc aaaatagttc ctgtttctgt 2520 
ggatgggcta tcataattca agtatacatt 2580 
cagtagtagt aaaaacatca aagatgcagc 2640 
ataggaggca ttttcatctt tattattgta 2700 
aaacagttat gtcccctata aatctggtca 2760 
aaatagtctg tagtaggtag agtactgggt 2820 
aaataaaatg ctaaatctta aaagaaactg 2880 
tctaatatta acatgatgta tgtgtaaact 2940 

2943 



<210> 12069 
<211> 189 
<212> PRT 

<213> Homo sapiens 
<400> 12069 

Met Ser Glu Asp Asn Arg Pro Leu Thr Gly Leu Ala Ala Ala Me Ala 

1 5 10 15 

Gly Ala Lys Leu Arg Lys Val Ser Arg Met Glu Asp Thr Ser Phe Pro 

20 25 30 

Ser Gly Gly Asn Ala Me Gly Val Asn Ser Ala Ser Ser Lys Thr Asp 

35 40 45 

Thr Gly Arg Gly Asn Gly Pro Leu Pro Leu Gly Gly Ser Gly Leu Met 
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1 fir 




1 \/& Ala Qoi^ Qor" 
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r ro 
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1 nr 
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1 KfO 








1 in 

1 1 yj 
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rr O 


\ rp 


1 1 1 

U 1 U 


Arg 1 nr ash inr 


mex 


Asn Gly 


Ser 


Lys 


oer 
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115 






120 






125 








Val 


1 le 


Ser 


Arg 


Pro 


Lys Ser Thr Pro 


Leu 


Ser Gin 


Pro 


Ser 


Ala 


Asn 




130 








135 




140 










Gly 


Val 


Gin 


Thr 


Glu 


Gly Leu Asp Tyr 


Asp 


Arg Leu 


Lys 


Gin 


Asp 


1 le 


145 










150 




155 








160 


Leu 


Asp 


Glu 


Met 


Arg 


Lys Glu Leu Thr 


Lys 


Leu Lys 


Glu 


Glu 


Leu 


1 le 










165 




170 








175 




Asp 


Ala 


1 le 


Arg 


Gin 


Glu Leu Ser Lys 


Ser 


Asn Thr 


Ala 














180 




185 















<210> 12070 
<211> 1228 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40) . . (600) 

<400> 12070 

ctctttgccc tcgcgacgcc gccacctccg gaacaagoca tggtggcggc gacggtggca 60 
gcggcgtggc tgotcctgtg ggctgcggCG tgcgcgcagc aggagcagga cttctacgac 120 
ttcaaggcgg tcaacatccg gggcaaactg gtgtcgctgg agaagtacog cggatoggtg 180 
tccctggtgg tgaatgtggc cagcgagtgc ggcttcacag accagcacta ccgagccctg 240 
cagcagctgc agcgagacct gggcccccac cactttaacg tgctcgcctt cccctgcaac 300 
cagtttggcc aaoaggagcc tgacagoaac aaggagattg agagctttgc cogcogcaco 360 
tacagtgtct cattcoccat gtttagcaag attgoagtoa ocggtactgg tgcccatoct 420 
gccttcaagt acctggccca gacttctggg aaggagccca cctggaactt ctggaagtac 480 
ctagtagccc cagatggaaa ggtggtaggg gcttgggacc oaaotgtgtc agtggaggag 540 
gtoagaoocc agatcacagc gotcgtgagg aagctcatcc tactgaagcg agaagactta 600 
taaooaoogc gtctcctcct ccaccacctc atcccgccca cctgtgtggg gotgaccaat 660 
gcaaactcaa atggtgcttc aaagggagag acccactgac tctccttcct ttactcttat 720 
gccattggtc ccatcattct tgtgggggaa aaattotagt attttgatta tttgaatctt 780 
acagcaacaa ataggaacto ctggccaatg agagctottg accagtgaat caccagccga 840 
tacgaaogto ttgccaacaa aaatgtgtgg caaatagaag tatatcaagc aataatotcc 900 
cacccaaggc ttctgtaaac tgggaccaat gattacctca tagggctgtt gtgaggatta 960 
ggatgaaata cctgtgaaag tgcctaggoa gtgocagoca aataggaggo attoaatgaa 1020 
cattttttgo atataaacca aaaaataact tgttatcaat aaaaacttgc atccaacatg 1080 
aatttccagc cgatgataat ccaggccaaa ggtttagttg ttgttatttc otctgtatta 1140 
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ttttcttcat tacaaaagaa atgcaagttc attgtaacaa tccaaacaat acctcacgat 1200 
ataaaataaa aatgaaagta tcctcctc 1228 



<210> 12071 








<211> 187 








<212> PRT 








<213> Homo sapiens 








<400> 12071 








Met Val Ala Ala Thr 


Val 


Ala 


Ala Ala Trn 1 pij I pu 1 pu Trn AIa AI^i 


1 5 






10 15 


Ala Cys Ala Gin Gin 


Glu 


Gin 


A^D Php Tvr* A^n Php 1 A 1 a I Aqh 


20 






25 30 


1 1 e Arg G 1 y Lys Leu Va 1 


Ser 


Lpu Glu 1 Tvr Are" filv Spr Val ^pr 


35 






40 45 


Leu Val Val Asn Val 


Ala 


Ser 


Glu Cvs GIv Phe Thr A<5n Gin Hl<; Tvr 

vi 1 u \/jf o vi 1 Jf 1 1 iw 1 1 II f\^fj uiii iiio * y * 


50 




55 


60 


Arg Ala Leu Gin Gin 


Leu 


Gin 


ArfiT A^n 1 pn GIv Prn Hi^ Hi^ Php Aqh 


65 


70 




75 80 


Val Leu Ala Phe Pro Cys 


Asn 


Gin Phe Gly Gin Gin Glu Pro Asp Ser 


85 








Asn Lys G 1 u 1 1 e G 1 u 


Ser 


Phe 


Ala Arg Arg Thr Tyr Ser Val Ser Phe 


100 








Pro Met Phe Ser Lys 


1 le 


A 1 9 


1 Thr' H 1 w Thr- ^ 1 u Ala l-l i o Prr\ A 1 o 

vd 1 1 nr vjiy inr uiy Aia nis rro Aia 


115 






120 125 


Phe Lys Tyr Leu Ala Gin 


Thr 


Ser Gly Lys Glu Pro Thr Trp Asn Phe 


130 




135 


140 


Trp Lys Tyr Leu Val 


Ala 


Pro 


Asp Gly Lys Val Val Gly Ala Trp Asp 


145 


150 




155 160 


Pro Thr Val Ser Val 


Glu 


Glu 


Val Arg Pro Gin lie Thr Ala Leu Val 


165 






170 175 


Arg Lys Leu 1 le Leu 


Leu 


Lys 


Arg Glu Asp Leu 


180 






185 


<210> 12072 








<211> 3133 




r 





<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (100). . (3132) 
<400> 12072 

tgtgccttct otttcggagt tgttccgtgc tcccacgtgc ttccccttct ccactggctg 60 
ggatcccccg ggctcggggc gcagtaataa tttttcacca tgcatcggaa aaaggtggat 120 
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aaccgaatcc ggattctcat tgagaatgga 
gtagttgggg atcgaggaaa agatcaggtg 
actgtgaagg ctcggccttc agtgctgtgg 
caccggaaga aaagaatgcg acagctgcag 
aagcaggacg acccctttga actcttcata 
aacgagaccc acaagatcct gggcaatacc 
gccttaactc caaacttgct ggccaggact 
gtcatcctcc tacggaccat gaactcactc 
cattccaggt acagaactga ggcccatcag 
attctgtctc tggcctcttg taagaagtgt 
cccatctcct cccacgttgc caccatggag 
cttggtcctt ctgatctgga gctgagggag 
gtgggtgtgt tggtggactg ctgtaagact 
atcgagggca tctctgaaaa gaccctgagg 
cggggaaaat ctgcagccct gggattggcg 
aatatctttg ttacctcccc aagccctgat 
aaaggatttg atgctctgca atatcaggaa 
aatcctgaat ttaacaaagc agtgatcaga 
attcagtata tacatcctgc agatgctgtg 
gatgaagctg ccgccatccc cctccccttg 
ttcatggcat ccaccatcaa tggctatgag 
attcagcagc tccgtcaaca gagcgcccag 
accacgacga cagccagatt ggcatcagcg 
tcaatccgat acgcccctgg ggatgcagtg 
gattgcctca acatcactcg gatagtctca 
tactatgtta atagagatac cctcttttgc 
cggcttatgg ccctctacgt ggcttctcac 
ctctccgatg cacctgctca ccatctcttc 
aatgcccttc cagaagtgct tgctgttatc 
cagtccatct tgaacagtct gtctcgaggc 
acagtgtcag aacagttcca agatccagac 
cgcattgctg ttcacccaga ttatcaaggg 
ctgcagatgt actatgaagg caggtttcct 
caggaaattc acaccgtaag cagcgaggct 
cggaaggacc tgcctccttt actcctcaaa 
tacctgggtg tttcctatgg cttgaccccc 
tttgttcctg tttatctgag acagaccccg 
atgctgaaga cgctcactga tgaggatgag 
tggaaagatt tccgacggcg gttcctagcc 
ccttccctgg ctctgaacat cattcagaac 
ctgagccggg aggagctgga agcactcttc 
tattcacgga atatggtgga ctatcacctc 
atctatttcc tgaaccagct gggggacctg 
ttggggattg gcctgcagca taagtctgtg 
tcgggccagt tgatgggact tttcaaccgg 
gaagttcagg aaaaggccat tgaggagcag 
cccacgatga agaccctcag tgacgaccta 
cacaagaagg aagtagggaa gctgaagagc 



gtagctgagc ggcaaagatc tctccttgtt 180 
gtaatacttc atcacatgtt atccaaagca 240 
tgttataaga aagagctggg gtttagcagt 300 
aagaaaataa agaatggaac actgaacata 360 
gcagccacaa acattcgcta ctgctactac 420 
ttcggcatgt gtgtgctgca ggattttgaa 480 
gtagaaacag tggaaggtgg tgggctagtg 540 
aagcaattgt acacagtgac tatggatgtg 600 
gatgtggtgg gaagatttaa tgaaaggttt 660 
ctcgtcattg atgaccagct caacatcctg 720 
gccctgcctc cccagactcc ggatgagagt 780 
ttgaaggaga gcttgcagga cacccagcct 840 
ctagaccagg ccaaagctgt cttgaaattt 900 
agtactgttg cactcacagc tgctcgagga 960 
attgctgggg cggtggcatt tgggtactcc 1020 
aacctccata ctctgtttga atttgtattt 1080 
catctggatt atgagattat ccagtctcta 1140 
gtgaatgtat ttcgagaaca caggcagact 1200 
aagctgggcc aggctgaact agttgtgatt 1260 
gtgaagagcc tacttggccc ctaccttgtt 1320 
ggcactggcc ggtcactgtc cctcaagcta 1380 
agccaggtca gcaccactgc tgagaataag 1440 
cggacactgc atgaggtttc cctccaggag 1500 
gagaagtggc tgaatgactt gctgtgcctg 1560 
ggctgcccct tgcctgaagc ttgtgaactg 1620 
taccacaagg cctctgaagt tttcctccaa 1680 
tacaagaact ctcccaatga tctccagatg 1740 
tgccttctgc ctcctgtgcc ccccacccag 1800 
caggtgtgcc ttgaagggga gatttctcgc 1860 
aagaaggctt caggggacct gattccatgg 1920 
tttggtggtc tgtctggtgg aagggtcgtt 1980 
atgggctatg gcagccgtgc tctgcagctg 2040 
tgtctggagg aaaaggtcct tgagacacca 2100 
gtcagcttgt tggaagaggt catcactccc 2160 
ttgaatgaga ggcctgccga acgcctggat 2220 
aggctcctca agttctggaa acgagctgga 2280 
aatgacctga ccggagagca ctcgtgcatc 2340 
gctgaccagg gaggctggct tgcagccttc 2400 
ttgctctcct accagttcag taccttctct 2460 
aggaacatgg ggaagccagc ccagcctgcc 2520 
ctcccctatg acctgaagcg gctggagatg 2580 
atcatggaca tgatcccggc catctctcgc 2640 
gccctgtctg cggctcagtc ggctcttctc 2700 
gaccagctgg aaaaggagat tgagctgccc 2760 
atcatccgca aagttgtgaa gctatttaat 2820 
atggtggcag cgaaggatgt ggtcatggag 2880 
gatgaagcag caaaggaatt tcaggagaaa 2940 
atggacctct ctgaatacat aatccgtggg 3000 
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gacgatgaag agtggaatga agttttgaac 
ctgaaaagtg acaagaaaag gaagttagag 
ttgaagaaca gag 



aaagctgggc cgaacgcctc gatcatcagc 3060 
gccaaacaag aacccaaaca gagcaagaag 3120 

3133 



<210> 12073 
<211> 1011 
<212> PRT 
<213> Homo sapiens 



<400> 12073 
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Leu 
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Leu 
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Arg Tyr Arg 


Thr 
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165 








170 






175 




Gin 
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Arg Phe 


1 le 
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1 le Leu 
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205 






1 le 
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Met Glu 
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Pro 


Gin Thr 


Pro 
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215 
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Asp 


Glu Ser Leu Gly 


Pro 


Ser 


Asp Leu 


Glu Leu 


Arg 


Glu 


Leu Lys 


Glu 
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235 
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Ser 


Leu Gin Asp Thr 


Gin 


Pro 


Val Gly 


Val Leu 


Val 


Asp 


Cys Cys 


Lys 




245 
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255 




Thr 


Leu Asp Gin Ala 


Lys 
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Val Leu 


Lys Phe 


1 le 


Glu 


Gly 1 le 


Ser 




260 






265 








270 




Glu 


Lys Thr Leu Arg 


Ser 


Thr 


Val Ala 


Leu Thr 


Ala 


Ala 


Arg Gly 


Arg 




275 






280 






285 






Gly 


Lys Ser Ala Ala 


Leu 


Gly 


Leu Ala 


1 le Ala 


Gly 


Ala 


Val Ala 


Phe 
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290 295 300 

Gly Tyr Ser Asn lie Phe Val Thr Ser Pro Ser Pro Asp Asn Leu His 
305 310 315 320 

Thr Leu Phe Glu Phe Val Phe Lys Gly Phe Asp Ala Leu Gin Tyr Gin 

325 330 335 

Glu His Leu Asp Tyr Glu Me Me Gin Ser Leu Asn Pro G I u Phe Asn 

340 345 350 

Lys Ala Val Me Arg Val Asn Val Phe Arg Glu His Arg Gin Thr Me 

355 360 365 

Gin Tyr Me His Pro Ala Asp Ala Val Lys Leu Gly Gin Ala Glu Leu 

370 375 380 

Val Val Me Asp Glu Ala Ala Ala lie Pro Leu Pro Leu Val Lys Ser 
385 390 395 400 

Leu Leu Gly Pro Tyr Leu Val Phe Met Ala Ser Thr Me Asn Gly Tyr 

405 410 415 

Glu Gly Thr G I y Arg Ser Leu Ser Leu Lys Leu Me Gin Gin Leu Arg 

420 425 430 

Gin Gin Ser Ala Gin Ser Gin Val Ser Thr Thr Ala Glu Asn Lys Thr 

435 440 445 

Thr Thr Thr Ala Arg Leu Ala Ser Ala Arg Thr Leu His Glu Val Ser 

450 455 460 

Leu Gin Glu Ser Me Arg Tyr Ala Pro Gly Asp Ala Val Glu Lys Trp 
465 470 475 480 

Leu Asn Asp Leu Leu Cys Leu Asp Cys Leu Asn I le Thr Arg I le Val 

485 490 495 

Ser Gly Cys Pro Leu Pro Glu Ala Cys Glu Leu Tyr Tyr Val Asn Arg 

500 505 510 

Asp Thr Leu Phe Cys Tyr His Lys Ala Ser Glu Val Phe Leu Gin Arg 

515 520 525 

Leu Met Ala Leu Tyr Val Ala Ser His Tyr Lys Asn Ser Pro Asn Asp 

530 535 540 

Leu Gin Met Leu Ser Asp Ala Pro Ala His His Leu Phe Cys Leu Leu 
545 550 555 560 

Pro Pro Val Pro Pro Thr Gin Asn Ala Leu Pro Glu Val Leu Ala Val 

565 570 575 

Me Gin Val Cys Leu Glu Gly Glu Me Ser Arg Gin Ser Me Leu Asn 

580 585 590 

Ser Leu Ser Arg Gly Lys Lys Ala Ser Gly Asp Leu I le Pro Trp Thr 

595 600 605 

Val Ser Glu Gin Phe Gin Asp Pro Asp Phe Gly Gly Leu Ser Gly Gly 

610 615 620 

Arg Val Val Arg Me Ala Val His Pro Asp Tyr Gin Gly Met Gly Tyr 
,625 630 635 640 

Gly Ser Arg Ala Leu Gin Leu Leu Gin Met Tyr Tyr Glu Gly Arg Phe 

645 650 655 

Pro Cys Leu Glu Glu Lys Va I Leu G I u Thr Pro Gin Glu Me His Thr 

660 665 670 

Val Ser Ser Glu Ala Val Ser Leu Leu Glu Glu Val Me Thr Pro Arg 
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675 680 685 

Lys Asp Leu Pro Pro Leu Leu Leu Lys Leu Asn Glu Arg Pro Ala Glu 

690 695 700 

Arg Leu Asp Tyr Leu Gly Val Ser Tyr Gly Leu Thr Pro Arg Leu Leu 
705 710 715 720 

Lys Phe Trp Lys Arg Ala Gly Phe Val Pro Val Tyr Leu Arg Gin Thr 

725 730 735 

Pro Asn Asp Leu Thr Gly Glu His Ser Cys I le Met Leu Lys Thr Leu 

740 745 750 

Thr Asp Glu Asp Glu Ala Asp Gin Gly Gly Trp Leu Ala Ala Phe Trp 

755 760 765 

Lys Asp Phe Arg Arg Arg Phe Leu Ala Leu Leu Ser Tyr Gin Phe Ser 

770 775 780 

Thr Phe Ser Pro Ser Leu Ala Leu Asn Me I le Gin Asn Arg Asn Met 
785 790 795 800 

Gly Lys Pro Ala Gin Pro Ala Leu Ser Arg Glu Glu Leu Glu Ala Leu 

805 810 815 

Phe Leu Pro Tyr Asp Leu Lys Arg Leu Glu Met Tyr Ser Arg Asn. Met 

820 825 830 

Val Asp Tyr His Leu l ie Met Asp Met Me Pro Ala Me Ser Arg Me 

835 840 845 

Tyr Phe Leu Asn Gin Leu Gly Asp Leu Ala Leu Ser Ala Ala Gin Ser 

850 855 860 

A I a Leu Leu Leu Gly Me Gly Leu Gin His Lys Ser Va I Asp G I n Leu 
865 870 875 880 

Glu Lys Glu Me Glu Leu Pro Ser Gly Gin Leu Met Gly Leu Phe Asn 

885 890 895 

Arg lie lie Arg Lys Va I Va I Lys Leu Phe Asn Glu Va I Gin Glu Lys 

900 905 910 

Ala Me Glu Glu Gin Met Val Ala Ala Lys Asp Val Val Met Glu Pro 

915 920 925 

Thr Met Lys Thr Leu Ser Asp Asp Leu Asp Glu Ala Ala Lys Glu Phe 

930 935 940 

Gin Glu Lys His Lys Lys Glu Val Gly Lys Leu Lys Ser Met Asp Leu 
945 950 955 960 

Ser Glu Tyr Me Me Arg Gly Asp Asp Glu Glu Trp Asn Glu Val Leu 

965 970 975 

Aisn Lys Ala Gly Pro Asn Ala Ser Me Me Ser Leu Lys Ser Asp Lys 

980 985 990 

Lys Arg Lys Leu Glu Ala Lys Gin Glu Pro Lys Gin Ser Lys Lys Leu 

995 1000 1005 

Lys Asn Arg 
1010 



<210> 12074 
<211> 2620 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (225) . . (773) 

<400> 12074 

ggtggcggtg oaacogtoat gtggagagca 
tccccgagga gatctaccgc tatgcccgga 
agctccgoga gctgcccgag caatttttcc 
gtgataatga aattcagcgg ctcoctccag 
tagatgtgtc tcgaaatgag attcctgaaa 
tgcaggtagc tgacttcagc ggaaaocoac 
tacagaattt aacatgtctt tctgtaaatg 
ttggcaatct ttataacctg gcttcactgg 
ctgactctct tacccagctg cgaagactag 
ataatttgoc agaatcaatt ggagocotot 
atcaaotgto agaattacct caggaaatag 
tctctgaaaa caggttggaa agacttcctg 
atttagtcat ttcooagaac ttattagaaa 
actgtcaato ttgaaggtgg atcagaatag 
atgtgaaagt ctcactgagt tagttottac 
cattggaaaa ctaaagaagt tgagcaactt 
aocaaaagag atcggcgggt gctgoagcct 
aactcggata cctgcagagg tgtcacaggc 
gaacaggttg otgcatctac ctttatocot 
atctgacaac cagtoooago ccctgcttac 
agagaagatt ttaacctgtg tcttacttcc 
gaatctgcct cgctgtggtg cactggagaa 
gaacgagcgt gctgtcaaoa gagtcagtgc 
agaagaoaat gagacgagaa cacttctaag 
gcacatgaaa aagacagtgg agaatttacg 
ctcaaacaaa aacgaggtca atcatgccat 
cacctcoaag ttttacctcc tgtgtcttcc 
cgggagcctc acgtgotcct tgtcctaacc 
tggggaagct gctgtctccc aggaagtgcc 
gtggtctccc ggtgtgattt tttttttttt 
cactaotgta aacatacgac ctttgttttt 
ggggaatttt tatcctcctc ccttccgtaa 
cccttggacc tactgatgag agatagtttt 
cottttttgg oagctoagat ggtgtaaatt 
aaatatgtat ttcttttttg ttattttatc 
cagaaaaaca agtcctaaag tatttgtttt 
atootgtgtc atgtcoaatc agttgtaaac 
aggaatgtgg tgttttaaag cagtgttgca 
tttttaacca aaaagatgaa ttatcaatga 
aaagatgaac caaaggattt gaotgctaat 
agtotctcat aatgagtgca gtgtcagact 



togacaagog ocactgctcg ctggtctacg 60 
gcctggagga gctgctgctg gacgccaacc 120 
agctagtcaa attacgaaag ottggactta 180 
aaatagcaaa cttcatgcag ctggtggaac 240 
ttccagaaag oatttcattc tgtaaagcac 300 
tgactaggtt gccagaaago tttcctgaat 360 
acatotcaot acagtctcta cctgaaaata 420 
aactgagaga gaatcttctt acatatcttc 480 
aagaacttga tttaggaaac aatgaaatat 540 
taoatctaaa agatctotgg ttggatggaa 600 
gaaatctgaa gaacctgctg tgtttagatg 660 
aagaaatcag tggcctgact tcattaacgg 720 
cgattcogga tggattggaa aactaaagaa 780 
actcacacag ttgcctgaag cagttgggga 840 
agaaaatcag ctcctgaccc tgcctaaaag 900 
gaatgcagac agaaataaat tagtgtcctt 960 
cactgtgttc tgtgtaogtg acaacagact 1020 
aacagaactt catgtcctgg atgtggcagg 1080 
gactgccttg aagttgaagg otctgtggct 1140 
attooagaca gaoacagact acacoacagg 1200 
tcagctgcct tctgaaccta cttgtcaaga 1260 
cttggtaaat gatgtctctg atgaagcctg 1320 
gatoogattt gtggaggatg agaaagatga 1380 
gcgagccact ccacacccag gggagttaaa 1440 
gaatgacatg aatgctgcta aaggactgga 1500 
tgacogagtg accacttotg tgtagagttt 1560 
tctgotgtcg agacgttcct gtctgcttoc 1620 
agccGccgcg cgccatcttc ccgtggagtg 1680 
ttactcatcc cgcaaccagt cagogcacca 1740 
taatttcagt tgtttgtaat aagtagaata 1800 
gtcttatgtt ggggtaaagg aaagcaggaa 1860 
agtgctggga tattttgaat cccccaagtt 1920 
atgtatgggg aaaaatggat actttttaaa 1980 
ttaaaatttt gtataggtat ttcataacaa 2040 
ttgaaaacgg taoatatttt agtatttgtg 2100 
tatttgtacc gtccacttgt gcottactgt 2160 
aatggcatct ttgaacagtg tgatgagaat 2220 
ttttaatcag taatctacct ggtggatttg 2280 
tttgtaatta tatcggttga tcttttttga 2340 
attttattcc ttacaotttt tttctgaata 2400 
gtgcctactc tgatggtatg tgccatttgt 2460 
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aaaataaaat agagcagaaa aacacaaaaa gagaacactg gttcagacat tcagtgggca 2520 
agtaaattat ggactgcaaa ataatgattt ttattcaaga aagctttaaa agttttatat 2580 
ccagatatac aaccacaata aagcaaaata acctactatc 2620 



<210> 12075 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 12075 



Ma-I- 


^ 1 n 

u 1 n 


Leu va 1 u 1 u LcU Asp 


Val 


Ser 


Arg 


Asn 


Glu 1 le Pro Glu 1 le 


1 
1 




c 
o 






1 U 




15 


Pm 
rr yj 


^ 1 11 
u 1 u 


CAr* 1 Qar* Pho P\/c 

ocr 1 1 c oer rne oys 


Lys Ala 


L-eu 


Gin 


Val Ala Asp Phe Ser 






20 




25 






30 


Gly 


Asn 


Pro Leu Thr Arg Leu 


Pro 


Glu 


Ser 


Phe 


Pro Glu Leu Gin Asn 






35 


40 








45 


Leu 


Thr 


Cys Leu Ser Val Asn 


Asp 


1 le 


Ser 


Leu 


Gin Ser Leu Pro Glu 




50 


55 










60 


Asn 


1 le 


Gly Asn Leu Tyr Asn 


Leu 


Ala 


Ser 


Leu 


Glu Leu Arg Glu Asn 


65 




70 








75 


80 


Leu 


Leu 


Thr Tyr Leu Pro Asp 


Ser 


Leu 


Thr 


Gin 


Leu Arg Arg Leu G 1 u 






85 






90 




95 


Glu 


Leu 


Asp Leu Gly Asn Asn 


Glu 


1 le 


Tyr 


Asn 


Leu Pro Glu Ser 1 le 






100 




105 






110 


Gly 


Ala 


Leu Leu His Leu Lys 


Asp 


Leu 


Trp 


Leu Asp Gly Asn Gin Leu 






115 


120 








125 


Ser 


Glu 


Leu Pro G 1 n G 1 u Me 


Gly 


Asn 


Leu 


Lys Asn Leu Leu Cys Leu 




130 


135 










140 


Asp 


Val 


Ser Glu Asn Arg Leu 


Glu 


Arg 


Leu 


Pro 


G 1 u G 1 u Me Ser G 1 y 


145 




150 








155 


160 


Leu 


Thr 


Ser Leu Thr Asp Leu 


Val 


1 le 


Ser 


Gin 


Asn Leu Leu Glu Thr 






165 






170 




175 


1 le 


Pro 


Asp Gly Leu Glu Asn 













180 



<210> 12076 
<211> 3251 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (747). . (1292) 



<400> 12076 

gtgoagaacc tttgcctcct ggccagaggg acccttotgc aggctgattc cagcagtgcc 60 
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cgatggtggg acccacacca gaccaagcct 
tcatggcctg tgagagccac acccctaggc 
agctgcccac ggccccaggg ggcaagggct 
acccccccca cccacagttc ctgggcattt 
caccaggcgc ggcgatcaga tcgggtggtg 
tctccgacca ggcaggggcg agtggcctgg 
ctctgggcac cgcagctccg ccccactcct 
gaattgcgtc tgctccagga atgcatccta 
ttctcatgag caagcggttt taaccagcag 
gaagggctgt tcctgaggct ggggtgcagt 
cttgtatttt tagtgtcccc tgcaaccatc 
gctacccccg agatgggctt caccagatgt 
ttttggcacc agcgttagtt gcaatttata 
ccaccctaat ggtccccaat tggcagagct 
tgctggagga gcgtggtcag cacttgtccc 
tgtgcctgcg ggtacctgtg ccctgtgtgt 
gcacgtgtgc ctgtgtgtac atgtgcctgc 
ccttcgtgta cctgtgccct gtgtgtgcaa 
atgtgaggga gagactgtgg ggttggaggg 
tgttctttaa aagggagagc cccaacctct 
ctcaccccac acctagctgc tatttattct 
tgtcccgcag cctccgcccc gcctcctgct 
aggcttccga aggtggccca gagcaggcac 
tttctgggcc ttgagtactc ctttctgcta 
tccagcccag gggggctggg tgagggccgc 
tccttgccat ctgctgcccc cagaggccct 
ccaagaggcc ctcctgggac ctgtctgtgc 
ccaggacggc agccaggacg ggctgagctc 
tgccagctca gcagcgccct ccctcaacca 
cgttggaccc aggggaccgg ggctgggctc 
ccagacctag agccgtaggg ctccaacagc 
ctccagacca gtgctccggc cttggcggtg 
ctggaggcct ggatgcgggg accttgatcc 
tcaggaggct gaggcggggg aatggcatga 
gatcgcacca ctgcattcca gcctgggcga 
aaacaaaaga agtttctaga tctactgggc 
gaacccagtg gtggcagtga ctcgggctcc 
gggaggggcc gggcgtggtg gttcacgcct 
ggaggatcgc ttgagcccag gagttcgaga 
gctacataaa ataaaaaaaa aagttagctg 
actcaggagg ctgaggcagg aggattgctt 
aagatcgcac cattgccctc cactctgggc 
acaacaaaaa gcagaaacgc tgaaggggtc 
ttggctactc ctaccccaga tcagtggacc 
tctccaagct gttgccacca gacccgccat 
agtgagccag agcctggacc gctgtgctga 
gtgcaagggt gtgtgtgtgc ccggggggtg 
tgtgcgtgcc cctcccctgc agccgtcggt 



tcgcctccca gaggcctcct ggccctcctg 120 
cccgtctcct agtctgcagg ccgcaggacc 180 
gtagatgagg gtctcagagg tggtgggagc 240 
ctttagagct ttaaaatggc acctggagac 300 
tggtgcctcc tgggactgac cacttcttgc 360 
gaggttcccg gaccctcagg gcgcctgtgt 420 
tcctccagaa cattccccac tcgggctaga 480 
gcgtgtgtac gatcgcgcct gggtgtcctg 540 
cataatttat actcatagac aggactgggg 600 
gccttggaaa gcacccctga aacagtggac 660 
ctctgactta gagcaagaat ttccgctgct 720 
taataacgtg cttattttct ctaagtgcta 780 
ttctgcagca tttgatgctg ggaaaagaac 840 
cggctgttaa gcagcagacc atatgctgcc 900 
cgtgcctgcg tgcgtgtgcc tgcgtgcacg 960 
gcacatgtgc ctgcatgcgt gtgcctgcgt 1020 
gtgtacctgt gccctgtgtg tgcacgtgtg 1080 
gcgtgtgtga gtcacgtctt ccgtgtgtgt 1140 
agggaggagg ggaaagggta tgtatccctt 1200 
ctggctgccc cctcctgcct gtgctcccag 1260 
cctgaccccc ttcccggccc tgcagccccg 1320 
ccacgtcacc aggcaacact cggctccacc 1380 
ttgagcctga tgacccagag caaagctgcc 1440 
tggaaggctt ttcttgtttt caacggcccg 1500 
ttccttctgc agcagagggg gcgggctcta 1560 
gccaggacat gggcctgagc ggtttcttct 1620 
acagggcggg aagacacttg ctgcttcgac 1680 
ctcttgcgct gcaaacacac aagggttgcc 1740 
caccctgggt ccggacccag agccacaggc 1800 
aggcgtgggc ctggagggct tgtggagggg 1860 
tgagggctgg gcccctgccg gccaatgaag 1920 
ccagcagtgc tcctgcaggg atggagggtg 1980 
cccagcaggc agcgctgtgg tcccagccac 2040 
acctgggagg cggagcttgc agtgagctga 2100 
cagagtgaga ctccgtctca aaaaaaaaaa 2160 
atgatgaaca caaaccccac agacactgag 2220 
tctgctctct aaagctcctt tgagaaacat 2280 
gtcatcccag cactttggga ggctggggca 2340 
ccagcctggg caacatagtg agactgtatc 2400 
ggcattgtac atgtgcctgt ggtcccagct 2460 
gagcccagga gttggatgtt gcagtgagcc 2520 
cacggagcaa taccctgtct cagaaaacaa 2580 
ggtttacggg aaaaccgcct gtcagaacac 2640 
tgggaatgag ggttggtccc gggaggcttt 2700 
gggaaccctg gccacagaag cctcccgggg 2760 
tgtgtctggg gtggagggag ggtggggagt 2820 
ttcatgggca agcatgtgcg tgcctgtgtg 2880 
ggtatctccc tccagcccct tcgccacctt 2940 
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ctgagcattg cctgtccacg tgagactgcc 
ggggagacct ttccctggac ctgggggtct 
cccgacatgc atcacctgcc tttcgatgac 
cccccgtggc gtctcacggt gatgcctgct 
cattctggat gggaattttc atgtacatgt 
acttgattta g 



cagagacagc agagctccac gtggttttaa 3000 
cgccgtatct catgaccagg tgctaaatga 3060 
caacctccct gtccccgtcc cgctgacctg 3120 
cctgacattg gtgttcactg tagcaaacta 3180 
gtggcatgtg gaaaatttca aataaaatgg 3240 

3251 



<210> 12077 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 12077 
Met Leu lie Thr 
1 

Leu Val Ala I le 
20 

Thr Leu Met Val 
35 

1 1 e Cys Cys Leu 
50 

Arg Ala Cys Ala 
65 

Val Cys Thr Cys 

Val Tyr Met Cys 
100 

Phe Val Tyr Leu 
115 

Pro Cys Val Tyr 
130 

Gly Glu Arg Val 
145 

Leu Ser Gly Cys 

Ser Cys Tyr Leu 
180 



Cys 


Leu 


Phe 


Ser 


5 








Tyr 


1 le 


Leu 


Gin 


Pro 


Asn 


Trp 


Gin 








40 


Leu 


Glu 


Glu 


Arg 






55 




Cys 


Val 


His 


Val 




70 






Ala 


Cys 


Met 


Arg 


85 








Leu 


Arg 


Val 


Pro 


Cys 


Pro 


Val 


Cys 








120 


Val 


Arg 


Glu 


Arg 






135 




Cys 


Me 


Pro 


Leu 




150 






Pro 


Leu 


Leu 


Pro 


165 








Phe 


Ser 







Leu 


Ser 


Ala 1 le 




10 




His 


Leu 


Met Leu 


25 






Ser 


Ser 


Ala Val 


Gly 


Gin 


His Leu 






60 


Cys 


Leu 


Arg Val 






75 


Val 


Pro 


Ala Cys 




90 




Val 


Pro 


Cys Val 


105 






Ala 


Ser 


Val Cys 


Leu 


Trp 


Gly Trp 






140 


Phe 


Phe 


Lys Arg 






155 


Val 


Leu 


Pro Ala 




170 





Leu 


Ala 


Pro 


Ala 






15 




Gly 


Lys 


Glu 


Pro 




30 






Lys 


Gin 


Gin 


Thr 


45 








Ser 


Pro 


Cys 


Leu 


Pro 


Val 


Pro 


Cys 








80 


Thr 


Cys 


Ala 


Cys 






95 




Cys 


Thr 


Cys 


Ala 




110 






Glu 


Ser 


Arg 


Leu 


125 








Arg 


Glu 


Gly 


Gly 


Glu 


Ser 


Pro 


Asn 








160 


His 


Pro 


Thr 


Pro 






175 





<210> 12078 
<211> 2437 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (16).. (1608) 
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<400> 12078 

ctttttccct ctgtgatggt tgtagtagaa 
caaatcctgg aaacagtcta caaacacagc 
ctggaaaaaa tcctggccgt ttgtcatggg 
ctccatggac tcctcttgga ccagcatgaa 
ggtaatgtca gtgcccagcc agaagaggac 
ggaaaacaac tgagagaact gcaggacttg 
ccatctctga agcagttttc cctacgagtg 
gttgctgaaa aaatcctatt tgttggagaa 
aacctgacta gaaaaggatc cattttgaaa 
caccgtctca agcagcagcc actcttcagc 
attcgcagca ctgtggctga gcatctctgg 
ggtcagctga agatcattaa agacttttac 
ttcattgaca cagctcaaca catgttgaaa 
gtgaatgtgg cctttcaaca gtcagcacac 
cctctgttgc acttgacaat cgagtatcac 
gcaagagaag ggccttctcg ggaaacttct 
gccctaggtc tttcctacaa agtacagtgg 
ctggaaaagt acaatgttgt ttttaagtac 
ctgcagcact gctgggccct acaaatgcag 
gcaatcaagt ggcgcctaag aaatcacatg 
ctccaggtag atgtgttgga gtctcagttc 
cgagactttg aaagcatccg attggctcat 
tcctttatcc tattgaaacc tgtgtttcac 
agtttttgtt cgctggtcag tcagaaccta 
ctgagcattc tcgtgaaggg ctttagccgc 
agtgttcgga atcatcagat caactcagat 
aacaaatact atacccaggc tggtggaact 
gctcataaat tgaaataaca gccacgttcc 
cattctagcc acacacaaat aaatatctgc 
tagaagcagt tactgaacat ccaggagtac 
gtctctccca tcaaggagaa catgtggcat 
ggatatgttc atttattcaa tagtcattta 
tcaagctgtg ggagatacag cggtagacaa 
tggttcatat gtgaaaaagt aattatgttt 
caagtaagaa agcaacaggt aagataggct 
ctacacagat tgggcaattc tagctaatga 
gcatggtggc tcacacctgt aatcccagca 
gaagtcagga gtttgagacc agcctgacca 
acaaaaatta gccaggtgtg gtggcatgtg 
acaggagaat tgcttgaacc tgggaagcag 
cattccagcc cgggcaacaa gagcgaaatt 



caaattaaaa gtcaaaagat tcatggttgt 60 
tgtggggggt tgcctcctgt tcgaagtgca 120 
gtcatgtata aacagctctc agcctggatg 180 
gaattcttta tcaaacaggg gccatcttct 240 
gaggaggatc tgggcattgg gggactgaca 300 
cgcctgattg aggaagagaa catgctggca 360 
gagattttgc catcctacat tccagtgagg 420 
tctgtccaga tgtttgagaa tcaaaatgtg 480 
aaccaggaag acacttttgc tgcagagctg 540 
ttggtggact ttgaacaggt ggtggatcgc 600 
aagttgatgg tagaagaatc cgatttactg 660 
cttctgggac gtggagaact gtttcaggcc 720 
acaccaccca ctgcagtaac tgagcatgat 780 
aaggtattgc tagatgatga caaccttctc 840 
ggaaaggagc acaaagcaga tgctactcag 900 
ccccgggaag cccctgcatc tggctgggca 960 
ccactacata ttctcttcac cccagctgtc 1020 
ttactgagtg tgcgccgggt gcaagctgag 1080 
cgcaagcacc tcaagtcgaa ccagactgat 1140 
gcatttttgg tggataatct tcagtactat 1200 
tcccagctgc ttcatcagat caattctacc 1260 
gaccacttcc tgagcaattt gctggctcaa 1320 
tgcctgaatg aaatcctaga tctctgtcac 1380 
ggcccactgg atgagcgtgg agccgcccag 1440 
cagtcttcac tcctgttcaa gattctctcc 1500 
ttggctcaac tactgttacg actagattat 1560 
ctgggcagtt tcgggatgtg aaaatttctg 1620 
caaggttgta acagaagatt caaaacatcc 1680 
ggcttagtga taggactcta ccttttctcc 1740 
aactccttcc catcattccc atgtggaagg 1800 
ctctgatcct ttacattgag aacatttgtt 1860 
ttgagcacct actacgtacc ttggtactgt 1920 
acaatataga gcagaaagtt aaatatttta 1980 
ataaatagac taactgctgg atgttaccac 2040 
ttctctctcc ctataccaag taatttatac 2100 
aaatatactt aaaagtattt cttaggccgg 2160 
ctttgggagg ccgaggcggg cggatcacct 2220 
acatgatgaa acctcgattc tactaaaaat 2280 
cctgtaatcc cagctactca ggaggctgag 2340 
acgctgcagt gagctgagat tgtgccattg 2400 
ccgtctc 2437 



<210> 12079 
<211> 531 
<212> PRT 
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<213> Homo sapiens 



<400> 12079 






Met Val 


Val Val Glu 

vul well UlU 


Gin 


1 1 e Lys 


1 
1 








1 1 P 1 PI 1 
lie l_dJ 


G 1 u Thr Va 1 


Tyr Lys His 




20 






Arc Spr 


A 1 fi 1 PI 1 Glu 

n i a I— vJLJ VI 1 u 


Lys 


1 1 e Leu 








40 


1 H f n 
y o u 1 1 1 


1 Pt 1 ^pr* A 1 £1 


Trp Met Leu 








55 


Glu Glu 

U 1 U VI 1 u 


Phe Php 1 1 p 

1 1 ic r 1 ic lie 


Lys Gin Gly 


65 




70 




n 1 n Pro 

U 1 1 1 1 I VI 


Gill Gill Aqh 
VI 1 u UIU no|j 


Glu Glu Asp 










1 v<: n 1 n 


1 PI 1 Arc Gill 


Leu Gin Asp 




100 
1 uu 






Met L Gu 


A 1 a Pro ispr 

n 1 a 1 1 u OCI 


Leu Lys Gin 




11R 
1 1 \J 




120 


Pro Spr 

1 1 w 


Tvr 1 1 p Prn 
lyi lie riu 


Val 


Arg Val 








135 


Gill 5\pr 


Va 1 Gin Mpt 

Val VI 1 11 lilC L 


Phe 


Glu Asn 


1 *TiJ 




150 




GIv ^pr 


1 1 O 1 Of 1 1 \/c 

1 1 c i_cu i—y& 


Asn 


Gin Glu 




1G^ 






Ar'or 1 oil 


1 VQ Gin Gin 
1— y o u 1 1 1 u 1 1 1 


Pro 


Leu Phe 




1ftO 






V<i 1 A<2n 

T CI 1 r\Ofj 


Arcr 1 1 p AriT 
m g lie m 3 


Ser 


Thr Val 




1Q^ 




200 


V;) 1 Glu 

Val u 1 u 


Gill ^pr Acn 
u 1 u od nofj 


Leu Leu Gly 


210 






215 


Tvr 1 pij 

1 y 1 1— dj 


1 PI J G 1 v Arp)* 

1— eu u 1 y m g 


Gly Glu Leu 


225 




230 




Gin His 

vl 1 i 1 1 i 1 O 


Mpi" I PIJ 1 wo 


Thr 


Pro Pro 




245 






Asn Va 1 


Ala Phe Gin 


Gin 


Ser Ala 




260 






Asn Leu 


Leu Pro Leu 


Leu 


His Leu 




275 




280 


His Lys 


Ala Asp Ala 


Thr 


Gin Ala 


290 






295 


Ser Pro 


Arg Glu Ala 


Pro 


Ala Ser 


305 




310 




Tyr Lys 


Val Gin Trp 


Pro 


Leu His 




325 






Glu Lys 


Tyr Asn Val 


Val 


Phe Lys 




340 






Gin Ala 


Glu Leu Gin 


His Cys Trp 



Qpr 


Gin 1 \/c 
u 1 11 i-yo 


II P H i Q 
lie n 1 o 


G 1 V 
u 1 y 


P\/o ft 1 n 

vrys u 1 n 




1 n 






1 R 
1 o 


^pr 


P%/e 1 vf 

oyo u 1 y 


n 1 \/ Ion 

u 1 y i-cu 


rr u 


Pr-n Met 1 

rro va i 








1ft 




A 1 a 
n 1 a 


Va 1 five 

Va i uyo 


Hie G 1 V 
n 1 o u 1 y 


Va 1 

Va 1 


ifioL 1 yr 












Hi 
n 1 o 


G 1 V 1 PI 1 
u 1 y i_cu 


1 PI 1 1 Ol 1 

Leu Leu 


Aon 
Aop 


Gin Hie 

u 1 n n 1 s 






GO 






Pm 
11 u 




1 \# Aon 

u 1 y Asn 


Va 1 


oer A 1 a 




7^ 
/ o 






Pft 
OU 


1 oi 1 


G 1 V lip 
u 1 y lie 


u 1 y u 1 y 


1 OI 1 

1-eU 


Thr ft 1 w 

1 nr u 1 y 




on 








1 Ol 1 


Ai g LeU 


1 lp Gill 

lie u 1 U 


Gill 
vl 1 U 


ft 1 1 1 Aon 

u 1 u Asn 








11ft 
1 1 u 




Php 


^PK 1 PI 1 
OCi L-CU 


Arir Vfi 1 
Af g Va 1 


G III 
u 1 u 


1 1 A 1 Al 1 

1 1 G l_eU 






1 9C> 
1 






A 1 a 


^1 1 1 1 \/o 

U 1 u Lyo 


1 1 A 1 OI 1 

1 1 e L-cU 


Pho 
1 Me 


1 ft 1 w 
Va 1 u 1 y 






1 Aft 






G 1 n 


Aon \/o 1 


Aon 1 £k% 1 
ASM l_cU 


Thr 
1 nr 


A 1^ AT 1 \/ O 

Arg Lys 




\ OO 






1 fift 
1 ou 


Aon 
Hop 


Thr Php 
1 1 11 r lie 


h\st Ala 
Ala Ala 


Gill 

u 1 U 


1 Al 1 l-l 1 O 

LeU n 1 o 




1 /U 






1 7*^ 
1 /O 




i PIJ Vf) 1 

l_CU Va 1 


Aon PkiA 
ASp rric 


Glu 
u 1 U 


ft 1 n \/o 1 
u 1 n Va 1 


1 f^R 






1 Qft 
1 




A 1 A 

n 1 a 


G 1 II H i Q 
u 1 u n 1 o 


1 OI 1 Tr'n 
LeU 1 r p 


1 \/o 

Lys 


1 All Mp+ 

LeU meL 












G 1 n 

U 1 1 1 


1 PI 1 1 vc 

1— cu L.yo 


II P 1 IP 
lie lie 


1 vc 

Lys 


Acn Php 
Aop nic 






99ft 






Php 


Gin A 1 o 
u 1 n nia 


Php 1 1 P 

rric 1 1 c 


Aon 
ASp 


Thr A 1 21 
1 nr Ala 










94ft 


Thr 
1 1 ir 


A 1 24 V53 1 
Ala Val 


Thr Gill 
1 iir u i u 


H t c 
n 1 o 


Aon \/o 1 
ASp Va 1 




Z.uU 






£.00 


His 

1 1 1 o 


Lvs Va 1 

1— y o val 


1 PI 1 1 pii 
1— eu 1— eu 


Acn 


Aon Aqr 


265 






270 




Thr 


1 le Glu 


Tyr His 


Gly 


Lys Glu 






285 






Arg 


Glu Gly 


Pro Ser 


Arg 


Glu Thr 






300 






Gly 


Trp Ala 


Ala Leu 


Gly 


Leu Ser 




315 






320 


1 le 


Leu Phe 


Thr Pro 


Ala 


Val Leu 




330 






335 


Tyr 


Leu Leu 


Ser Val 


Arg 


Arg Val 


345 






350 




Ala 


Leu Gin 


Met Gin 


Arg 


Lys His 
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ooo 






oou 










L6LI 


Lys 


oer 


Asn 


u 1 n 


Tl^^ Aon A 1 4 11^ 

1 nr Asp A 1 a i i e 


1 T^n A^^ 1 AI 1 

Lys 1 rp Arg Leu 


Arg 


Asn 


M i o 

n 1 S 




«> /u 










IPO 

oou 








mc L 


A 1 o 


rne 


Leu 


va 1 


Aon Aon 1 All AIn 

Asp Asn ueu u i n 


t\tt^ i\Mt^ 1 AI 1 ^ 1 n 

1 yr 1 yr Leu u i n 


va 1 


Asp 


va 1 












o5IU 


OaO 






Ann 


Leu 


U 1 u 


Cor- 

oer 


1 n 

u 1 n 


rne 


a 1 n 1 Al 1 1 Ai 1 

oer u 1 n ueu ueu 


l-l 1 o fi \ n 1 1 A Aon 

n 1 s u 1 n lie Asn 


oer 


Tkr- 

1 nr 


Arg 










Ant; 




H 1 u 




A^ ^ 

H 1 O 




Asp 


rne 


u 1 u 


oer 


1 1 A 

1 1 e 


Arg Leu A 1 a n i s 


Asp n 1 s rne Leu 


oer 


Asn 


Leu 












AO^ 










Leu 


A 1 o 


u 1 n 


oer 


rne 


1 1 A 1 AI ■ 1 AI 1 1 \t€*- 

\ 1 e Leu ueu uys 


rro va i rne n i s 


r*\#o 
uys 


Leu 


Asn 






















n 1 1 1 

u 1 U 


1 1 a 

1 1 e 


Leu 


- 

Asp 


Leu 


uys n 1 s oer rne 


f^\/0 Cai^ 1 Ai 1 \/o 1 

uys oer Leu va i 


oer 


n 1 n 

u 1 n 


Asn 






















Leu 


(a 1 y 


Pro 


Leu 


Asp 


Pill A k^/v n \ aIa 

u 1 u Arg (a 1 y Ala 


Ala bin Leu oer 


\ le 


Leu 


Va 1 


465 










470 


475 






480 


Lys 


Gly 


Phe 


Ser 


Arg 


Gin Ser Ser Leu 


Leu Phe Lys 1 1 e 


Leu 


Ser 


Ser 










485 




490 




495 




Val 


Arg 


Asn 


His 


Gin 


1 1 e Asn Ser Asp 


Leu Ala Gin Leu 


Leu 


Leu 


Arg 








500 




505 




510 






Leu 


Asp 


Tyr 


Asn 


Lys 


Tyr Tyr Thr Gin 


Ala Gly Gly Thr 


Leu 


Gly 


Ser 






515 






520 


525 








Phe 


Gly 


Met 


















530 



















<210> 12080 
<211> 4147 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (327) . . (2972) 
<400> 12080 

gtagtttcga gcccgctgcc ctttgcctcc tgggcggaga agctgcttcc tcctgggaac 60 
aaccgcctcc cgctcctagc aggttgctac tgoooogaao oogogctgca gggaacagcg 120 
gggcaaacag tgagtggggt toagcgtaga ctctggacca ggagaggccc gcggtgaccg 180 
aggcctgggc cccggaaacc aatagagcca tggcgactcc ctctgctgcc ttcgaggccc 240 
ttatgaatgg tgtgaoaagc taggatgtao ccgaagatgc tgttccatgt gaactgctto 300 
ttattggaga ggcttcattt cotgtgatgg tgaatgacat gggccaggtc ctcattgctg 360 
octcctccta tggccgtggc cgcctggtgg tcgtgtccca tgaggactac ttggtggaag 420 
occagctcac gccctttcto otgaaogoag tggggtggct ttgctcttcc cctggggctc 480 
ccattggtgt acacccatcc ctggoacctt tggocaaaat cotcgagggc tctggagtgg 540 
atgcaaaggt tgagccagaa gtgaaagact ccctgggggt ttactgtatt gatgcctaca 600 
atgaaaccat gacagaaaag ctggtcaagt tcatgaaatg tggtggcggc ttgctcatag 660 
gaggacaagc ctggggttgg gcoaaooagg gggaggatga aagggttctg ttcacgttcc 720 
ctgggaacct cgtgaccagt gtggctggca tttactttac tgacaacaaa ggggacaoga 780 



-5683/13211- 



gtttctttaa agtctccaag aagatgccca 
acctctccga cgacagagaa gagcttctgc 
cggattgttt cccatcccag ctgctagtgc 
attcctacca tggctgtgtt atagcggctg 
ctggccataa ggtattattc actgttggta 
gctggctgga tgggggccgc agaggcaaga 
gtggcctcct cgcagtgggg ggcatagaca 
caagtgtcta ctgctttgaa cccgtgagtg 
tagcagaggg tggcgggcta tttgttggag 
ccggagtgtc ccctttggct cgattcccag 
gcattacaag ccaaagcctc aatccagggc 
cctatcactt ccgctccacc ttggccgagt 
atgtggaaaa gggctggttg gcaaagctgg 
ccgcagaaga gatccctgcc tacatgtctg 
gatatcggct tccagtagca acccgagaga 
ctatgctttc cctggccaca gggctggccc 
cagaaattga agatatgtac agcagcccct 
tcgaggtcaa ctgcaccaat ccaggcacca 
tacctggaag gcaaattata gaagtctcac 
agatacagat tggctgccac acagatgacc 
cactcgtaat taaccggtgc tgcttggaca 
gtggactcct ctatataatt gtgcctcaga 
tgaagggggc tgtgcatgct ccatactaca 
agaggcgtat ccaggagaat ccagggccct 
tgaccgtgcc gaccgcaaat cttcgtactc 
gggatgaggt gatgcaggct gtggcgcgac 
ctcagaggat tgttgccgac gtgcagatct 
tcatgtgcca tctggagtca gtgcaggagc 
ggctgtgggg ccccgtccat gagctgggcc 
caccacacac caccgaggcc acctgcaacc 
tgggcattcc tcgaagccgt gccaatattg 
tcagaatcta cctgagcaag ggtcccaatg 
aaacgtattt acagctccag gaagcctttg 
agtacaggaa ccagaccaac ttgcccacag 
agatgttctc ccaccaagtg cagaagaacc 
ccatccagaa ggaagtgcct accagcctgg 
tgaaattgta cctcctcaca cagatgcccc 
gaactgacac atctcagcaa agaaaactga 
agcatatttc tggaagatag aaagtggatg 
tcagataaaa tgtaagctga tctgaacaac 
agcttgtcta ctgaagaatt actccagttg 
actcttatgc acagaacaca ggcagtctcc 
attgttgctg ttgtttgtat aaaggaattg 
gtgcccctga aaaaaatttc tcttctagtg 
gctaattctc tactgacagc tgagacctcc 
aagaggtttc ctgaagaaac agacctaact 
gttatacaag ttaacagtta tgttgattct 
gacatgggcg atggggaggg aagaggaata 



agatcccagt gttggttagt tgtgaagatg 840 
atgggatttc agagctggac atcagcaact 900 
atggggcttt agcctttcct ctagggttag 960 
cccgctatgg ccggggccgg gtggttgtga 1020 
aactgggccc ctttctgctc aatgctgtcc 1080 
ttgtggtgca gacagagctg agaaccctga 1140 
ccagcatcga gcccaatctg accagtgatg 1200 
aagtgggggt caaggaactg caggagtttg 1260 
cccaagcctg gtggtgggcc ttcaagaacc 1320 
gaaacctcct cctcaacccc tttggcatca 1380 
cctttcgtac tcctaaagca gggataagga 1440 
tccaggttat aatgggcagg aagagaggaa 1500 
gaccagatgg tgcagctttc ctgcagattc 1560 
tgcatcgact cctgaggaag ctgctaagtc 1620 
accctgttat caatgactgc tgcagaggtg 1680 
actctggaag cgacctctct ctgttagtcc 1740 
atctgcgccc ctcagaatct cctatcaccg 1800 
gatattgctg gatgagtact gggctctaca 1860 
tgcctgaagc tgctgcctct gccgacctga 1920 
tgaccagggc cagcaagctt ttccgaggcc 1980 
aacccacaaa atcgatcacg tgcctctggg 2040 
acagcaaact gggttctgtg cctgtcaccg 2100 
agctggggga gaccaccctg gaggagtgga 2160 
ggggagagct ggccacggac aacatcattc 2220 
tggagaaccc tgagccgctg ctccgcctct 2280 
tgggagctga gcccttccct ttgcgcctgc 2340 
cagtgggctg gatgcatgca gggtacccca 2400 
tcatcaacga gaagctcatc agaaccaagg 2460 
gcaaccagca gcggcaggag tgggagttcc 2520 
tgtggtgtgt gtatgtgcat gagacggtct 2580 
ctctgtggcc cccagttcgg gagaagagag 2640 
tgaaaaactg gaatgcatgg accgcactgg 2700 
gttgggagcc attcatccgt ctcttcaccg 2760 
aaaatgttga caaaatgaat ctgtgggtca 2820 
tggctccgtt ctttgaggcc tgggcctggc 2880 
cctatctgcc tgaatggaag gaaaatatta 2940 
actgaaattg aagtcaagaa atgcaaaaag 3000 
agggatttgg ttataagtgg agaggatctc 3060 
aagcatgata atgaaagagt gaagaacctt 3120 
ataaccccaa agagacttgc gcacctgaaa 3180 
taagattgag ccctctccta ctctccccca 3240 
actattgata ccagttaaaa atttcttgtt 3300 
aacaggctgc ttgcagagag ataagagttg 3360 
gaaataagtg cccctacccc cagccggtca 3420 
tactcaagtg cctgttgcct tcaggtatag 3480 
gtacaacagc agaggaaacc catgccaact 3540 
taaatgggaa tggtgagtta gaaattccca 3600 
agaaaagtca cgaggtagaa ttaggggcct 3660 
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tgaaaatatg acaaactctg agggaaacaa agacaatgtg gaaagaataa cttaatttta 3720 
attccatctc cagagagatt tgaggtgtat ttaagatgaa aaacaggata ctacaaagaa 3780 
acggaaaact caggagttca agaccagcct aggcaagatg gcaacatccc gtctctacaa 3840 
aataattttt aaaaattagc caagcatggt ggcatgtgcc tgtggtccta gctacttggg 3900 
aggctgaagt gggaagatca cttgagccca ggagttcaag gcttcagtga gccatgatgg 3960 
tgccactgca ctccagcctg ggggacagag tgagaccctg tctcttaaaa agcaagaaaa 4020 
gaaagagaag actgagaata agaagatctc tttgaaaata aaataagact gctaaaagta 4080 
tttggtatac agtctggaaa ataaagttga gggaatctct ccagataaag agcaaaaaga 4140 
aatagat 4147 



<210> 12081 
<211> 882 
<212> PRT 

<213> Homo sapiens 
<400> 12081 

Met Val Asn Asp Met Gly Gin Val Leu lie Ala Ala Ser Ser Tyr Gly 

15 10 15 

Arg Gly Arg Leu Val Val Val Ser His Glu Asp Tyr Leu Val Glu Ala 

20 25 30 

Gin Leu Thr Pro Phe Leu Leu Asn Ala Val Gly Trp Leu Cys Ser Ser 

35 40 45 

Pro Gly Ala Pro Me Gly Val His Pro Ser Leu Ala Pro Leu Ala Lys 

50 55 60 

Me Leu Glu Gly Ser Gly Val Asp Ala Lys Val Glu Pro Glu Val Lys 
65 70 75 80 

Asp Ser Leu Gly Val Tyr Cys I le Asp Ala Tyr Asn Glu Thr Met Thr 

85 90 95 

Glu Lys Leu Val Lys Phe Met Lys Cys Gly Gly Gly Leu Leu Me Gly 

100 105 110 

Gly Gin Ala Trp Gly Trp Ala Asn Gin Gly Glu Asp Glu Arg Val Leu 

115 120 125 

Phe Thr Phe Pro Gly Asn Leu Val Thr Ser Val Ala Gly Me Tyr Phe 

130 135 140 

Thr Asp Asn Lys Gly Asp Thr Ser Phe Phe Lys Val Ser Lys Lys Met 
145 150 155 160 

Pro Lys I I e Pro Va I Leu Va I Ser Cys G I u Asp Asp Leu Ser Asp Asp 

165 170 175 

Arg Glu Glu Leu Leu His Gly Me Ser Glu Leu Asp Me Ser Asn Ser 

180 185 190 

Asp Cys Phe Pro Ser Gin Leu Leu Val His Gly Ala Leu Ala Phe Pro 

195 200 205 

Leu Gly Leu Asp Ser Tyr His Gly Cys Val Me Ala Ala Ala Arg Tyr 

210 215 220 

Gly Arg Gly Arg Val Val Val Thr Gly His Lys Val Leu Phe Thr Val 
225 230 235 240 

Gly Lys Leu Gly Pro Phe Leu Leu Asn Ala Val Arg Trp Leu Asp Gly 
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Gly Arg 

Gly Leu 

Thr Ser 
290 
Val Lys 
305 

Gly Ala 

Leu Ala 

I le Thr 

Gly I le 
370 
I le Met 
385 

Leu Gly 

Pro Ala 

Tyr Arg 

Cys Arg 
450 
Ser Asp 
465 

Pro Tyr 

Thr Asn 

Pro Gly 

Ala Asp 
530 
Ala Ser 
545 

Asp Lys 

Me Me 

Lys Gly 

Glu Glu 
610 
Leu Ala 



245 

Arg Gly Lys I le Val Val 
260 

Leu Ala Val Gly 
275 

Asp Ala Ser Val 



Glu Leu Gin Glu 
310 

Gin Ala Trp Trp 
325 

Arg Phe Pro Gly 
340 

Ser Gin Ser Leu 
355 

Arg Thr Tyr His 

Gly Arg Lys Arg 
390 

Pro Asp Gly Ala 
405 

Tyr Met Ser Val 
420 

Leu Pro Val Ala 
435 

Gly Ala Met Leu 

Leu Ser Leu Leu 
470 

Leu Arg Pro Ser 
485 

Pro Gly Thr Arg 
500 

Arg Gin Me Me 
515 

Leu Lys Me Gin 

Lys Leu Phe Arg 
550 

Pro Thr Lys Ser 
565 

Val Pro Gin Asn 
580 

Ala Val His Ala 
595 

Trp Lys Arg Arg 
Thr Asp Asn I I e 



Gly Me 
280 
Tyr Cys 
295 

Phe Val 



Trp Ala 

Asn Leu 

Asn Pro 
360 
Phe Arg 
375 

Gly Asn 

Ala Phe 

His Arg 

Thr Arg 
440 
Ser Leu 
455 

Val Pro 

Glu Ser 

Tyr Cys 

Glu Val 
520 
I le Gly 
535 

Gly Pro 

I le Thr 

Ser Lys 

Pro Tyr 
600 
I le Gin 
615 

I le Leu 



250 
Gin Thr 
265 

Asp Thr 

Phe Glu 

Ala Glu 

Phe Lys 
330 
Leu Leu 
345 

Gly Pro 

Ser Thr 

Val Glu 

Leu Gin 
410 
Leu Leu 
425 

Glu Asn 

Ala Thr 

Glu Me 

Pro I le 
490 
Trp Met 
505 

Ser Leu 

Cys His 

Leu Val 

Cys Leu 
570 
Leu Gly 
585 

Tyr Lys 
Glu Asn 
Thr Val 



Glu Leu 

Ser I le 

Pro Val 
300 
Gly GJy 
315 

Asn Pro 

Asn Pro 

Phe Arg 

Leu Ala 
380 
Lys Gly 
395 

I le Pro 

Arg Lys 

Pro Val 

Gly Leu 
460 
Glu Asp 
475 

Thr Val 

Ser Thr 

Pro Glu 

Thr Asp 
540 
1 1 e Asn 
555 

Trp Gly 

Ser Val 

Leu Gly 

Pro Gly 
620 
Pro Thr 



Arg Thr 
270 
Glu Pro 
285 

Ser Glu 

Gly Leu 

Gly Val 

Phe Gly 
350 
Thr Pro 
365 

Glu Phe 

Trp Leu 

Ala Glu 

Leu Leu 
430 
1 1 e Asn 
445 

Ala His 

Met Tyr 

Glu Val 

Gly Leu 
510 
Ala Ala 
525 

Asp Leu 

Arg Cys 

Gly Leu 

Pro Val 
590 
Glu Thr 
605 

Pro Trp 



255 

Leu Ser 

Asn Leu 

Val Gly 

Phe Val 
320 
Ser Pro 
335 

I I e Ser 

Lys Ala 

Gin Val 

Ala Lys 
400 
Glu I le 
415 

Ser Arg 

Asp Cys 

Ser Gly 

Ser Ser 
480 
Asn Cys 
495 

Tyr I I e 

Ala Ser 

Thr Arg 

Cys Leu 
560 
Leu Tyr 
575 

Thr Val 



Thr Leu 
Gly Glu 
Ala Asn Leu Arg 
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625 630 



Thr 
1 ill 


1 Ol 1 
l-CU 


d III 


Acn 


Prn 
ri u 


n III 

U 1 LI 


Prn 
II \j 


1 1 

1— cu 


















(\ 1 n 
U 1 ft 


A 1 9 


\/9 1 

Va 1 


A 1 a 
A 1 a 
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1 Ol 1 


n 1 M 

u 1 y 


A 1 s\ 

A 1 a 








ODU 










1 n 
u 1 n 


K ¥" cf 


1 1 6 


Va 1 


A 1 

A 1 a 


Aon 
Aop 


Vsi 1 

Va 1 


d 1 n 






O / O 










QOU 


u 1 y 


1 yr 


PrTh 
If \J 


1 1 A 
1 1 c 


nlcX 


oyo 


n 1 o 


1 Al 1 














D^O 




1 1 1 


Lys 


I-6U 


1 1 6 


A K* AT 

Arg 


Thr- 

1 nr 


1 \/o 

i_ys 


u 1 y 


/uo 










71 n 






a 1 M 

u 1 y 


A r*cr 
Mr g 


Aon 
Moll 


(\ 1 n 

U 1 1 1 


d 1 n 

u 1 n 


A r"or 
Al g 


u 1 n 


U 1 u 










1 








n 1 1 1 

u 1 LI 


A 1 o 


Thr- 

1 nr 


oys 


Aon 

Asn 


Leu 


Tr-n 

1 rp 


f*\/o 

uys 








/*fU 










n 1 V 

u 1 y 


1 1 «k 
1 1 c 


rro 


Al g 




A fcr 
Arg 


A 1 Ck 
A 1 a 


Aon 

Asn 






/OO 










7fin 

/ DU 


III 


Lys 




Vcl 1 


A Y'Cf 

Al g 


1 lp 


1 yr 


1 Ol 1 




1 i\j 










77t^ 

/ /o 




Tr-n 

1 rp 


Aon 


A 1 9 


Tr-n 

1 rp 


1 nr 


A 1 £1 

A 1 3 


1_GU 


u 1 U 


/ oO 










7Qn 






rne 


ii 1 y 


irp 


u 1 U 


Pro 


rne 


i 1 A 

1 1 e 


Arg 










805 








Thr 


Asn 


Leu 


Pro 


Thr 


Glu 


Asn 


Val 








820 










Met 


Phe 


Ser 


His 


Gin 


Val 


Gin 


Lys 






835 










840 


Trp 


Ala 


Trp 


Pro 


1 le 


Gin 


Lys 


Glu 




850 










855 




Pro 


Glu 


Trp 


Lys 


Glu 


Asn 


1 le 


Met 


865 










870 






Pro 


His 



















635 










CHi 


1 Al 1 


Arg 


Leu Trp 


Aon 
ASP 


U 1 u 


Va 1 


nie L 














arc; 
ooo 




n 1 II 
u 1 U 


Pr-n 

rro 


Phe 


Pro 


1 Ol 1 

1-6 U 


Arg 


Leu 


rro 












D /U 






i 1 A 

1 1 6 


oer 


Val 


Gly 


Ti'n 

1 rp 


me L 


M ; o 
n 1 s 


A 1 o 

A 1 a 










DOO 








u 1 U 


oer 


Val 


Gin 


1^ 1 11 
u 1 U 


Leu 


1 1 A 

1 1 e 


Asn 








700 










L6U 


Tr-n 

1 rp 


Gly Pro 


Vq 1 
Va 1 


W i o 

n 1 s 


1 II 

U 1 u 


Leu 






715 










79n 


Tr-n 

1 rp 


n 1 11 


Phe 


Pro 


Pr-n 

rro 


n 1 s 


1 nr 


Thr- 

1 nr 














/oO 




Va 1 


lyr 


Val 


His 


u 1 U 


1 nr 


Va 1 


- 

Leu 


7A^ 










7^0 






1 1 A 

1 1 e 


A 1 o 
A 1 a 


Leu 


Trp 


rro 


rro 


Va 1 


Arg 










/DO 








oer 


Lys 


Gly Pro 


Asn 


Va 1 


Lys 


Asn 








780 










1 nr 


Tyr 


Leu 


Gin 


Leu 


1 n 

13 1 n 


U 1 U 


A 1 

A 1 a 






795 










ouu 


Leu 


rne 


Thr 


Glu 


Tyr 


Arg 


Asn 


n. 1 n 

u 1 n 




810 










815 




Asp 


Lys 


Met 


Asn 


Leu 


Trp 


Val 


Lys 


825 










830 






Asn 


Leu 


Ala 


Pro 


Phe 


Phe 


Glu 


Ala 










845 








Val 


Pro 


Thr 


Ser 


Leu 


Ala 


Tyr 


Leu 








860 










Lys 


Leu 


Tyr Leu 


Leu 


Thr 


Gin 


Met 






875 










880 



<210> 12082 
<211> 4788 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (309) . . (4304) 
<400> 12082 

agtgctgcgg ctgcctagtt gacgcaccca ttgagtcgct ggcttctttg cagcgcttca 60 
gcgttttccG ctggagggcg cctccatcct tggaggocta gtgccgtcgg agagagagcg 120 
ggagocgcgg aoagagacgc gtgcgcaatt cggagcogac tctgggtgcg gactgtggga 1 80 



-5687/13211- 



gctgactctg ggtagccggc tgcgcgtggc 
tgggggtcct cagagattaa tgattcatca 
acttcatcat gcgaaatctg aaattatttc 
cagggaatcc tcagtgcttc tctctccgaa 
aacatggcct gatagaagta gaccctgtct 
tggcagaagg ttttctccca gaggatggaa 
tggatcagga gtcagtgtgt gtggccacag 
gcacacaaca gctggagtgt gttgggagtg 
gtcctgacca agagctggtg cttcttgcca 
aagattttga gccaatcctg gagcagcaaa 
ttatcactgt tggatggggt aggaaggaga 
cagcttttca gatgcaaatg catgagtctg 
ttacctggcg gggggatgga cagttttttg 
ctcggaaggt cagagtgtgg aaccgagagt 
caggactggg accagccctg gcttggaaac 
ataaacccaa ccagcaggat attgtgtttt 
ttacacttcc cttccttaaa gatgaggtta 
cctctgtgct tgcagtctgg ctggaagacc 
cctgtgttca gctctggact gttggaaact 
tcagcacctg tgggaagagc aagattgtgt 
ggctgcatgt tctctgtcag ggctggcatt 
accggagcgt gggagataat tcaagtgact 
gggtgttggt gacagtcttc cggcagactg 
tgctgttccc acaccctgtg aatcaagtca 
accttgctgt tctagatgcc agtaaccaga 
gtgctgaccc tacagtgaaa ctgggagctg 
gaactcctca tttggaaaag agatacaaaa 
taaacccgct gaaactaggc cttctcactt 
gccacagtga gttcagcccc cggtctgtca 
tggatgaaga gcatggacag ctcaatgtca 
tcagtctatg ttgcaattcc aagaccaagt 
tatttaagta cctttgggag tcaccttctc 
gatttcctgt tcggtttcct tatccatgca 
aggaatgtgt ccttggtctg actgacaggt 
cgtcaaatat cacgtcattt gcagtatatg 
atacctgcca gtgtttttgc ctgagggatg 
gcagcaatca tgtgtcccat ggggaagttc 
tcactgttgt gccccaggac acaaagcttg 
ttgttcatca tcgagccctg gttttagctc 
ttaaagaggc atttgaatgc atgagaaagc 
ataaccctaa ggtgtttctt ggaaatgtgg 
atcatattaa cttgtttttt acagaattga 
ctgcaccagt taccagcagt gtctacctgt 
ttgtctgcga tgctatgaga gcagtcatgg 
ccatacttac atctcatgta aagaagacaa 
tacacgagct tcaaggaaat gctccctctg 
tgaaatattt gctgcatctg gtagatgtta 
atgactttga tttggtcctc atggtagctg 



tggggaggcg aggccggacg cacctctgtt 240 
agggatagtt gtacttgtct cgtgggaatc 300 
ggaccctgga gttcagggat attcaaggtc 360 
ctgaacaggg gacggtgctc attggttcag 420 
caagagaagt gaaaaatgaa gtttctttgg 480 
gtggccgcat tgttggtgtt caggacttgc 540 
cctctggaga cgtcatactc tgcagtctca 600 
tagccagtgg tatctctgtt atgagttgga 660 
caggtcaaca gaccctgatt atgatgacaa 720 
tccatcagga tgattttggt gaaagcaagt 780 
cacagttcca tggatcagaa ggcagacaag 840 
ctttgccctg ggatgaccat agaccacaag 900 
ctgtgagtgt tgtttgccca gaaacagggg 960 
ttgctttgca gtcaaccagt gagcctgtgg 1020 
cctcaggcag tttgattgca tctacacaag 1080 
ttgagaaaaa tggactcctt catggacact 1140 
aggtaaatga cttgctctgg aatgcagatt 1200 
ttcagagaga agaaagctcc attccgaaaa 1260 
atcactggta tctcaagcaa agtttatcct 1320 
ctctgatgtg ggaccctgtg accccatacc 1380 
acctcgccta tgattggcac tggacgactg 1440 
tgtccaatgt ggctgtcatt gatggaaaca 1500 
tggttccgcc tcccatgtgc acctaccaac 1560 
cattcttagc acaccctcaa aagagtaatg 1620 
tttctgttta taaatgtggt gattgtccaa 1680 
tgggtggaag tggatttaaa gtttgcctta 1740 
tccagtttga gaataatgaa gatcaagatg 1800 
ggattgaaga agacgtcttc ctggctgtaa 1860 
ttcaccattt gactgcagct tcttctgaga 1920 
gttcatctgc agcggtggat ggggtcataa 1980 
cagtagtatt acagctggct gatggccaga 2040 
tggctattaa accatggaag aactctggtg 2100 
cccagaccga attggccatg attggagaag 2160 
gtcgcttttt catcaatgac attgaggttg 2220 
atgagttttt attgttgaca acccattccc 2280 
cttcatttaa aacattacag gccggcctga 2340 
tgcggaaagt ggagaggggt tcacggattg 2400 
tattacagat gccaagggga aacttagaag 2460 
agattcggaa gtggttggac aaacttatgt 2520 
tgagaatcaa tctcaatctg atttatgatc 2580 
aaaccttcat taaacagata gattctgtga 2640 
aagaagaaga tgtcacgaag accatgtacc 2700 
ccagggatcc tgacgggaat aaaatagacc 2760 
agagcataaa tcctcataaa tactgcctat 2820 
ccccagaact ggaaattgta ctgcaaaaag 2880 
atcctgatgc tgtgagtgct gaagaggcct 2940 
atgaattata tgatcattct cttggcacct 3000 
agaagtcaca gaaggatccc aaagaatatc 3060 
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ttccatttct taatacactt aagaaaatgg 
aatacttgaa acgatatgaa aaagccattg 
tcccagaatg cttaaacttg ataaaagata 
attcaccaag ctcacaacag taccaggata 
aggagcacat gtatgagcca gcggggctca 
ctctctcagc ctttctgaca tgtggcaact 
ttaactttac caaagaccag ctggtgggcc 
agcagaggaa gcacattgat gcggccatgg 
aagctgtgct cttgctgtta gaaggagctg 
aatataacag actggatatt atagaaacca 
aaaattatat ggcatttctg gactctcaga 
tattggtagt tcgagagctc aaggagcaag 
cccacgggca agagtcagac ctcttctctg 
tgagtggcaa atactcccat agtaactcca 
gaaaagcgga gcggaagaag cacagcctca 
tcctggaggc actgagtgaa gtggtgcaga 
atattttaaa ggtactcttt ctctttgagt 
cctttgaaga tacgctgcag ttgatggaaa 
accagcagaa ttcagctacc ccggttctag 
catcttatca gcaacagaag acttcggttc 
caaagatcaa cagaagaacc cagtggaagc 
ggagggatcc gacagagaag accatttcca 
ctttgagggc tggctattga gaactggaaa 
caagaacttc agcagacaac aagcaattct 
cattagcaag acattaagct ttaaccatta 
tcacttgggc tgtttgagag cataattatg 
tacctccaaa gtgtgaagac aagtaaaaca 
gagaagatta caatggctat tagtgctaca 
cttgtcacct taaactaaag cagaataaaa 



aaactaatta tcagcggttt actatagaca 3120 
gccacctcag caaatgtgga cctgagtact 3180 
aaaacttgta taacgaagct ctgaagttat 3240 
tcagcattgc ttatggggag cacctgatgc 3300 
tgtttgcccg ttgcggtgcc cacgagaaag 3360 
ggaagcaagc cctctgtgtg gcagcccagc 3420 
tcggcagaac tctggcagga aagctggttg 3480 
ttttggaaga gtgtgcccag gattatgaag 3540 
cctgggaaga agctttgagg ctggtataca 3600 
acgtaaagcc ttccatttta gaagcccaga 3660 
cagccacatt cagtcgccac aagaaacgtt 3720 
cccagcaggc aggtctggat gatgaggtac 3780 
aaactagcag tgtcgtgagt ggcagtgaga 3840 
ggatatcagc gagatcatcc aagaatcgcc 3900 
aagaaggcag tccgctggag gacctggccc 3960 
acactgaaaa cctgaaagat gaagtatacc 4020 
ttgatgaaca aggaagggaa ttacagaagg 4080 
ggtcacttcc agaaatttgg actcttactt 4140 
gtcccaattc tactgcaaat agtatcatgg 4200 
ctgttcttga tgctgagctt tttataccac 4260 
tgagcctgct agactgagtg actgcagtta 4320 
ctcattcctg ttgtcctacc accccttgct 4380 
gagtaaaatg ataacttacc ttagcattgc 4440 
atttatttta tgttgtgtat acatcttgat 4500 
tggcaccatt ttgtgagaat gattgttctt 4560 
gtaatcatga gattaatgtt tcatgatttc 4620 
atgtttctaa attgtcttat tttgttggcg 4680 
tttggtcaaa tgtaatcact taaatagctt 4740 
agtatccttt gaaattat 4788 



<210> 12083 
<211> 1332 
<212> PRT 
<213> Homo sapiens 

<400> 12083 

Met Arg Asn Leu Lys Leu Phe Arg Thr Leu Glu Phe Arg Asp Me Gin 

1 5 10 15 

Gly Pro Gly Asn Pro Gin Cys Phe Ser Leu Arg Thr Glu Gin Gly Thr 

20 25 30 

Val Leu Me Gly Ser Glu His Gly Leu Me Glu Val Asp Pro Val Ser 

35 40 45 

Arg Glu Val Lys Asn Glu Val Ser Leu Val Ala Glu Gly Phe Leu Pro 

50 55 60 

G I u Asp G I y Ser G I y Arg Me Va I Gly Va I Gin Asp Leu Leu Asp G I n 
65 70 75 80 

Glu Ser Val Cys Val Ala Thr Ala Ser Gly Asp Val Me Leu Cys Ser 
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85 90 95 

Leu Ser Thr Gin Gin Leu Glu Cys Val Gly Ser Val Ala Ser Gly lie 

100 105 110 

Ser Val Met Ser Trp Ser Pro Asp Gin Glu Leu Val Leu Leu Ala Thr 

115 120 125 

Gly Gin Gin Thr Leu Me Met Met Thr Lys Asp Phe Glu Pro Me Leu 

130 135 140 

Glu Gin Gin Me His Gin Asp Asp Phe Gly Glu Ser Lys Phe Me Thr 
145 150 155 160 

Val Gly Trp Gly Arg Lys Glu Thr Gin Phe His Gly Ser Glu Gly Arg 

165 170 175 

Gin Ala Ala Phe Gin Met Gin Met His Glu Ser Ala Leu Pro Trp Asp 

180 185 190 

Asp His Arg Pro Gin Val Thr Trp Arg Gly Asp Gly Gin Phe Phe Ala 

195 200 205 

Val Ser Val Val Cys Pro Glu Thr Gly Ala Arg Lys Val Arg Val Trp 

210 215 220 

Asn Arg Glu Phe Ala Leu Gin Ser Thr Ser Glu Pro Val Ala Gly Leu 
225 230 235 240 

Gly Pro Ala Leu Ala Trp Lys Pro Ser Gly Ser Leu Me Ala Ser Thr 

245 250 255 

G I n Asp Lys Pro Asn Gin Gin Asp Me Va I Phe Phe G I u Lys Asn G I y 

260 265 270 

Leu Leu His Gly His Phe Thr Leu Pro Phe Leu Lys Asp Glu Val Lys 

275 280 285 

Val Asn Asp Leu Leu Trp Asn Ala Asp Ser Ser Val Leu Ala Val Trp 

290 295 300 

Leu Glu Asp Leu Gin Arg Glu Glu Ser Ser Me Pro Lys Thr Cys Val 
305 310 315 320 

Gin Leu Trp Thr Val Gly Asn Tyr His Trp Tyr Leu Lys Gin Ser Leu 

325 330 335 

Ser Phe Ser Thr Cys Gly Lys Ser Lys I le Val Ser Leu Met Trp Asp 

340 345 350 

Pro Va I Thr Pro Tyr Arg Leu His Va I Leu Cys Gin Gly Trp H i s Tyr 

355 360 365 

Leu Ala Tyr Asp Trp His Trp Thr Thr Asp Arg Ser Val Gly Asp Asn 

370 375 380 

Ser Ser Asp Leu Ser Asn Val Ala Val Me Asp Gly Asn Arg Val Leu 
385 390 395 400 

Val Thr Val Phe Arg Gin Thr Val Val Pro Pro Pro Met Cys Thr Tyr 

405 410 415 

Gin Leu Leu Phe Pro His Pro Val Asn Gin Val Thr Phe Leu Ala His 

420 425 430 

Pro Gin Lys Ser Asn Asp Leu Ala Val Leu Asp Ala Ser Asn Gin Me 

435 440 445 

Ser Val Tyr Lys Cys Gly Asp Cys Pro Ser Ala Asp Pro Thr Val Lys 

450 455 460 

Leu Gly Ala Val Gly Gly Ser Gly Phe Lys Val Cys Leu Arg Thr Pro 
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465 

His Leu Glu Lys 

Asp Val Asn Pro 
500 

Val Phe Leu Ala 
515 

His His Leu Thr 
530 

Leu Asn Va I Ser 
545 

Cys Cys Asn Ser 

Gin lie Phe Lys 
580 

Trp Lys Asn Ser 
595 

Gin Thr Glu Leu 
610 

Thr Asp Arg Cys 
625 

lie Thr Ser Phe 

Ser His Thr Cys 
660 

Leu Gin Ala Gly 
675 

Arg Lys Val Glu 
690 

Thr Lys Leu Val 
705 

His Arg Ala Leu 

Met Phe Lys Glu 
740 

Asn Leu I le Tyr 
755 

Thr Phe Me Lys 
770 

Thr Glu Leu Lys 

785 . 

Val Thr Ser Ser 

Asp Leu Val Cys 
820 

His Lys Tyr Cys 
835 

Pro Glu Leu Glu 



470 

Arg Tyr Lys I le 
485 

Leu Lys Leu Gly 

Val Ser His Ser 
520 

Ala Ala Ser Ser 
535 

Ser Ser Ala Ala 
550 

Lys Thr Lys Ser 
565 

Tyr Leu Trp Glu 

Gly Gly Phe Pro 
600 

Ala Met I le Gly 
615 

Arg Phe Phe lie 
630 

Ala Val Tyr Asp 
645 

Gin Cys Phe Cys 

Leu Ser Ser Asn 
680 

Arg Gly Ser Arg 
695 

Leu Gin Met Pro 
710 

Val Leu Ala Gin 
725 

Ala Phe Glu Cys 

Asp His Asn Pro 
760 

Gin Me Asp Ser 
775 

Glu Glu Asp Val 
790 

Val Tyr Leu Ser 
805 

Asp Ala Met Arg 

Leu Ser I le Leu 
840 

I le Val Leu Gin 



475 

Gin Phe Glu Asn 
490 

Leu Leu Thr Trp 
505 

Glu Phe Ser Pro 

Glu Met Asp Glu 
540 

Val Asp Gly Val 

555 

Val Val Leu Gin 
570 

Ser Pro Ser Leu 
585 

Val Arg Phe Pro 

Glu Glu Glu Cys 
620 

Asn Asp Me Glu 
635 

G I u Phe Leu Leu 
650 

Leu Arg Asp Ala 
665 

His Val Ser His 

I le Val Thr Val 
700 

Arg Gly Asn Leu 
715 

I le Arg Lys Trp 
730 

Met Arg Lys Leu 
745 

Lys Val Phe Leu 

Val Asn His I le 
780 

Thr Lys Thr Met 
795 

Arg Asp Pro Asp 
810 

Ala Val Met Glu 
825 

Thr Ser His Val 
Lys Val His Glu 



480 

Asn Glu Asp Gin 
495 

Me Glu Glu Asp 
510 

Arg Ser Va I Me 
525 

Glu His Gly Gin 

Me Me Ser Leu 
560 

Leu Ala Asp Gly 
575 

Ala Me Lys Pro 
590 

Tyr Pro Cys Thr 
605 

Val Leu Gly Leu 

Val Ala Ser Asn 
640 

Leu Thr Thr His 
655 

Ser Phe Lys Thr 
670 

Gly Glu Val Leu 
685 

Val Pro Gin Asp 

Glu Val Val His 
720 

Leu Asp Lys Leu 
735 

Arg 1 1 e Asn Leu 
750 

Gly Asn Val Glu 
765 

Asn Leu Phe Phe 

Tyr Pro Ala Pro 
800 

G I y Asn Lys 1 1 e 
815 

Ser 1 1 e Asn Pro 
830 

Lys Lys Thr Thr 
845 

Leu Gin Gly Asn 
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850 855 860 



A 1 Pro 


Ser 


nop 


Pro 


Aqh 


Ala 


Va 1 

V a 1 


^pr 

OCl 


Ala 


Glu 

U 1 U 


n 1 II 

U 1 U 


Al A 
r\ 1 a 


1 PI 1 
LcU 


Lys 


1 yr 


OXlxJ 




























oou 


1 PI 1 1 Pll 

I— 1— 


1 1 1 o 


1 Pi 1 
1— cu 


V a 1 


Acn 


Va i 


Acn 
/\of 1 


H 1 II 

U 1 u 


1 PI 1 
1— CU 


1 yr 


Aon 


H i Q 

n 1 o 


^pr 
Ocr 


LcU 


u 1 y 








APR 
























1 1 II 1 y I 


Acn 


1 1 IC 


Acn 


1 PI 1 

l-CU 


Va 1 


1 PI 1 


Mpt 

IfiC L 


Va 1 


A 1 A 

f\ 1 a 


111 
u 1 U 


1 \#o 

Lys 


^pr 
ocr 


fi 1 n 


Lys 
































Aon Pr"n 


i_y5> 


H III 
u 1 U 


1 yr 


LCU 


Prn 


Php 

1 1 IC 


1 Ol 1 


Aon 
ftoi 1 


Thr 


1 Ol 1 

LcU 


1 \/o 

Lys 


1 \/ o 

Lys 


Mpt 


r; III 




Q1 <^ 










920 










925 








1 Mr noi 1 


1 yr 


U 1 11 


A r* or 


Php 


Thr 


1 le 


Acn 

nop 


Lys 


I yr 


Leu 


Lys 


Arg 


1 yr 


(\ 1 II 
U 1 u 












935 










940 










1 \/Q A 1 51 

1— yo n 1 a 


1 1 c 


\j 1 y 


Hi <S 
n 1 o 


Leu 


Ser 


Lys 


oy o 


u 1 y 


Pro 


Glu 


Tyr 


Php 
r lie 


Pm 


III 
u 1 u 


OAR 








950 










955 










960 


0,\i<i 1 Pll 


A cn 


1 PI 1 


1 le 


Lys 


Asp 


Lys 


A ort 
noli 


Leu 


Tyr 


Asn 


Glu 


A 1 9 

A 1 a 


Leu 


Lys 








965 










970 










975 




Leu Tyr 




Pro 


Ser 


Ser 


Gin 


Gin 


Tyr 


Gin 


Asp 


1 le 


Ser 


1 le 


Ala 


Tyr 






980 










985 










990 






Gly Glu 


His 


Leu 


Met 


Gin 


Glu 


His 


Met 


Tyr 


Glu 


Pro 


Ala 


Gly 


Leu 


Met 




995 








1000 








1005 








Phe Ala 


Arg 


Cys 


Gly 


Ala 


His 


Glu 


Lys 


Ala 


Leu 


Ser 


Ala 


Phe 


Leu 


Thr 


1010 








1015 








1020 










Cys Gly 


Asn 


Trp 


Lys 


Gin 


Ala 


Leu 


Cys 


Val 


Ala 


Ala 


Gin 


Leu 


Asn 


Phe 


1025 






1030 








1035 








1040 


Thr Lys 


Asp 


Gin 


Leu 


Val 


Gly Leu 


Gly 


Arg Thr 


Leu 


Ala 


Gly 


Lys 


Leu 






1045 








1050 








1055 




Val Glu 


Gin 


Arg Lys 


His 


1 1 e Asp 


Ala 


Ala 


Met 


Val 


Leu 


Glu Glu Cys 



1060 1065 1070 

Ala Gin Asp Tyr Glu Glu Ala Val Leu Leu Leu Leu Glu Gly Ala Ala 
1075 1080 1085 



Trp Glu Glu Ala Leu Arg Leu Va I Tyr Lys Tyr Asn Arg Leu Asp 1 1 e 

1090 1095 1100 

Me Glu Thr Asn Va I Lys Pro Ser 1 1 e Leu Glu Ala Gin Lys Asn Tyr 
1105 1110 1115 1120 

Met Ala Phe Leu Asp Ser Gin Thr Ala Thr Phe Ser Arg His Lys Lys 

1125 1130 1135 

Arg Leu Leu Val Val Arg Glu Leu Lys Glu Gin Ala Gin Gin Ala Gly 

1140 1145 1150 

Leu Asp Asp Glu Val Pro His Gly Gin Glu Ser Asp Leu Phe Ser Glu 

1155 1160 1165 

Thr Ser Ser Val Val Ser Gly Ser Glu Met Ser Gly Lys Tyr Ser His 

1170 1175 1180 

Ser Asn Ser Arg I le Ser Ala Arg Ser Ser Lys Asn Arg Arg Lys Ala 
1185 1190 1195 1200 

Glu Arg Lys Lys His Ser Leu Lys Glu Gly Ser Pro Leu Glu Asp Leu 

1205 1210 1215 

Ala Leu Leu Glu Ala Leu Ser Glu Val Val Gin Asn Thr Glu Asn Leu 

1220 1225 1230 

Lys Asp Glu Val Tyr His Me Leu Lys Val Leu Phe Leu Phe Glu Phe 
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1235 1240 1245 

Asp Glu Gin Gly Arg Glu Leu Gin Lys Ala Phe Glu Asp Thr Leu Gin 

1250 1255 1260 

Leu Met Glu Arg Ser Leu Pro Glu Me Trp Thr Leu Thr Tyr Gin Gin 
1265 1270 1275 1280 

Asn Ser Ala Thr Pro Val Leu Gly Pro Asn Ser Thr Ala Asn Ser Me 

1285 1290 1295 

Met Ala Ser Tyr Gin Gin Gin Lys Thr Ser Val Pro Val Leu Asp Ala 

1300 1305 1310 

Glu Leu Phe I le Pro Pro Lys I le Asn Arg Arg Thr Gin Trp Lys Leu 

1315 1320 1325 

Ser Leu Leu Asp 
1330 



<210> 12084 

<211> 2480 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (402). . (1115) 
<400> 12084 

atgcggtccc gggttctgtg gggcgccgoo cggtggotot ggcccogccg ggocgttggc 60 
ooagocogoc ggoocctgag ctccggtagc ccgccgctgg aggagctgtt cgcccggggc 120 
gggcccttgc ggaccttcct cgagcgccag gcggggtctg aagcccattt gaaggtcagg 180 
aggcccgagt tgctggcggt gatcaaactg otgaaogaga aggagcagga gotgogggag 240 
aotgagcact tgotgoaoga tgagaatgaa gatttaagga aacttgcaga gaatgaaatc 300 
actttgtgtc aaaaagaaat aactcagctg aagcatcaga agaaacagat gaaaatgatt 360 
tgatcctgga agtaactgca ggagttggag gtcaggaggc aatgttgttt aoatoagaga 420 
tatttgatat gtatcagcaa tatgctgcat ttaaaagatg gcattttgaa accctggaat 480 
attttccaag tgaactaggt ggccttagac atgcatctgc cagcattggg ggttcagaag 540 
cctataggca catgaaattt gaaggaggtg ttcacagagt aoaaagagtg ccaaagacag 600 
aaaagoaagg ccgcgtccat actagcacca tgactgtagc aatattaccc cagcotactg 660 
agattaatct ggtgattaat ccgaaagatt tgagaattga cactaagcga gccagtggag 720 
ctggggggoa goatgtaaat accaoggaca gtgctgtcog gatagttcat cttccaacag 780 
gtgttgttto tgaatgtcaa caagagagat otoagotgaa aaataaagag ctggctatga 840 
caaagttacg tgcaaaactg tacagoatgc atotagaaga agaaataaat aaaagacaga 900 
atgctagaaa aattoagatt ggaagtaaag gaagatcaga gaaaataaga aoatataatt 960 
ttccacagaa ccgggtcaca gatcacagaa taaacaagac gctgcatgat cttgaaactt 1020 
ttatgcaagg agattatcta ctggatgaac ttgtacagto attgaaggaa tacgccgatt 1080 
atgaatcttt agtagaaatt atttcccaaa aagtttaagt tgatttgtta tttatagact 1140 
ttcgtagctt agaaaaattc tacagtacat ccacataggg tgaaagtacc cttactctct 1200 
tgaaaaaogt tgagttaaca cagttggagg taatatgoat attctgaagt catagataat 1260 
ttacacagat ctotctcaat gcattagcaa aaatcataca atatacagat ggtcctcgat 1320 
ttacattgtg gttaattccc aataaaccca tcataagtta aaaatgcata taacgttagc 1380 
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aacacagcag tctcctaatt aatgacagct tgacttaaca attttccaac tttaccatgg 1440 
tgtgaaagag gtatgattcc taagccctaa ggagctcctc agcttgaaat ggggctgcat 1500 
ccctataaac ccatcataaa gtcaaaaaat cctaaaacat aagttggtga ccatctgtaa 1560 
tcatgatgtg gtggtaaatc ttggacgcta ccttacaata actagacaaa ggaaaatcat 1620 
cctttgtcct gttctgtgta aatatttaat gaatgatcaa aacttcagtt taaatattat 1680 
gaaaaacttt aaacataaag tagtagaaat aagacagtaa atactgtatc ctaatatcca 1740 
gtcgggatac agaaaccata ccattaactt gaacagggat aattttaata taaaaaactg 1800 
ttaactgata atggtactaa cttttaagag ggatgaaaga gagctatgat gtcctaggac 1860 
tgagagtacc ccaggaaaga atacccttga aagggtctcc ccttccccat ggtgaagtca 1920 
ggcctaatgg agagagtggc tacagcctac tcagtgattg ggaaattccc tgtcttgccc 1980 
tgggccagag ctggtgtacc gctggtggat caggtcttac aagcaaagaa cctcacactc 2040 
ccaactggta agccagaagc ctcttgctag ggtgtgagca aaacttggac aggaactctc 2100 
agtagatgtt tgtgtttgtc aagattctcc agacaaactt ccttaaaagg attggcttgt 2160 
gttgttatta ttaagtctaa caagtccaaa agctggagtg tgaggcagga ggctggaaac 2220 
ccaggaaagc tgatggtgca aggtccagtc caaaggtatc tgttggagga ttctcttgtt 2280 
ctgggaagag gacggtcttt ttttctcttc agaccttcac ctgactggat caagcccact 2340 
aacatcgagg aggacagtct gcattactca gagttcactg attgatttaa atgtcaatct 2400 
catataaaac accctcacag aaacacctag aataatgttt gaccttataa ttggaaaatc 2460 
agagcaaaag ttaaatctct 2480 



<210> 12085 
<211> 238 
<212> PRT 

<213> Homo sapiens 



<400> 12085 



Met 


Leu 


Phe 


Thr 


Ser 


Glu 


1 le 


Phe 


Asp 


Met 


Tyr Gin 


Gin 


Tyr 


Ala 


Ala 


1 








5 










10 








15 




Phe 


Lys 


Arg 


Trp 


His 


Phe 


Glu 


Thr 


Leu 


Glu 


Tyr Phe 


Pro 


Ser 


Glu 


Leu 








20 










25 








30 






Gly 


Gly 


Leu 


Arg 


His 


Ala 


Ser 


Ala 


Ser 


1 le 


Gly Gly 


Ser 


Glu 


Ala 


Tyr 






35 










40 








45 








Arg 


His 


Met 


Lys 


Phe 


Glu 


Gly 


Gly 


Val 


His 


Arg Val 


Gin 


Arg 


Val 


Pro 




50 










55 








60 










Lys 


Thr 


Glu 


Lys 


Gin 


Gly 


Arg 


Val 


His 


Thr 


Ser Thr 


Met 


Thr 


Val 


Ala 


65 










70 










75 








80 


1 le 


Leu 


Pro 


Gin 


Pro 


Thr 


Glu 


1 le 


Asn 


Leu 


Val Me 


Asn 


Pro 


Lys 


Asp 










85 










90 








95 




Leu 


Arg 


1 le 


Asp 


Thr 


Lys 


Arg 


Ala 


Ser 


Gly 


Ala Gly 


Gly 


Gin 


His 


Val 








100 










105 








110 






Asn 


Thr 


Thr 


Asp 


Ser 


Ala 


Val 


Arg 


1 le 


Val 


His Leu 


Pro 


Thr 


Gly 


Val 






115 










120 








125 








Val 


Ser 


Glu 


Cys 


Gin 


Gin 


Glu 


Arg 


Ser 


Gin 


Leu Lys 


Asn 


Lys 


Glu 


Leu 




130 










135 








140 










Ala 


Met 


Thr 


Lys 


Leu 


Arg 


Ala 


Lys 


Leu 


Tyr 


Ser Met 


His 


Leu 


Glu 


Glu 


145 










150 










155 








160 


Glu 


1 le 


Asn 


Lys 


Arg 


Gin 


Asn 


Ala 


Arg 


Lys 


1 le Gin 


1 le 


Gly 


Ser 


Lys 
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165 








170 175 


Gly Arg Ser 


Glu 


Lys 


lie 


Arg Thr Tyr Asn Phe Pro Gin Asn Arg Val 




180 








185 


190 


Thr Asp His 


Arg 


1 le 


Asn 


Lys Thr 


Leu 


His Asp Leu Glu Thr Phe Met 


195 








200 




205 


Gin Gly Asp 


Tyr Leu 


Leu 


Asp Glu 


Leu 


Val Gin Ser Leu Lys Glu Tyr 


210 








215 




220 


Ala Asp Tyr 


Glu 


Ser 


Leu 


Val Glu 


1 le 


1 le Ser Gin Lys Val 


225 






230 






235 



<210> 12086 

<211> 2683 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (129). . (2513) 
<400> 12086 

ctcttccggt ctccggccgc cccttacctg caggctcttc tcccgccgcg gcccggcgct 60 
ctccgagtcg cccctgcgga ctggtctcgc aoagtgoctg ggoaccgggc gccagacaga 120 
caotggccat gacgagcggc gcaaccaggt accggctgag ctgctcgctc cggggooaog 180 
agctggacgt acggggcctg gtgtgctgcg cctatccgcc gggagccttt gtgtccgtgt 240 
cccgagaccg caccacccgc ctctgggccc cagacagtcc aaacaggago tttacagaaa 300 
tgcactgtat gagtggccat tocaattttg tatottgtgt atgoatoata ccctcaagtg 360 
acatctaccc tcatggccta attgocaccg gtggaaatga ccacaatata tgcattttct 420 
cactggacag tccaatgcca ctttatattc taaaaggcca caaaaatact gtttgtagto 480 
tatcatctgg aaaatttggg acattaotta gtggttoatg ggaoacoact gctaaagtct 540 
ggctgaatga caagtgcatg atgaccttgc agggtcatac agctgcagtg tgggoggtaa 600 
agatcttacc tgaacagggc ttaatgttga ctggatcagc aggcaagact gttaaactgt 660 
ggaaggctgg aagatgtgag aggaottttt cagggcatga agactgtgta agaggtttgg 720 
caattttgag tgaaacagaa tttctttcct^gtgcaaatga tgctagtatt agaaggtggc 780 
aaatcactgg ogagtgtctt gaagtatatt atggacatac aaattatatt tatagcatat 840 
ccgtttttcc aaattgtaga gactttgtga caacagcaga ggacagatct ctgagaatct 900 
ggaaacatgg ggaatgtgct caaactatcc gacttccagc tcagtctata tggtgctgct 960 
gtgtgctcga caatggtgac attgtggttg gtgcgagtga tggoattatt agagtgttta 1020 
cagaatcaga agatcgaaca goaagtgotg aagaaatoaa ggcttttgaa aaagaactgt 1080 
ctcacgcaac cattgattct aaaactggcg atttagggga catcaatgct gagcagcttc 1140 
ctgggaggga acatcttaat gaaoctggta ctagagaagg acagaotcgt ctaatcagag 1200 
atggggagaa agtcgaagcc tatoagtgga gtgttagtga agggaggtgg ataaaaattg 1260 
gtgatgttgt tggctcatct ggtgctaatc agcaaacatc tggaaaagtt ttatatgaag 1320 
ggaaagaatt tgattatgtt ttctcaattg atgtcaatga aggtggacca tcatataaat 1380 
tgccatataa taccagtgat gaoccttggt taactgcata caacttctta cagaagaatg 1440 
atttgaatcc tatgtttotg gatcaagtag ctaaatttat tattgataac acaaaaggtc 1500 
aaatgttggg acttgggaat cccagctttt cagatccatt tacaggtggt ggtcggtatg 1560 
ttoogggoto ttcgggatct totaacacac tacccacagc agatcctttt aoaggtgctg 1620 
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gtcgttatgt accaggttct gcaagtatgg gaactaccat ggccggagtt gatccattta 1680 
cagggaatag tgcctaccga tcagctgcat ctaaaacaat gaatatttat ttccctaaaa 1740 
aagaggctgt cacatttgac caagcaaacc ctacacaaat attaggtaaa ctgaaggaac 1800 
ttaatggaac tgcacctgaa gagaagaagt taactgagga tgacttgata cttcttgaga 1860 
agatactgtc tctaatatgt aatagttctt cagaaaaacc cacagtccag caacttcaga 1920 
ttttgtggaa agctattaac tgtcctgaag atattgtctt tcctgcactt gacattcttc 1980 
ggttgtcaat taaacacccc agtgtgaatg agaacttctg caatgaaaag gaaggggctc 2040 
agttcagcag tcatcttatc aatcttctga accctaaagg aaagccagca aaccagctgc 2100 
ttgctctcag gactttttgc aattgttttg ttggccaggc aggacaaaaa ctcatgatgt 2160 
cccagaggga atcactgatg tcccatgcaa tagaactgaa atcagggagc aataagaaca 2220 
ttcacattgc tctggctaca ttggccctga actattctgt ttgttttcat aaagaccata 2280 
acattgaagg gaaagcccaa tgtttgtcac taattagcac aatcttggaa gtagtacaag 2340 
acctagaagc cacttttaga cttcttgtgg ctcttggaac acttatcagt gatgattcaa 2400 
atgctgtaca attagccaag tctttaggtg ttgattctca aataaaaaag tattcctcag 2460 
tatcagaacc agctaaagta agtgaatgct gtagatttat cctaaatttg ctgtagcagt 2520 
ggggaagagg gacggatatt tttaattgat tagtgttttt ttcctcacat ttgacatgac 2580 
tgataacaga taattaaaaa aagagaatac ggtggattaa gtaaaatttt acatcttgta 2640 
aagtggtggg gaggggaaac agaaataaaa tttttgcact get 2683 



<210> 12087 
<211> 795 
<212> PRT 

<213> Homo sapiens 



<400> 12087 



Met 


Thr 


Ser Gly Ala 


Thr 


Arg 


Tyr 


Arg 


Leu 


Ser Cys 


Ser 


Leu Arg 


Gly 


1 




5 










10 






15 




His 


Glu 


Leu Asp Val 


Arg 


Gly 


Leu 


Val 


Cys 


Cys Ala 


Tyr 


Pro Pro 


Gly 






20 








25 








30 




Ala 


Phe 


Val Ser Val 


Ser 


Arg 


Asp 


Arg 


Thr 


Thr Arg 


Leu 


Trp Ala 


Pro 






35 






40 








45 






Asp 


Ser 


Pro Asn Arg 


Ser 


Phe 


Thr 


Glu 


Met 


His Cys 


Met 


Ser Gly 


His 




50 






55 








60 








Ser 


Asn 


Phe Val Ser 


Cys 


Val 


Cys 


1 le 


1 le 


Pro Ser 


Ser 


Asp 1 le 


Tyr 


65 






70 










75 






80 


Pro 


His 


G 1 y Leu 1 1 e 


Ala 


Thr 


Gly 


Gly 


Asn 


Asp His 


Asn 


1 1 e Cys 


1 le 






85 










90 






95 




Phe 


Ser 


Leu Asp Ser 


Pro 


Met 


Pro 


Leu 


Tyr 


1 1 e Leu 


Lys 


Gly His 


Lys 






100 








105 








110 




Asn 


Thr 


Val Cys Ser 


Leu 


Ser 


Ser 


Gly 


Lys 


Phe Gly 


Thr 


Leu Leu 


Ser 






115 






120 








125 






Gly 


Ser 


Trp Asp Thr 


Thr 


Ala 


Lys 


Val 


Trp 


Leu Asn 


Asp 


Lys Cys 


Met 




130 






135 








140 








Met 


Thr 


Leu Gin Gly 


His 


Thr 


Ala 


Ala 


Val 


Trp Ala 


Val 


Lys 1 le 


Leu 


145 






150 










155 






160 


Pro 


Glu 


Gin Gly Leu 


Met 


Leu 


Thr 


Gly 


Ser 


Ala Gly 


Lys 


Thr Val 


Lys 






165 










170 






175 





-5696/13211- 



1 ^1 1 


Trn 
1 rp 


Lys 


A 1 A G 1 V 

n 1 a VJ 1 y 


Arcy r^\/c 
ni s oyo 


ft 1 1 1 Arcr 
u 1 u nr B 


Thr Php 
1 1 ir r 1 le 


^pr 
oer 


ft 1 V 

u 1 y 


Hi c 


ft 1 1 1 A on 
u 1 U Mop 












1R5 
1 oo 








iQn 






Va 1 


A rcr 


1 v 1 PI 1 

vi 1 y 1— v/U 


A 1 ;) 1 1 p 
n 1 a lie 


1 PI 1 ^pr 
i-cu Oer 


ft 111 Thr 

U i U 1 1 11 


ft 111 

U 1 u 


Php 
r 1 le 


1 PI 1 

Leu 


^pr Pvc 
oer vryo 






195 






200 

£—\J\J 






205 








Acn 


Aco 
/\op 


A 1 9 ^pr 
n 1 a Oci 


1 1 P Aror 
1 1 C nr B 


tivct Trn 
nr s I'M 


ft 1 n II p 
u 1 1 1 lie 


Thr 
1 1 11 


ft l\/ 

u 1 y 


ft 1 11 
u 1 u 


r^v/c 1 Pi 1 
oyo Leu 




^ 1 ly 






91 5 
^ 1 o 






990 








n 1 II 


Va 1 


1 yr 


T\/r ft 1 \i 
1 yr u 1 y 


Hie Thr 
n 1 o 1 111 


Aon X\#K" 

nori 1 yr 


1 1 P Tvr 
lie 1 y r 


^pr 
oer 


1 lp 
1 1 e 


^pr 
oer 


Va 1 Php 
Va 1 rne 










9*^0 




9*^5 








940 


1 r O 


Aon 


oyo 


Kyct Aon 
/\r s "oP 


Php 1 
rne va i 


Thr Thr 
1 III 1 rir 


Ala ft 1 11 
Mia u 1 U 


Aon 
Mop 


Ky fx 

Mrg 


^pr 

oer 


1 OI 1 A K*flr 

Leu Mrg 








945 






950 








955 


1 1 p 

1 1 c 


Trn 
1 r p 


Ly& 


H i Q ft 1 V 
n 1 o u 1 y 


ft III Pvc 
u 1 u oyo 


A 1 A ft 1 n 

n 1 a u 1 II 


Thr 1 lp 
1 1 ir lie 


Aror 

Mrg 


1 PI 1 

Leu 


Prn 
rr u 


Ala ft 1 n 
Mia u 1 1 1 








960 




9fi5 








970 




Oct 


1 lp 


Trn 
1 rp 


oyo vyo 


V/yo Va 1 


1 oi 1 Aon 

Leu Mop 


Aon ft 1 \/ 

Moll u 1 y 


Aon 
Mop 


1 lp 
1 1 e 


Va 1 
Va 1 


Va 1 ft 1 \/ 
Va 1 U 1 y 












9ft0 






9ft5 






A 1 a 


^Ar 

OCT 


Aon 
nop 


ft 1 V 1 1 P 

u 1 y lie 


1 1 c ni g 


Va 1 Php 
Va 1 rne 


Thr ft 111 
1 nr 13 1 u 


^pr 

oer 


ft 1 11 
u 1 U 


Aon 
Mop 


KireT Th»* 

Mrg 1 nr 










9Q5 






?00 








A 1 Si 


^pr 


A 1 £1 

n 1 a 


ft 1 11 ft 111 

u 1 U u 1 U 


1 1 o 1 \/o 

1 1 e i-yo 


Ala Php 
M 1 a rne 


ft 1 1 1 1 \/o 

u 1 u Lys 


ft 1 II 
u 1 U 


1 OI 1 

Leu 


<:pr 

oer 


Hie Ala 

n 1 S Mia 


305 








'^10 

O 1 v 




'^15 








?90 


Thr 

1 1 1 r 


lie 


Acn 
nop 


^pr 1 \/c 
OCI 1— yo 


Thr ftiv 
III! u 1 y 


Acn 1 PI 1 
Mop i-eu 


ft 1 w Acn 
u 1 y Mop 


1 1 P 

1 1 e 


Aon 
Mol 1 


A 1 a 

M 1 a 


ft 111 ft 1 n 

U 1 U u 1 1 1 








'^95 






OOv/ 












Prn 

r r U 


u 1 y 


A r*(Y ft 1 1 1 


U i o 1 1 

n 1 o L-cu 


Aon ft 1 1 1 
nSn u 1 u 


Pr-n ft 1 \i 

rro u 1 y 


Thr 
1 nr 


nrg 


ft 1 II 
u 1 U 


ft 1 \# ft 1 n 

u 1 y u 1 n 












^145 








'150 




Thr 
1 III 


A or 


L.CU 


1 1 c nr g 


Aon ft 1 \/ 
nop U 1 y 


ft 1 1 1 1 \/o 

u 1 u Lyo 


Va 1 ft 1 1 1 
Va 1 U 1 U 


A 1 a 
M 1 a 


lyr 


ft 1 n 
u 1 n 


Tr"n Co r" 

1 rp oer 
























Va 1 




III 
13 1 U 


ft 1 1/ Ara 
u 1 y Mr B 


Trn 1 lp 
1 r p 1 1 e 


1 \/0 1 1 A 

Lys 1 1 e 


ft 1 i# Aon 

u 1 y Msp 


Va 1 
Va 1 


Va 1 
Va 1 


ft 1 V 

u 1 y 


oer oer 




O / A/ 












OOv/ 








u 1 y 


A 1 A 

M 1 a 


Aon 
Mol 1 


ft 1 n ft 1 n 

u 1 ll u 1 11 


Thr ^pr 
1 111 oer 


ft 1 \/ 1 \/o 

u 1 y Lys 


Va 1 1 PI 1 

Va 1 Leu 


lyr 


ft 1 1 1 
u 1 U 


ft 1 \t 
u 1 y 


1 \/o ft 1 1 1 

Lys u 1 u 










?Q0 












400 


r 1 IC 


Acn 
Mop 


1 yr 


l/a 1 Php 
Va 1 rilc 


^pr 1 1 P 
oer 1 1 e 


Aon Vo 1 
nSp Va 1 


Aon ft 1 1 1 

Msn u 1 u 


ft 1 \i 
u 1 y 


ft 1 \i 

u 1 y 


Pr-n 

rro 


oer 1 yr 








405 






410 








41 5 


l_y£> 


l-CU 


Prn 


Tvr Aon 
1 yr noil 


Thr ^pr 
1 1 ir oer 


Aon Aon 
Mop Mop 


rro 1 rp 


1 OI 1 

Leu 


Thr 
1 nr 


A 1 a 
M 1 a 


T\#K* Aon 

1 yr Mon 








490 




495 








4?0 




r 1 ic 


1 1 
1— CU 


Gin 

U 1 11 


1 \/Q Acn 
i—yo noil 


Acn 1 PI 1 
nop i-cu 


Acn Prn 
Mol 1 r r w 


Mpt Php 
iTic L r 1 le 


1 PI 1 
Leu 


Acn 
Mop 


ft 1 n 

U 1 II 


Va 1 Ala 
Va 1 Mia 






4?5 






440 






445 






Lyb 


Php 

1 1 IC 


1 IP 
1 1 C 


1 1 P Acn 
1 1 c nop 


Acn Thr 
noi 1 1 1 ir 


1 \/C ft 1 V 

Lyo u 1 y 


ft 1 n Mpi- 
u 1 ri me l 


1 Al 1 

Leu 


ft 1 V 

u 1 y 


1 OI 1 

Leu 


ft 1 \/ Aon 
u 1 y Mon 










455 






4fS0 








Pro 


OCT 


Php 


Qpr Acn 
OCT nop 


Prn Php 
rr o rrie 


Thr ftIv 
1 nr u 1 y 


ft 1 V ftiv 

u 1 y u 1 y 


Af AT 

Mrg 


lyr 


Va 1 

Va 1 


Pr'n ft 1 V/ 

rro u 1 y 


*tvlvl 








470 




475 








4R0 


oer 


oer 


u 1 y 


oer oer 


Asn inr 


1 D 

Leu rro 


Thr- A 1 o 

1 nr A 1 a 


Asp 


rro 


Pho 

rne 


Thr- ft 1 \/ 

1 nr u 1 y 








485 






490 








495 


Ala 


Gly 


Arg 


Tyr Val 


Pro Gly 


Ser Ala 


Ser Met 


Gly 


Thr 


Thr 


Met Ala 








500 




505 








510 




Gly 


Val 


Asp 


Pro Phe 


Thr Gly 


Asn Ser 


Ala Tyr 


Arg 


Ser 


Ala 


Ala Ser 






515 






520 






525 






Lys 


Thr 


Met 


Asn 1 1 e 


Tyr Phe 


Pro Lys 


Lys Glu 


Ala 


Val 


Thr 


Phe Asp 




530 






535 






540 








Gin 


Ala 


Asn 


Pro Thr 


Gin Me 


Leu Gly 


Lys Leu 


Lys 


Glu 


Leu 


Asn Gly 


545 








550 




555 








560 
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Thr- 

1 nr 


A 1 a 

f\ 1 a 


0 m 
r r O 


n 1 1 1 

U 1 u 


r: 1 II 

u 1 u 


Lys 


Lys 


Leu 










OQO 








u 1 U 


Lys 


1 1 

1 1 e 


1 Al 1 

Leu 


oer 


1 Al 1 

Leu 


1 1 

1 1 e 


oyb 








oou 










Va 1 


n 1 n 

u 1 n 


u 1 n 


Leu 


u 1 n 


1 1 A 

1 1 e 


1 Al 1 

Leu 


Tr-n 

1 rp 






u^D 










^nn 


1 1 A 

lie 


Uo 1 

Va 1 


rne 


rrO 


A 1 o 

A 1 a 


Leu 


Asp 


1 1 A 

1 1 e 




O 1 u 










O 1 o 




oer 


va 1 


Asn 


n 1 1 1 
U 1 u 


Asn 


PhA 

rne 


uys 


Asn 












OoU 






oer 


n 1 s 


Leu 


1 1 A 

1 1 e 


Asn 


Leu 


Leu 


Asn 


















Leu 


1 Al 1 

L.eu 


A 1 a 

A 1 a 


1 Al 1 

Leu 


Arg 


1 nr 


PhA 

rne 


oys 








OuU 










^ 1 n 

u 1 n 


Lys 


1 Al 1 

Leu 


ivie L 


Ma+ 

me L 


oer 


u 1 n 


Arg 






D /O 










oou 


n 1 II 

u 1 U 


Leu 


Lys 


oer 


u 1 y 


oer 


Asn 


Lys 


















Leu 


A 1 a 


Leu 


Asn 


lyr 


oer 


va 1 


uys 


iUD 










71 fl 
/ 1 u 






u 1 y 


Lys 


A 1 a 


13 1 n 


Cys 


Leu 


Ser 


Leu 










725 








Gin 


Asp 


Leu 


Glu 


Ala 


Thr 


Phe 


Arg 








740 










1 le 


Ser 


Asp 


Asp 


Ser 


Asn 


Ala 


Val 






755 










760 


Asp 


Ser 


Gin 


1 le 


Lys 


Lys 


Tyr 


Ser 




770 










775 




Ser 


Glu 


Cys 


Cys 


Arg 


Phe 


1 le 


Leu 


785 










790 







Thr 
1 nr 


n 1 II 

U 1 u 


Aon Aon 
ASp ASp 


1 Al 1 

Leu 


1 1 A 

1 1 e 


1 Al 1 

Leu 


Leu 












o /o 




Aon 


oer 


oer oer 


1 1 1 

vl 1 U 


1 %/ o 

Lys 


Pm 

rro 


Thr- 

1 nr 


ooo 








OilU 






Lys 


A 1 s» 
A 1 a 


1 1 A Aon 

1 1 e Asn 


oys 


rro 


^ 1 II 

u 1 U 


Aon 
ASp 








OUu 








1 Al 1 

Leu 


A ct 

Arg 


1 All Qa ^ 

Leu oer 


1 1 A 

1 1 e 


1 \#o 

Lys 


kl i o 

n 1 s 


Pm 

rro 






ozu 










m II 

U 1 u 


Lys 


^ 1 1 1 ^ 1 w 

u 1 u u 1 y 


A 1 o 

A 1 a 


n 1 n 

u 1 n 


PhA 

rne 


oer 






ooo 








o*+u 


rro 


Lys 


A 1 \/ 1 \/o 

u 1 y Lys 


rro 


A 1 o 

A 1 a 


Asn 


^ 1 n 

u 1 n 




oou 








ooo 




Asn 


uys 


PhA 1 

rne va i 


u 1 y 


1 n 

u 1 n 


A 1 o 

A 1 a 


u 1 y 


arc; 








o /u 






1 11 

U 1 u 


oer 


1 Al 1 Ma+ 

Leu nfieL 


oer 


M 1 o 

n 1 s 


A f o 

A 1 a 


1 1 A 

1 1 e 








ooo 








Asn 


1 1 A 

1 1 e 


H i o 1 1 A 

n 1 s lie 


A 1 ck 

A 1 a 


Leu 


A 1 o 

A 1 a 


Thr* 

1 nr 






7nn 
/uu 










PhA 

rne 


M t o 

n 1 s 


Lys Asp 


M i o 

n 1 s 


Asn 


1 1 A 

1 1 e 


^ 1 11 

U 1 u 






/I o 








/Z\j 


1 le 


Ser 


Thr Me 


Leu 


Glu 


Val 


Val 




730 








735 




Leu 


Leu 


Val Ala 


Leu 


Gly 


Thr 


Leu 


745 








750 






Gin 


Leu 


Ala Lys 


Ser 


Leu 


Gly 


Val 








765 








Ser 


Val 


Ser Glu 


Pro 


Ala 


Lys 


Val 






780 










Asn 


Leu 


Leu 











795 



<210> 12088 
<211> 2719 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (169). . (642) 

<400> 12088 

gagcctacca aacctttggt tcgcagggct ggagctaagt ctcgctccag gagaaagaag 60 
cagaagaaga actccaggca ggaagcagtg ccctggaaaa aacccaaagg catcaattoc 120 
aacagoaoag ctaacttgga ggatcctgag gtgggtgatg ctgaaagoat ggcgatctca 180 
gagccgatca agggcagcag aaagocctgt gtgaataagg aggagttggo tttgaagaag 240 
cccatggcga aatgtgoctg gaagggtocc agagagccac ctcaggatgc ccgggcagaa 300 
gccgagagco caggaggcgc ctctgagtca gaccaagatg gtggccatga aagcocacca 360 
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aagaagaagg ccgtggcctg ggtgtctgcc aagaaccccg ctcccatgag gaagaagaag 420 
aaggtgagct tgggccctgt ctcctacgtc ttggttgact cagaagatgg caggaagaag 480 
ccggtgatgc caaagaaagg gccaggctca agaagggagg catcagatca gaaggcccct 540 
cggggccagc agcctgccga ggcaacagcc tcaacctcta ggggtccgaa ggccaagcca 600 
gaaggctctc ctcggcgtgc caccaatgaa tccagaaagg tttgatctgg gggaccaccc 660 
atactgagga gttgaaagaa caaggaagac gtaccaagtc aaccaagttc tctcttgtca 720 
ctgaataaga ctttggactc tcttagggcc cctgttgata gagatctggc cctgaggtaa 780 
acgataggtg aggtcttggg tgggagggag ttggggaagg gaggtggatc tctatgccct 840 
tttctctacc aggcctgccg tttcaccgcc ttctctactc accttctctt cggaggcagg 900 
agagttggta agaggattgg gaaaattcta gaacattcat tcccctttat gcatgagcag 960 
ggtcactgtt acactcatcc atgttcagct tttctccccc acgccttgct ccctcctcgg 1020 
aatggtcagc gacctctgca ggccctggca tttggaagag ctgggtggcc ctgccatatt 1080 
cttcctcccg ccttcctctt gtgtaaccag cggggtaagt taagccagga ccttcgctgc 1140 
aaacctggtt ttattgctcc ttcagtctcc agcttccatc ctccagttat ctagccagga 1200 
ggtcccaaga gttagtttta gggaaaaaga atgtctgcct agacctcaaa gtctttgagt 1260 
tttagagtct gttagtaaaa atggcacttt gattcccatt tgggatgagc cctctcagga 1 320 
atcctgtggg gaaggggggt gattataggg aaggacgcag gcattcctag gtccccagct 1380 
ctaattccat ccatctaccc aactgtcacc atctttgcac caaactgtca ccatctttgc 1440 
agcagaaggt cactactcac attatagtaa gaggggaaaa aaatctttta aaacttggct 1500 
gttggccggg cacggtggct cacgcctgta atcccagcac tttgggaggc tgaggcaggt 1560 
cgatcacgag gtcaggcgtt taagaccagc ttgaccaaca tggtgaaacc ccatctctac 1620 
aaaaattagc tgggcgtggt ggcgcgcgcc tgtaatccca gctactcagg aggctgaggc 1680 
ggatgaattg cttgaatcca ggaggcagag gttgcaatga gccaagattg tgccacggca 1740 
ctccagcctg ggcagcagag tgagactctc tctcaaaaaa acaaaacttg gctgttaatg 1800 
tctgccctct gaattcagac acactatatt agaccagacc accatgtgtc attgtgtgtg 1860 
tgtgtgtgtg tgtgtgtgtt tgcgtgcgca tgtgtagagg agagagcagg gtccctgaga 1 920 
taatggtttc caaactgtat cgtagccgtc cacaaagatg taatccaaat ctatttttct 1980 
cacgtgttta aaaaactgaa aagtgactac tcagatatgt tggaagtcac atcgaagact 2040 
atcagaatat taccttgtgt tcataggtta acttgttttt gtacacgtct tagttatttc 2100 
aggcatctct ttgcttaaaa ttgagtttct tgtaaatgtg actgatgagc gaggttagaa 2160 
gtggaagaaa ttcctgtgca tgttctataa tctgacaccc tgaaagcaag tttcctttcg 2220 
tcattcacat gctcttgttc tgccgtgact gttcaggtgt atggtagtaa gtaaatgtat 2280 
taacatggtg aacagtagta atattctatc atagagtatt agcccttgca agttttcagg 2340 
gcgtcttttc cgacttcagt ttttgtgata aagaatgtga acagttgtta gatgttctca 2400 
gtgattcaac tttaaaacaa atttctcgtg atgattcatt tcaaaatcct gagtgagtct 2460 
gactgaaaaa tacgagagaa aagagagtgg tttccgtttg cagctacaca gctgtgtgca 2520 
tcgacgttct cctggggtgt gtgccaagcg aaacccaggg gtgaattgga ttcttgaaga 2580 
gaccaaagcc tgtaactgtc cagcttctaa tttcaaaacg ggtccattag ggcttcgttg 2640 
tgttaacaag ttgacaccat gactagtaaa tgtaaacgtg tatgtataaa ataaagttta 2700 
gcaaattaag tgtcctgtt 2719 



<210> 12089 
<211> 158 
<212> PRT 

<213> Homo sapiens 



<400> 12089 
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<210> 12090 
<211> 2643 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (83). . (1336) 

<400> 12090 

ctcggctttg tgcggcggtg gagotctacc cttctccaaa agaagagcca agagaaggtc 60 
cttttotaca aatatcagag ccatggctoa ggagtoagtg atgttcagtg atgtgtccgt 120 
agacttctct caggaggagt gggaatgcct gaatgatgat cagagagatt tatacagaga 180 
tgtgatgttg gagaattaoa gcaaootggt ttoaatgggg cattotattt ctaaaccaaa 240 
tgtgatctcc tacttggagc aagggaagga gccctggttg gotgacagag agctaacaag 300 
aggccagtgg ccagtcctgg aatcaagatg tgagaccaag aaattatttc tgaagaaaga 360 
aatttatgaa atagaatcaa occagtggga aataatggaa aaaotcacaa gacgtgattt 420 
tcagtgctcc agtttcagag atgattggga atgtaatagg cagtttaaga aagaactcgg 480 
ctotcagggg ggacatttca atcaattggt attcactcat gaagatctgc coactttgag 540 
tcaccatcca tccttcacat tacagcaaat cattaacagt aaaaagaaat tctgtgcatc 600 
taaagaatat aggaaaacct ttagaoatgg otcacagttt gctacacatg agataattca 660 
taccattgag aagccttatg aatgtaagga atgtggaaag tcctttagao atcoctoaag 720 
actcaotcat catcagaaaa ttcatactgg caagaaaccc tttgaatgta aggaatgtgg 780 
aaaaaccttt atttgtggot cagaoottac togacatcac agaattcaca ctggtgagaa 840 
accctatgaa tgtaaggaat gtgggaaagc ctttagtagt ggttcaaact tcactcgaca 900 
tcagagaatt cacacaggtg agaagcctta tgaatgcaaa gaatgcggga aggcctttag 960 
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tagtggctca aactttactc aacatcagag aattcatact ggggaaaaac cctatgaatg 1020 
taaggaatgt ggcaatgcct ttagtcagag ctcacaactt attaaacatc aaagaatcca 1080 
tacaggtgag aaaccttacg aatgtaagga atgtgaaaag gcttttcgtt ctggctcaga 1140 
ccttactaga catcagagaa ttcatactgg ggagaaaccc tatgaatgta agatatgtgg 1200 
gaaggcttat tctcagagtt cacagcttat tagtcatcat agaattcata ctagtgagaa 1260 
accctatgaa tatagggaat gtggaaagaa ctttaattat gacccacaac ttattcagca 1320 
tcaaaatttg tactggtgat gaaacagaat atatgaaatg tgtagggagg cttttaatta 1380 
tggctcaaaa cagaatttat cttgttaata attcctctag atagaataat gtagaaacat 1440 
tttatttgtg gactacagct tattcagcct gggaaaaata atgttggaga aatactctat 1500 
gaatagaata tactttggaa gcccttaact aaacgcttac ttctcttgac atcagataat 1560 
tcagtctagc aatatgatag ataattcagt ctgtcatact gaaaatgaca gcacttttaa 1620 
cacctttcta accttcttaa cgtcaaagaa tttttgtaga aatgtagtcc tgtgattgtc 1680 
attttttccc ctaatttctc taattgttac attcttagta ttttaatcca tattaaattt 1740 
atatggctat aaatttcatc tgtttacatc ctgatttgta tactatttta aaaatacctt 1800 
tagtacctgg gagaagtgac ctctttattt ttgaagatgg cttattcttt tgttctttat 1860 
aacattaagg ctttcttatt gtaaaaatgt tcatgaacga cattttactc aatagagatt 1920 
cttcattatc ttcatggtgt tttgttgtgt tactgtaata tcacttatga aatcctattg 1980 
gtggatatcg tagtctcctc tagatatttt gccataatac atgccaaaat acaagtccct 2040 
gctggacatt ctccctaagc acatctttgt atcatatctt ttaattgcag aagtaatgtg 2100 
tgaatatatt ttccttataa aagatgcaaa cattacaaaa aggcaaatgt accctttgac 2160 
catatcccaa aggatagtct ttatcagttc attatttatt gctgatcatt tttctgttca 2220 
tatatacatg cgtgtctcag taaaaattat aaaatggggg ataattataa tacctacctc 2280 
ataatgcttt gtgaggatta aatgaattaa gatcgataaa gtgcttagaa ttgtgcctga 2340 
catgataaat acatactcac tgaatgttag tcatcgttat tatattcatc atcatcagta 2400 
ttattatttg tagaaaggct ttttaacttc tgcagaactt agtcaccatt aggcagggtg 2460 
tttgactgaa gaaagaccct ttgaaggtaa caagttaaga aaatttccca tcatcatgta 2520 
cttactattg aacatgaaat aatcctaggt gttggggggg aaagtactgt gaataatgtg 2580 
tgtgaaggac tttattccga ctaatactct ttttgtcgca ttttataccc agtaaaaaaa 2640 
aat 2643 



<210> 12091 
<211> 418 
<212> PRT 

<213> Homo sapiens 



<400> 12091 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10). . (2328) 

<400> 12092 

actttcaaaa tggcggagtg tggagcgagc 
aagagcatca cgctgccccc cgacgagatc 
gcoatogaoa taggcgggtc gttaacoaag 
gtcgccaagg tgcggtcttt ogaccactcc 
ccctatgaga tttcagttca agaagagato 
aatacotaca tcgaagoctg octggacttc 
aaggtcatcc aggcgaccgg gggcggggcc 
ctgcggctga aagtogaoaa ggaggacgtg 
gtgctcaaga acatccccca tgaggccttc 
Gggttccaga ccaaccaccc ccacattttc 
gtctcoatog tgaaggtgga gacggaggac 
ggaggcggca ccttctgggg gcttggogct 
ctcctgcacc tggcctcgag gggocagcac 
tacggcggcg cccaccagac tctcgggotg 
aagtcggcca ccgccgacca agagttctcc 
atgatcagca acgacattgg gcagctggcc 
ogcgtgtact ttggaggott otttatccgg 
tatagcatca acttcttctc caagggggaa 
tacctgggag ocatcggagc gttcctgaaa 
agctggggag agaactatgc aggcagctoc 
ccggcgcagc gggcgcggag tggcactttt 
ccaotggttg acctgccgct cctcctggac 
ctcaccgatg acgctctggc ccgaaaatac 
ggggtagtga agcgcgcagt ggcgagccag 
gagaagttco ggcagaagta otggaaoaag 
tatgggacco tgacogtgcg cagcctgctg 
aacttcccgg atccctacto caaagtgaag 
ttoooogggg tcgtgcgctc cctggaogcg 
gtgaaaggco toctggcggg gaatgtctto 
cttgaatccg acccctactt tgggtttgaa 
tggctcgtgg attcotaoag cgagtggott 
gccttaattt tcgcagataa ciagtggaata 
agggagctac tccttagagg gacagaggto 
aacgacgtga occacagcga gtccctcatc 
gtcgtgcact ctgcgctcca ggaagagagg 
cogtgcctcg aootoagocg cotggataag 
goggatotgg tggtcatcga gggcatgggc 
ctgcgotgcg agagcctcaa gctggccgtc 
ggcggocggo tcttcagcgt catcttcaag 
gctgccggac tcttctgctt gtcacttgtc 
tgcgttcaaa tcaacgtatt tatatggtao 



ggcagcggga gcagcgggga cagtctggac 60 
ttccgcaacc tggagaacgc caagcgcttc 120 
ctggcctaot attcaacggt acagcacaaa 180 
ggaaaggaca cagaacgtga acatgagccg 240 
aotgctcgac tgcacttcat taagtttgag 300 
atcaaagacc atotcgtoaa cacagagacc 360 
tacaagttca aggacctcat cgaagagaag 420 
atgaogtgco tgattaaggg gtgoaacttc 480 
gtgtaccaga aggattccga ccctgagttc 540 
ccctatctto ttgtcaatat cggctctgga 600 
aggttcgagt gggtcggogg cagotccatt 660 
ctgctcacca aaacgaagaa gtttgacgag 720 
agcaatgtgg acatgctggt gcgggaogtc 780 
agcgggaacc toatcgccag cagcttcggg 840 
aaagaagaca tggcgaagag cctgctgcac 900 
tgcctccacg cacggctgca oagcctggao 960 
ggcoaococg tgaccatgcg caccatcacc 1020 
gtgcaggcgc tgtttctgag gcacgaaggc 1080 
ggagctgagc aggaoaatoo taaooagtao 1140 
gggctgatga gtgcatcacc cgagctcggc 1 200 
gacttgctgg aaatggaccg gctggagagg 1260 
ocgooctcot aogtgcooga oaoggtggac 1320 
tggctcacct gctttgagga ggccctggac 1380 
ccagactctg tggatgcagc cgagagggcg 1440 
ottoagaccc tgaggoagoa gccottcgcc 1500 
gacaccaggg agcactgtct gaacgagttc 1560 
cagcgggaga atggcgtggc gctgaggtgo 1620 
ctgggctggg aggaacggca gctggcgctg 1680 
gactgggggg ccaaagccgt gtctgctgtc 1740 
gaagcaaaga ggaagttaca agaaagacoo 1800 
cagagattaa aggggcoccc tcataaatgt 1860 
gacatcattt tgggagtctt cccctttgtc 1920 
atcctggcgt gcaactcagg ccccgccctg 1980 
gtggcagagc gtattgcggg catggaccct 2040 
ctgctgctgg tgcagacggg ctccagctcc 2100 
gggctggcog caotggtgcg ggagcgtggc 2160 
cgtgctgtcc acacaaacta ccacgcagcc 2220 
atcaagaacg cgtggctggc cgagcggctg 2280 
taogaggtoc cagcogagtg aggcgctgca 2340 
aggaatgtgt ttttaccacc acagggaaac 2400 
tgctgtgacg cggcacatac accccagcog 2460 
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rne 




on 








yo 




1 Al 1 

Leu 


ASp 


Phe 


1 le 


Lys 


Asp H 1 s 


Leu 


\ XJD 










1 1 n 
1 1 yj 




Gin 


Ala 


Thr 


Gly 


Gly 


Gly Ala 


Tyr 










125 






Lys 


Leu 


Arg Leu 


Lys 


Vai Asp 


Lys 








140 








Lys 


Gly 


Cys Asn 


Phe 


Vai Leu 


Lys 






155 








160 


Tyr 


Gin 


Lys Asp 


Ser 


Asp Pro 


Glu 




170 








175 




His 


1 le 


Phe 


Pro 


Tyr 


Leu Leu 


Vai 


185 










190 




Vai 


Lys 


Vai 


Glu 


Thr 


Glu Asp 


Arg 










205 






1 le 


Gly 


Gly Gly 


Thr 


Phe Trp 


Gly 








220 








Lys 


Lys 


Phe Asp 


Glu 


Leu Leu 


His 






235 








240 


Asn 


Vai 


Asp Met 


Leu 


Vai Arg 


Asp 




250 








255 




Leu 


Gly 


Leu 


Ser 


Gly 


Asn Leu 


1 le 


265 










270 




Thr 


Ala 


Asp Gin 


Glu 


Phe Ser 


Lys 



285 
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^lii Aon Ma+ AI^ 

u 1 u Asp ivie X A 1 a 


Lys 


Oa^ 1 Al 1 1 Al 1 1-1 1 O 

oer LcU Leu n i s 


nie L 


IIa Oav Aon Aon IIa ftli# 

1 le oer Asn Asp i le uiy 


9Qn 








inn 

oUU 


u 1 n Lcu A 1 a oys 


Leu 


U I O A 1 A A^tf 1 Al 1 

n 1 s Aia Arg Leu 


n 1 S 


O A 1 A II A A ^\ A rr \m a 1 1^ % 1 

oer Leu Asp Arg va i i yr 






o 1 u 




OlO OZU 


rrie u 1 y u 1 y rne 


rne 


IIa Av-rr ^l%# Ulio 

1 1 e Arg u 1 y n i s 


rro 


Uo 1 Thr- Ma-I- Ar'tr Thr- 1 Ia 

va 1 inr ffiex Arg inr i le 




OjCO 




OOU 


OoO 


Xl^v" T'\#^ I I a 

t nr 1 yr oer i i e 


Asn 


DkiA DkiA Ca^ 1 \ge> 

rne rne oer Lys 


ft 1 \M 

u 1 y 


ft 1 1 1 \/a I ft 1 n A 1 o 1 Al 1 DKa 

ulu va 1 lain Aia Leu rne 










OOU 


Leu Ar g n 1 s i3 1 u 


la 1 y 


t'Xt^ 1 Al ■ 1 A 1 A 

1 yr Leu u i y Aia 


1 1 A 

1 1 e 


ft 1 l# A 1 A D^A 1 Al 1 1 \/0 ft 1 

la 1 y Aia rne Leu Lys la i y 






OOU 




^f{R 
oQO 


AI4 /^lr\ At*r\ 

A 1 a u 1 u u 1 n Asp 


Asn 


Aon 1 n *r\#^ 

rro Asn uin lyr 


O Ak" 

oer 


X ^n ft 1 %f ft 1 1 1 Aon "TxM^ A 1 A 

1 rp u 1 y la 1 u Asn i yr a i a 


0 /u 




o /o 




ooU 


u 1 y oer oer laiy 


Leu 


Ma4- Cav- a I A Cav- 

iviex oer Aia oer 


rro 


ft 1 1 1 1 Al 1 ft 1 «V D»*A A 1 A ft 1 n 

u 1 u Leu la 1 y rro Aia uin 






'ion 




KIR Ann 
OaO *+uu 


Ar g A 1 a Arg oer 


u 1 y 


1 nr rne Asp Leu 


Leu 


■ 2 III Ui^v^h A A 1 1 1 lit 

la 1 u iviex Asp Arg Leu la i u 








H 1 U 


Al R 


Arg rrO LeU va 1 


Asp 


1 Al I 1 Al 1 1 ^\.t I 

Leu rro Leu Leu 


Leu 


Aaa Dk**A D»OA Oa»o X\#v* \/a 1 

Asp rro rro oer i yr va i 






AOR 






0^r\ Aon TKt^ V/'a 1 

rrO Asp 1 nr va 1 


Asp 


1 All ^Tn 1^ A A A Aaa 

Leu 1 nr Asp Asp 


A 1 o 

A 1 a 


1 Al 1 A i A A 1^ 1 %#A Tl^A 

Leu Aia Arg Lys lyr irp 






AAH 




AAR 


1 Al ■ TI^W* f^\tt> Dt^A 

Leu 1 nr uys rne 


la 1 U 


Glu Ala Leu Asp 


la 1 y 


\/a I V/a I 1 \/o At-rr A 1 a \/a 1 

va 1 va 1 Lys Arg Aia vai 






ARR 




*IOU 


AIa Oav* /2ln Dft^A 

Aia oer tain rro 


Asp 


Oa^ \/ a 1 Aaa a 1 a 

oer va 1 Asp Aia 


A 1 A 

A 1 a 


ft 1 ■ ■ Awrr A 1 A ft 1 i 1 1 %#o DI^A 

la 1 u Arg Aia lalu Lys rne 










AIR AQH 


Arg uin Lys lyr 


1 rp 


Aaa I %#A 1 Al 1 ^2 1 A 

Asn Lys Leu uin 


1 nr 


1 Al 1 At^et ft 1 n ft 1 n Dft>"A Dl^A 

Leu Arg la 1 n la i n rro rne 




AQR 
HOD 




*fyu 


AQR 


A 1 a 1 yr u i y i nr 


Leu 


inr vai Arg oer 


Leu 


Leu Asp Thr Arg Glu His 






Rf\R 




R'X n 

O 1 u 


A 1 Al I A A A III 

uys Leu Asn u i u 


rne 


Aaa DI^a D ^ a Aaa 

Asn rne rro Asp 


rro 


1 Oa^ 1 t«A l/ A 1 1 krA /2 1 A 

1 yr oer Lys va i Lys la i n 


O 1 o 




Ron 




ROR 

ozo 


A I** fir ^ III Aon 

Arg u 1 u Asn u 1 y 


va 1 


A 1 A 1 Al ■ At^fr A 

A 1 a Leu Arg oys 


rne 


Pr*n ft 1 \/ X/^ 1 \/o 1 A»^«r Ca»* 

rro u 1 y va i va i Arg oer 










RAf\ 


1 I A A n A 1 A 1 Al ■ 

LeU Asp Aia Leu 


la 1 y 


1 rp u 1 u VI 1 u Arg 


ft 1 n 

u 1 n 


1 Al i A 1 A 1 Al I I/a 1 1 %#A 1 X# 

Leu Aia Leu vai Lys uiy 






RRC\ 
OOU 




RRR Rfin 
ooo OOU 


1 Al 1 1- Ai 1 A 1 A ^ 1 \# 

Leu Leu Aia u i y 


Asn 


\l o 1 DI^A Aon Tk^n 

va 1 rne Asp i rp 


ft 1 \/ 
u 1 y 


A 1 4 1 \/o A 1 o \/o 1 Qai^ a 1 a 

Aia Lys Aia vai oer Aia 








Rin 
o /u 


RIR 

o /o 


X/o 1 1 Al 1 ^ 1 1 i Qa*^ 

va I Leu u 1 u oer 


Asp 


rro 1 yr rne u i y 


PHa 

rne 


f2 III /2 III AIa lt.#A A /V 1 A 

u 1 u u 1 u Ala Lys Arg Lys 


OOU 




RQ^R 

ooo 






1 Al 1 ^ 1 M ^ III A 

Leu bin u 1 u Arg 


rro 


Trp Leu Va 1 Asp 


Ser 


Tyr Ser G 1 u Trp Leu G 1 n 


595 




600 




605 


Arg Leu Lys Gly 


Pro 


Pro His Lys Cys 


Ala 


Leu 1 1 e Phe A 1 a Asp Asn 


610 




615 




620 


Ser Gly Me Asp 


1 le 


1 le Leu Gly Val 


Phe 


Pro Phe Val Arg Glu Leu 


625 




630 




635 640 


Leu Leu Arg Gly 


Thr 


Glu Val 1 le Leu 


Ala 


Cys Asn Ser Gly Pro Ala 




645 




650 


655 


Leu Asn Asp Val 


Thr 


His Ser Glu Ser 


Leu 


1 le Val Ala Glu Arg 1 le 


660 




665 




670 
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A 1 a 
r\ 1 a 


u 1 y 


ifie L 


Asp 


rro 


Va 1 


va 1 


His Ser Ala Leu 


Gin 


u 1 U u 1 U Arg LcU 






D /O 










680 




QoO 


1-6 U 




Va 1 


n 1 n 

u 1 n 


Thr 
1 nr 


Gly 


Ser 


Ser Ser Pro Cys 


Leu 


Aon 1 All Qai^ At^cr 

nsp Leu oer Arg 




con 

byu 










695 




700 




Leu 


Asp 


Lys 


Gly 


Leu 


Ala 


Ala 


Leu Val Arg Glu Arg 


Gly Ala Asp Leu 


705 










710 




715 




720 


Val 


Val 


1 le 


Glu 


Gly 


Met 


Gly 


Arg Ala Val His 


Thr 


Asn Tyr His Ala 










725 






730 




735 


Ala 


Leu 


Arg 


Cys 


Glu 


Ser 


Leu 


Lys Leu Ala Val 


1 le 


Lys Asn Ala Trp 








740 








745 




750 


Leu 


Ala 


Glu 


Arg 


Leu 


Gly Gly 


Arg Leu Phe Ser 


Val 


1 1 e Phe Lys Tyr 






755 










760 




765 


Glu 


Val 


Pro 


Ala 


Glu 













770 



<210> 12094 

<211> 1885 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (83). . (1816) 

<400> 12094 

ggaagaaocG gcagcagcto ccaggatgaa ctggttgcag tggotgctgc tgctgcgggg 60 
gogctgagag gacacgagct ctatgccttt ccggctgctc atcccgctcg gcctcctgtg 120 
cgcgctgctg octcagcacc atggtgcgcc aggtccogac ggctccgogc cagatcccgc 180 
ocactacagg gagcgagtca aggocatgtt ctaccaogcc tacgacagct acctggagaa 240 
tgcctttccG ttcgatgagc tgcgacctct cacctgtgac gggcacgaca cctggggcag 300 
tttctctctg actctaattg atgcactgga caccttgctg attttgggga atgtctcaga 360 
attccaaaga gtggttgaag tgctccagga cagcgtggac tttgatattg atgtgaacgo 420 
ctctgtgttt gaaacaaaca ttcgagtggt aggaggactc ctgtctgctc atctgctctc 480 
caagaaggct ggggtggaag tagaggctgg atggccctgt tccgggcctc tcctgagaat 540 
ggctgaggag gcggoccgaa aactcctcoc agcctttcag acccccaotg gcatgcoata 600 
tggaacagtg aacttacttc atggcgtgaa cccaggagag acccctgtca cctgtacggc 660 
agggattggg accttcattg ttgaatttgo caccctgagc agcctcactg gtgacccggt 720 
gttcgaagat gtggccagag tggctttgat gogcctctgg gagagocggt cagatatcgg 780 
gotggtcggc aaccacattg atgtgctcac tggcaagtgg gtggcccagg acgcaggcat 840 
cggggctggc gtggactcct actttgagta cttggtgaaa ggagccatco tgcttcagga 900 
taagaagcto atggcoatgt toctagagta taacaaagcc atooggaact acaccogott 960 
cgatgactgg tacctgtggg ttcagatgta caaggggact gtgtccatgc cagtcttcca 1020 
gtccttggag gcctactggc ctggtcttca gagoctcatt ggagacattg acaatgccat 1080 
gaggaocttc ctcaactact acactgtatg gaagoagttt ggggggctcc cggaattcta 1140 
caacattcct cagggataca cagtggagaa gcgagagggc tacccaottc ggccagaact 1200 
tattgaaagc goaatgtacc tctaccgtgc cacgggggat cccaccctoc tagaactcgg 1260 
aagagatgot gtggaatooa ttgaaaaaat cagcaaggtg gagtgcggat ttgcaacaat 1320 
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caaagatctg cgagaccaca agctggacaa ccgcatggag tcgttcttcc tggccgagac 1380 
tgtgaaatac ctctacctcc tgtttgaccc aaccaacttc atccacaaca atgggtccac 1440 
cttcgacacg gtgatcaccc cctatgggga gtgcatcctg ggggctgggg ggtacatctt 1500 
caacacagaa gctcacccca tcgaccctgc cgccctgcac tgctgccaga ggctgaagga 1560 
agagcagtgg gaggtggagg acttgatgag ggaattctac tctctcaaac ggtgcaggtc 1620 
gaaatttcag aaaaacactg ttagttcggg gccatgggaa cctccagcaa ggccaggaac 1680 
actcttctca ccagaaaacc atgaccaggc aagggagagg aagcctgcca aacagaaggt 1740 
cccacttctc agctgcccca gtcagccctt cacctccaag ttggcattac tgggacaggt 1800 
tttcctagac tcctcataac cactggataa tttttttatt tttatttttt tgaggctaaa 1860 
ctataataaa ttgcttttgg ctatc 1885 



<210> 12095 
<211> 578 
<212> PRT 

<213> Homo sapiens 



<400> 12095 



Me L 


rrO 


rne Arg Leu 


Leu 


I 1 A 

I I e 


rro 


Leu 


A 1 \i 
u 1 y 


Leu Leu 


oys 


A 1 a Leu 


Leu 


1 




0 










1 u 






1 c 
1 o 




rro 


u 1 n 


His His u 1 y 


Al a 


Pro 


Ci 1 y 


Pro 


A 

Asp 


uly ber 


Ala 


Pro Asp 


Pro 






20 








25 








30 




Ala 


His 


Tyr Arg Glu 


Arg 


Val 


Lys 


Ala 


Met 


Phe Tyr 


His 


Ala Tyr 


Asp 






35 






40 








45 






Ser 


Tyr 


Leu Glu Asn 


Ala 


Phe 


Pro 


Phe 


Asp 


Glu Leu 


Arg 


Pro Leu 


Thr 




50 






55 








60 








Cys 


Asp 


Gly His Asp 


Thr 


Trp 


Gly 


Ser 


Phe 


Ser Leu 


Thr 


Leu 1 1 e 


Asp 


65 






70 










75 






80 


Ala 


Leu 


Asp Thr Leu 


Leu 


1 le 


Leu 


Gly 


Asn 


Val Ser 


Glu 


Phe Gin 


Arg 






85 










90 






95 




Val 


Val 


Glu Val Leu 


Gin 


Asp 


Ser 


Val 


Asp 


Phe Asp 


1 le 


Asp Val 


Asn 






100 








105 








110 




Ala 


Ser 


Val Phe Glu 


Thr 


Asn 


1 le 


Arg 


Val 


Val Gly 


Gly 


Leu Leu 


Ser 






115 






120 








125 






Ala 


His 


Leu Leu Ser 


Lys 


Lys 


Ala 


Gly 


Val 


Glu Val 


Glu 


Ala Gly 


Trp 




130 






135 








140 








Pro 


Cys 


Ser Gly Pro 


Leu 


Leu 


Arg 


Met 


Ala 


Glu Glu 


Ala 


Ala Arg 


Lys 


145 






150 










155 






160 


Leu 


Leu 


Pro Ala Phe 


Gin 


Thr 


Pro 


Thr 


Gly 


Met Pro 


Tyr 


Gly Thr 


Val 






165 










170 






175 




Asn 


Leu 


Leu His Gly 


Val 


Asn 


Pro 


Gly 


Glu 


Thr Pro 


Val 


Thr Cys 


Thr 






180 








185 








190 




Ala 


Gly 


1 le Gly Thr 


Phe 


lie 


Val 


Glu 


Phe 


Ala Thr 


Leu 


Ser Ser 


Leu 






195 






200 








205 






Thr 


Gly 


Asp Pro Val 


Phe 


Glu 


Asp 


Val 


Ala 


Arg Val 


Ala 


Leu Met 


Arg 




210 






215 








220 








Leu 


Trp 


Glu Ser Arg 


Ser 


Asp 


1 le 


Gly 


Leu 


Val Gly 


Asn 


His 1 le 


Asp 


225 






230 










235 






240 
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Val Leu 

Val Asp 

Asp Lys 

Asn Tyr 
290 
Gly Thr 
305 

Gly Leu 

Leu Asn 

Tyr Asn 

Leu Arg 
370 
Gly Asp 
385 

Glu Lys 

Arg Asp 

Thr Val 

Asn Asn 
450 
1 1 e Leu 
465 

Asp Pro 

Glu Val 

Ser Lys 

Ala Arg 
530 
Glu Arg 
545 

Gin Pro 
Ser Ser 



Thr Gly Lys 
245 

Ser Tyr Phe 

260 
Lys Leu Met 
275 

Thr Arg Phe 

Val Ser Met 

Gin Ser Leu 
325 

Tyr Tyr Thr 

340 
I le Pro Gin 

355 

Pro Glu Leu 

Pro Thr Leu 

1 1 e Ser Lys 
405 

His Lys Leu 

420 
Lys Tyr Leu 
435 

Gly Ser Thr 

Gly Ala Gly 

Ala Ala Leu 
485 

Glu Asp Leu 

500 
Phe Gin Lys 
515 

Pro Gly Thr 

Lys Pro Ala 

Phe Thr Ser 
565 



Trp Val Ala Gin Asp 
250 

Glu Tyr Leu Val Lys 
265 

Ala Met Phe Leu Glu 
280 

Asp Asp Trp Tyr Leu 
295 

Pro Val Phe Gin ScJ'r 
310 

Me Gly Asp 1 1 e Asp 
330 

Val Trp Lys Gin Phe 
345 

Gly Tyr Thr Val Glu 
360 

I le Glu Ser Ala Met 
375 

Leu Glu Leu Gly Arg 
390 

Val Glu Cys Gly Phe 
410 

Asp Asn Arg Met Glu 
425 

Tyr Leu Leu Phe Asp 
440 

Phe Asp Thr Val Me 
455 

Gly Tyr I le Phe Asn 
470 

His Cys Cys Gin Arg 
490 

Met Arg Glu Phe Tyr 
505 

Asn Thr Val Ser Ser 
520 

Leu Phe Ser Pro Glu 
535 

Lys Gin Lys Val Pro 
550 

Lys Leu Ala Leu Leu 
570 



Ala Gly I le Gly 
Gly Ala 
Tyr Asn 



Trp Val 
300 
Leu Glu 
315 

Asn Ala 

Gly Gly 

Lys Arg 

Tyr Leu 
380 
Asp Ala 
395 

Ala Thr 

Ser Phe 

Pro Thr 

Thr Pro 
460 
Thr Glu 
475 

Leu Lys 

Ser Leu 

Gly Pro 

Asn His 
540 
Leu Leu 
555 

Gly Gin 



1 1 e Leu 
270 
Lys Ala 
285 

Gin Met 



Ala Tyr 

Met Arg 

Leu Pro 
350 

Glu Gly 
365 

Tyr Arg 

Val Glu 

1 1 e Lys 

Phe Leu 
430 
Asn Phe 
445 

Tyr Gly 

Ala His 

Glu Glu 

Lys Arg 
510 
Trp Glu 
525 

Asp Gin 
Ser Cys 
Val Phe 



Ala Gly 
255 

Leu Gin 

1 1 e Arg 

Tyr Lys 

Trp Pro 
320 

Thr Phe 
335 

Glu Phe 

Tyr Pro 

Ala Thr 

Ser 1 1 e 
400 
Asp Leu 
415 

Ala Glu 

I le His 

Glu Cys 

Pro I le 
480 
Gin Trp 
495 

Cys Arg 

Pro Pro 

Ala Arg 

Pro Ser 
560 
Leu Asp 
575 



<210> 12096 
<211> 3992 
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<212> DNA 

<213> Homo sapiens 

<400> 12096 

acttactgag aacattaaag ggaaatgata aaotcgtggt ggggatatgg cagaoaggtg 60 
cttgtttgtt tgagagaagt agoagaagag ataaaataca aagtgctata tgtttoagct 120 
ggagaggaaa gagagagaat ttattagatt atatacttgt cccatggcat accacgtata 180 
tgtttaaata gggacaoatc tocctatgtt taaotatact tataaaoaac tttgatacac 240 
attgcgtctt ttattctgtc acctgatatt ttagtgtatc tcaagttaca gattacatgt 300 
gtccttaaac tatttctgaa tttggactta gttocatata cagaaagaac tttagaaaat 360 
tcattaattt ggatcttcta ttgatagcca taaatattat gtttatgtat totaaaaoct 420 
ctttgtttag ttagtactgt toatgaatgt aacaagcttc aatttotcat ttgtgagtag 480 
tacatttgct ttttgtttgt ttgtttgttt gtttttgaga tggagtotca ogotgtoacc 540 
aggctggagt gcagtggcgc gatttcagct caotgoaacc tocacctccc aggtgcaagt 600 
gatgcccctg CGtcagcctc ccgagtagct gggactacag acacccgcca ccacacctgg 660 
otaatttttg tatttttagt agagacgggg tttcaccatg ttggotaggo tggtotcaaa 720 
ctcttgacct cgtgatttgc ccgcctctgc ctccccaaag tgctgggatt acaggcgtga 780 
gocaccacgc ccagccgtac atttaotttt taaagcagca gaotaggtac actaattctc 840 
actcaaatat tttcatggga atgtagttat oacoaagtcc taaagtatta tttatgccaa 900 
aaaaaatttc attttaagga ctacaaaaat gattctaatt aaacatttta taatcaatag 960 
taggttgggt otttagocat tatatgtgta tatataoaga oacatatgta tacaottaca 1020 
ttttgacagg gtcttcattg agtcttgatg cactttaaac ccagctggct accagagatg 1080 
cgaaggtggg ctctttgaag attagoaaaa tggaogtttc tgtcacttga gaaaaggaaa 1140 
gttctttgcc tttaaattac acagttttca tcatgoccac aatctatatt attggctggt 1200 
taaacagcac tgccctatta gcaatgttaa taaaaatgaa attatttatt ggcggttata 1260 
gattatotaa ttoaggaaat ttotgagcto aacttttaca goaactgtta tgccttotaa 1320 
tttagcaatt gagttatgag taagttttgt gcttaactcc tagaccctat tgttgataac 1380 
cagatcaaat atagtctgta cagaggaaaa cactgggaac atttagtatt tctaaagcct 1440 
cctttggagt tactactgat tgtaatttgg aactgataat aggtagagat tgotaacact 1500 
gttttttttc ctggatottt tttatgccag aaattaaaca ggttctgcta actctttttt 1560 
ttctcttggt tatcacoaga atgaaaatat ttaaagtgat gactctagaa aagccatctg 1620 
tgoctggtta aoattgagtt tgagtctctt caatatatat tgatoatgta ttgattaato 1680 
tttatttttt oatattttgg ctagacaaat tcagatctat ataatggaat aoccottctt 1740 
gagtgaacta tactactaat ctacatgatt acatagtaag gaaaaaagaa gaaataactg 1800 
taataggcat agtgtttgtt gttggttgtc ttgtcattca tgtgatacta ctcatttcca 1860 
aaattcaoao aaaottaoat gaggtggatt atttgttttg ttcattattt agttoctata 1920 
tgttttttct ttagaaacag agtctcattc tgtcacccag gctggagtcc aatggggcgg 1980 
tcatagttca ctgcagcctt gaactctttg gctoatgtga tcctcccatc tcagcctccc 2040 
acagoaggtg agaotacagg tacatgccac tgtgcotgac tttttaattt ttctgtagag 2100 
acgaggtttc agtttgttgc coaagctgat cttgaactcc tggtttcaag cgatcctccc 2160 
acotcggoot cocaaagtag tgggatttoa ggcatgaoca octggcotag ttcotatact 2220 
tttcttaatt cttoagaott ctcacattta gtatagtgoa ttcatttcat cttgctgttt 2280 
attagcaccc tttgtggcca agggaaataa aaggtggtaa aattcagttt tcagtttagt 2340 
tottgaaagc tctgggaaat ggaggaaaoa caaaactatg aattaaacta gggctgttga 2400 
tttctgaacc cccagataaa tcagttgacc caoattttca ttttaggtgt taggtccaaa 2460 
ttagoataat gtcttgcatt attattaggt tcagtgtgaa actttacagt gctgcatttg 2520 
aagtttagta actggttatt attaatcatt tgggaaaaat gaaaatgtgt tgggactttc 2580 
tatgactagg catttgttga ttatttttca tgattgcttt ttgttttctc attgtgtagg 2640 
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atttgtgaac ttgtatatta caggaaacaa 
catttggagt gcatgacatt tgccaggata 
ttacaccctg ccagaaaact ttctttccta 
catagtaagt tgattaggag ccaaaatttt 
ttaaattctg taatgaactt ttatgtttac 
ttaatagcct gaggaaatag gaaagctgtg 
aataatagga aagaaaagtc aggtcagtaa 
tcaagaagtc acattttttg ataaattgta 
tatctgttaa taacttagtt ttgacaacag 
agctgttttt ccattaacag tgtaaattca 
gctgtcttaa ttgtctacgg ttgataactt 
tttggcatgt tatgctgcca aaaacaatct 
ttctgaagac tttgtatagg acttgatata 
acattgtaac tttgaacact tatgaaaaac 
tgtagatttg tttgcgtatt tgaattccga 
ttttgtaaag ttcatatgct atttttttaa 
agtgatgtta ctagtaaaaa atgtttatag 
gcctacatga taggcatatt ttgtatttcg 
ttttacatcc cttttttagc aaaaaaaaga 
tgtgcattgg aaactatctg actgtatcca 
aggtaaatga aactgtaaaa tacctctgga 
ttaggattaa agcaaaaata atcttttcag 
ttaaaccatg aaaacttaaa aaaaaaaaaa 



gatactttgt aaaatttact ggggaaaatc 2700 
agaaagcagt aatatgtttg tattataaaa 2760 
gtaaggtaaa tgtagaaggg acttttacag 2820 
attccagttt ttttttgaac taagaatgtt 2880 
ccattactca tgcattcttt cacaatatgt 2940 
aagctactac cattctttac ttttaataag 3000 
tccaaatcca aatatgtata ctgcaaatgc 3060 
ttgagtacag aagaacttat atgaatttat 3120 
aataacattt ggaaattgtg agaataatca 3180 
taacatgtcc ttcaaaaggt gatattctaa 3240 
ttaaataaag tacaggactt tctgaaagtg 3300 
gtgttttgaa ataccaatta atcagttaat 3360 
tgagtcagaa tctgtctgta ctcattctgt 3420 
tgtatctgtt ggtgtgtttt gattagttag 3480 
ttttagttta ggaagactaa aagtagccat 3540 
tgtcattttt gtttttaata tttatacaat 3600 
ataacacgta gagctattaa ctgttcaaaa 3660 
tgttgcactc gttctgtttc atattggact 3720 
gacacatttg aattctcttt agcataaagc 3780 
tacggttagc aaaatactct ttgccaccaa 3840 
tatttgtgcc aatgaacttt tcttagcata 3900 
tatgtttcat ctaggactta caataaatgt 3960 
ac 3992 



<210> 12097 
<211> 3142 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (329). . (1351) 
<400> 12097 

tgatattgaa tatttcagaa aagatccaag 
tcctggacaa ttccagccat ctotctgtca 
aaaactactt cgcaactata cocagaacat 
aaggataatt oagtgtcatg gttcctttgc 
agttgactgt gaagctgtao gaggagatat 
gtgcccagct gatgaaocgc ttgctatcat 
tttaccagaa cagtttoata gagccatgaa 
tgttattggg tcttccctoa aagtaagacc 
tgaagtgcot cagatattaa ttaatagaga 
gcttcttgga gactgtgatg tcataattaa 
tgccaaactt tgctgtaacc ctgtaaagct 
acaaaaagaa ttggcttatt tgtcagagtt 
ctcaagttca ccagaaagaa ottcaccaoc 



accattctto aagtttgcaa aggaaatata 60 
caaattcata gccttgtcag ataaggaagg 120 
agacacgotg gaacaggttg cgggaatcca 180 
aacagcatot tgcctgattt gtaaatacaa 240 
ttttaatcag gtagttcctc gatgtcctag 300 
gaaaccagag attgtgtttt ttggtgaaaa 360 
gtatgacaaa gatgaagttg acctcctcat 420 
agtagcacta attccaagtt ccatacccca 480 
acctttgoct catctgoatt ttgatgtaga 540 
tgaattgtgt cataggttag gtggtgaata 600 
ttcagaaatt actgaaaaac ctccacgaac 660 
gccacocaca cctcttcatg tttcagaaga 720 
agattcttca gtgattgtca cacttttaga 780 
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ccaagcagct aagagtaatg atgatttaga tgtgtctgaa tcaaaaggtt gtatggaaga 840 
aaaaccacag gaagtacaaa cttctaggaa tgttgaaagt attgctgaac agatggaaaa 900 
tccggatttg aagaatgttg gttctagtac tggggagaaa aatgaaagaa cttcagtggc 960 
tggaacagtg ggaaaatgct ggcctaatag agtggcaaag gagcagatta gtaggcggct 1020 
tgatggtaat cagtatctgt ttttgccacc aaatcgttac attttccatg gcgctgaggt 1080 
atattcagac tctgaagatg acgtcttatc ctctagttct tgtggcagta acagtgatag 1140 
tgggacatgc cagagtccaa gtttagaaga acccatggag gatgaaagtg aaattgaaga 1200 
attctacaat ggcttagaag atgagcctga tgttccagag agagctggag gagctggatt 1260 
tgggactgat ggagatgatc aagaggcaat taatgaagct atatctgtga aacaggaagt 1320 
aacagacatg aactatccat caaacaaatc atagtgtaat aattgtgcag gtacaggaat 1380 
tgttccacca gcattaggaa ctttagcatg tcaaaatgaa tgtttacttg tgaactcgat 1440 
agagcaagga aaccagaaag gtgtaatatt tataggttgg taaaatagat tgtttttcat 1500 
ggataatttt taacttcatt atttctgtac ttgtacaaac tcaacactaa cttttttttt 1560 
ttttaaaaaa aaaaaggtac taagtatctt caatcagctg ttggtcaaga ctaactttta 1620 
aaggttcatt tgtatgataa attcatatgt gtatatataa ttttttttgt tttgtctagt 1680 
gagtttcaac atttttaaag ttttcaaaaa gccatcggaa tgttaaatta atgtaaaggg 1740 
aacagctaat ctagaccaaa gaatggtatt ttcacttttc tttgtaacat tgaatggttt 1800 
gaagtactca aaatctgtta cgctaaactt ttgattcttt aacacaatta tttttaaaca 1860 
ctggcatttt ccaaaactgt ggcagctaac tttttaaaat ctcaaatgac atgcagtgtg 1920 
agtagaagga agtcaacaat atgtggggag agcactcggt tgtctttact tttaaaagta 1980 
atacttggtg ctaagaattt caggattatt gtatttacgt tcaaatgaag atggcttttg 2040 
tacttcctgt ggacatgtag taatgtctat attggctcat aaaactaacc tgaaaaacaa 2100 
ataaatgctt tggaaatgtt tcagttgctt tagaaacatt agtgcctgcc tggatcccct 2160 
tagttttgaa atatttgcca ttgttgttta aatacctatc actgtggtag agcttgcatt 2220 
gatcttttcc acaagtatta aactgccaaa atgtgaatat gcaaagcctt tctgaatcta 2280 
taataatggt acttctactg gggagagtgt aatattttgg actgctgttt tccattaatg 2340 
aggagagcaa caggcccctg attatacagt tccaaagtaa taagatgtta attgtaattc 2400 
agccagaaag tacatgtctc ccattgggag gatttggtgt taaataccaa actgctagcc 2460 
ctagtattat ggagatgaac atgatgatgt aacttgtaat agcagaatag ttaatgaatg 2520 
aaactagttc ttataattta tctttgttta aaagcttagc ctgccttaaa actagagatc 2580 
aactttctca gctgcaaaag cttctagtct ttcaagaagt tcatacttta tgaaattgca 2640 
cagtaagcat ttatttttca gaccattttt gaacatcact cctaaattaa taaagtattc 2700 
ctctgttgct ttagtattta ttacaataaa aagggtttga aatatagctg ttctttatgc 2760 
ataaaacacc cagctaggac cattactgcc agagaaaaaa atcgtattga atggccattt 2820 
ccctacttat aagatgtctc aatctgaatt tatttggcta cactaaagaa tgcagtatat 2880 
ttagttttcc atttgcatga tgtttgtgtg ctatagatga tattttaaat tgaaaagttt 2940 
gttttaaatt atttttacag tgaagactgt tttcagctct ttttatattg tacatagtct 3000 
tttatgtaat ttactggcat atgttttgta gactgtttaa tgactggata tcttccttca 3060 
acttttgaaa tacaaaacca gtgtttttta cttgtacact gttttaaagt ctattaaaat 3120 
tgtcatttga cttttttctg tt 3142 



<210> 12098 
<211> 341 
<212> PRT 

<213> Homo sapiens 



<400> 12098 
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<210> 12099 
<211> 2639 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (79) . . (2034) 

<400> 12099 

gggagccgca atgtctcttg acagcggcgg cggcgcagcc ggttccgggt toggcgcggg 60 
gcggggatgt gaatcccgat ggagcggccc gaggaaggoa agoagtcgoo gccgccgcag 120 
ccctggggac ggctcctgcg tctgggcgcg gaggagggcg agccgcacgt cctcctgagg 180 
aagcgggagt ggaccatogg gcggagacga ggttgcgacc tttccttccc cagcaataaa 240 
ctggtctctg gagatcactg tagaattgta gtggatgaaa aatcaggtca ggtgacaotg 300 
gaagatacca gcaccagtgg aacagtgatt aacaagctga aggttgttaa gaagcagaca 360 
tgccotttac agactgggga tgtcatctac ttggtgtaca ggaagaatga accggaacac 420 
aacgtggcat acctctatga atctttaagt gaaaagcaag goatgacaca agaatccttt 480 
gatacctcag gtgoaggtgc agggcgaggg gcogatcccc gggtccctcc gtcgtcgccc 540 
gccactcagg tgtgctttga ggaaccacag ccatcaacat cgacgtcaga cctcttcccc 600 
acagootogg octcttooao ggagccttct cctgcagggc gagagcgttc ctccagttgt 660 
gggtctgggg gtggtggcat ctcccctaaa ggaagtggtc oototgtggo aagtgatgaa 720 
gtctccagct ttgcctcagc tctcccagac agaaagactg cgtccttttc gtcgttggaa 780 
ccccaggatc aggaggattt ggagcccgtg aagaagaaaa tgagaggaga tggggacctt 840 
gacctgaacg ggcagttgtt ggtcgcacaa ccgcgtagaa atgcccaaac cgtccaogag 900 
gacgtcagag cagcggctgg gaagccagac aagatggagg agacgotgac atgcatcatc 960 
tgccaggacc tgctgcacga ctgcgtgagt ttgcagccct gcatgcacac gttctgcgcg 1020 
gottgotaot ogggotggat ggagogctcg tocctgtgtc ctacctgccg ctgtccogtg 1080 
gagcggatct gtaaaaacca catcctcaac aacctcgtgg aagoatacot catccagcat 1140 
ccagacaaga gtcgcagtga agaagatgtg caaagtatgg atgccaggaa taaaatcact 1200 
caagaoatgc tgcagcccaa agtcaggcgg tctttttctg atgaagaagg gagttcagag 1260 
gacctgctgg agctgtcaga cgttgacagt gagtcctcag acattagcoa gccatacgtc 1320 
gtgtgccggc agtgtcctga gtacagaagg caggcggcgo agcctcccca ctgcccagca 1380 
cccgagggcg agccaggago cccacaggcc ctgggggatg caccctccac gtccgtcagc 1440 
ctgaogacag oagtccagga ttacgtgtgc cctctgcaag gaagccacgc octgtgcacc 1500 
tgctgcttcc agcccatgcc cgacoggaga gcggagcgcg agcaggacoo gogtgtcgcc 1560 
cctcagcagt gtgcggtctg cctgcagcct ttctgccacc tgtactgggg ctgcacccgg 1620 
accggctgct acggotgcct ggccccgttt tgtgagctca acotgggtga caagtgtctg 1680 
gacggcgtgc tgaacaacaa cagotacgag tcagacatcc tgaagaatta cotggcaacc 1740 
agaggtttga catggaaaaa catgttgacc gagagcctcg tggctctcca gcggggagtg 1800 
tttctgctgt ctgattacag agtcacggga gacaccgttc tgtgttactg ctgtggcctg 1860 
cgcagcttcc gtgagctgac ctatcagtat cggoagaaoa ttoctgctto ogagttgooa 1920 
gtggccgtaa catcccgtcc tgactgctac tggggccgta actgccgcac tcaggtgaaa 1980 
gctcaccacg ccatgaaatt caatcatato tgtgaacaga caaggttcaa aaactaagca 2040 
tccagaggcc ctgagcagct ttcagcactg gaggtgaaga gagcgtgttt ttaaaataca 2100 
gagacaagca cgtcaaggtg ttttcacagc cccctgaggg aagggacgca gggtctocga 2160 
caggtgctct ggggtgactc ttctgtggag ctttttaccc tctgagtgag accctcccca 2220 
gagoocoggg ggocgoagcc cgccctcotg gtgagcgctg ggcagggctc gtggtggcat 2280 
cagcagcaga gacgaagoct ttctgtaaca tgcggocgtc ccgocgagag gggcagtttt 2340 
gctcttttgt acattttccg aaactacagt taaagcagaa gtctgttttc aggaaaagtt 2400 
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tcaagggaga agggcaagtt tatcaaaaac attgtttcag gagaagggag cataagttta 2460 
cagcctacag gacgtacaca atatcctgct gctgggaaaa ccacagcatt ttatctattt 2520 
tttattttaa taggtttggt gcttatcttc taataagatt taaatgtcac aaactgtagc 2580 
acaaataata taatttataa tttacaaatt gactaaaatt gggtatagta tggtatttg 2639 



<210> 12100 
<211> 652 
<212> PRT 

<213> Homo sapiens 
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Thr Leu Thr Cys Me Me Cys 6 1 n Asp Leu Leu H i s Asp Cys Va I Ser 

290 295 300 

Leu Gin Pro Cys Met His Thr Phe Cys Ala Ala Cys Tyr Ser Gly Trp 
305 310 315 320 

Met Glu Arg Ser Ser Leu Cys Pro Thr Cys Arg Cys Pro Val Glu Arg 

325 330 335 

Me Cys Lys Asn His Me Leu Asn Asn Leu Val Glu Ala Tyr Leu Me 

340 345 350 

Gin His Pro Asp Lys Ser Arg Ser Glu Glu Asp Val Gin Ser Met Asp 

355 360 365 

A I a Arg Asn Lys 1 1 e Thr G I n Asp Met Leu G I n Pro Lys Va I Arg Arg 

370 375 380 

Ser Phe Ser Asp Glu Glu Gly Ser Ser Glu Asp Leu Leu Glu Leu Ser 
385 390 395 400 

Asp Val Asp Ser Glu Ser Ser Asp Me Ser Gin Pro Tyr Val Val Cys 

405 410 415 

Arg Gin Cys Pro Glu Tyr Arg Arg Gin Ala Ala Gin Pro Pro His Cys 

420 425 430 

Pro Ala Pro Glu Gly Glu Pro Gly Ala Pro Gin Ala Leu Gly Asp Ala 

435 440 445 

Pro Ser Thr Ser Val Ser Leu Thr Thr Ala Val Gin Asp Tyr Val Cys 

450 455 460 

Pro Leu Gin Gly Ser His Ala Leu Cys Thr Cys Cys Phe Gin Pro Met 
465 470 475 480 

Pro Asp Arg Arg Ala Glu Arg Glu Gin Asp Pro Arg Val Ala Pro Gin 

485 490 495 

Gin Cys Ala Val Cys Leu Gin Pro Phe Cys His Leu Tyr Trp Gly Cys 

500 505 510 

Thr Arg Thr Gly Cys Tyr Gly Cys Leu Ala Pro Phe Cys Glu Leu Asn 

515 520 525 

Leu Gly Asp Lys Cys Leu Asp Gly Val Leu Asn Asn Asn Ser Tyr Glu 

530 535 540 

Ser Asp I le Leu Lys Asn Tyr Leu Ala Thr Arg Gly Leu Thr Trp Lys 
545 550 555 560 

Asn Met Leu Thr Glu Ser Leu Val Ala Leu Gin Arg Gly Val Phe Leu 

565 570 575 

Leu Ser Asp Tyr Arg Val Thr Gly Asp Thr Val Leu Cys Tyr Cys Cys 

580 585 590 

Gly Leu Arg Ser Phe Arg Glu Leu Thr Tyr Gin Tyr Arg Gin Asn Me 

595 600 605 

Pro Ala Ser Glu Leu Pro Val Ala Val Thr Ser Arg Pro Asp Cys Tyr 

610 615 620 

Trp Gly Arg Asn Cys Arg Thr Gin Val Lys Ala His His Ala Met Lys 
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Phe Asn His Me Cys Glu Gin Thr Arg Phe Lys Asn 
645 650 
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<210> 12101 
<211> 3424 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (383) . . (3424) 
<400> 12101 

gtttggggac ctgtttgaag aggagtattc 
gaagaaatta aagactaaag ctttggagcc 
cggaatcaga aatcagggtg gaacctgtta 
cacacctgaa ttcagagaag ctctattttc 
agataaggat aaacccgatg caaaggttcg 
tgotcagctt ctgotottag accaggaagc 
tgggtggacc agtaatgagg aaatgaggca 
cttcagcgct ttggaaaott ctttagttgg 
gtaccatgga accattgtta accagattgt 
gcaggaagac ttcttagato taacagtagc 
tctctggaac atgtatgtag aagaggaagt 
aacttgtgac aggctggtta aagcagcaaa 
tcttactgtt tcattactaa gatttaattt 
aactagctgt tatacattco ototccggat 
attggatgao ttagaatata tatatgaoct 
ctacggaggc cattaccatg tatatattaa 
tcaagaggaa aaaagtaaac cagatgtgaa 
tgatcatcca ctgatgattc taaaagcaat 
tgatcagotg ggooagaaac ttttgaaaaa 
aaaaoagcat ggaccattgo ggaagttctt 
ttcagatgaa agtacagttc gtctcttgaa 
ccaaaggaat gaccagcaaa ttttcaagat 
tagcatctcc tgtocccact ggtttgatat 
aaaggatatt gaacagcaat ttoagggtaa 
atcccagttg oagagacccc ctgaagotcg 
tttactgaat gaaatggatg cagctaacat 
ttctgcaaac aatacttttg aattgcatct 
tggggotctg cacccagtag tctctcaaao 
aagaaaaaot ttaggagatc tocggcagtc 
agacatggtt ottagtgttg caaagcttgt 
tggcggggat gaactgacac tgtgtgaaac 
gtggaatggg gtggaggttg gtggagtcca 
acttttaaat gttcttcatc tagacacaag 
agaatotcca oatgtctttc cagotaatgc 
aatcccagca ggtgtcatct tcatcaacag 
ggccatcccc aaggaagaca tgaggaagao 
ctcaatttta attcaggatt ctcatgatga 
ggtcactagt atgaatgaga ttgaotggct 



oactgtgtot aataatcagt atggaaaagg 60 
acctgctcct agagaattca ccaatttaag 120 
octcaattcc cttcttcaga ctcttoattt 180 
tottggccoa gaagagcttg gtttgtttga 240 
aatcatccct ttacagttac agogcttgtt 300 
tgcatocaca gcagacctca ctgacagctt 360 
acatgatgtg caggaactga atcgaatcct 420 
gacotccggt catgacctca tctatcgtct 480 
ttgtaaagaa tgtaagaaog ttagcgagag 540 
agtcaaaaat gtatccggtt tggaagatgc 600 
ttttgattgt gacaacttgt accactgtgg 660 
gtcggocaaa ttacgtaagc tgcctccttt 720 
tgattttgtg aaatgcgaac gctacaagga 780 
taatctcaag cccttttgtg aaoagagtga 840 
cttotcagtt attatacaca aaggtggctg 900 
agatgttgat catttgggaa actggcagtt 960 
tctgaaagat ctccagagtg aagaagagat 1020 
cttattagag gagaataatc taattcctgt 1080 
gataggaata tcttggaaca agaagtaoag 1140 
acagctccat totcagatat ttctactcag 1200 
gaatagttct ctccaggctg agtctgattt 1260 
gcttcctcca gaatccccag gtttaaacaa 1320 
aaatgattct aaagtccagc caatcaggga 1380 
agaaagtgcc tacatgttgt tttatcggaa 1440 
agctaatcca agatatgggg ttccatgtca 1500 
tgaactgcaa accaaaaggg cagaatgtga 1560 
tcacctgggc cctcagtatc atttcttcaa 1620 
agaaagcgtg tgggatttga octttgataa 1680 
aatatttcag ctgttagaat tttgggaagg 1740 
accagcagga cttcacattt accagtcact 1800 
tgaaattgct gatggggaag acatctttgt 1860 
oattcaaact ggtattgact gcgaaoctct 1920 
cagtgatgga gaaaagtgtt gtcaggtgat 1980 
agaagtgggc actgtcctca cagccttagc 2040 
tgctggatgt ccaggtgggg agggttggac 2100 
gttcagggag caagggctca gaaatggaag 2160 
taacagcttg ttgacoaagg aagagaaatg 2220 
ccacgttaaa aatttatgoc agttagaatc 2280 
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tgaagagaag caagttaaaa tatcagcaac 
taaagccata aaggaattaa aattaatgaa 
tattgataga aatgggaagc ttctttgtcc 
agaattgaag atgggaagtt cattgggact 
gttgttcctg ttttttgcaa tggggagtga 
agtagaagaa acaatatctg tgagagattg 
acaaggagat gcctggcatt tacgaaaaat 
atgtgaagaa gatgcaacac tgaaagaact 
aattgaagga caacttcctc ctctgggttt 
tcagggtccc tcaggacact gggagagtca 
gggcagagtt tggagagcca cttccagcca 
ttctctcctc tacttgggag acatagagat 
gtctcaggcc atgaccttgc ctcctttcct 
cagagcctgg acggtggaga ggaagcgccc 
actcagggaa tataaactag gacggagaat 
cgaaaacttg ggcccccagg acgtgctgct 
gacctatgcc cctgccctgg acctggtgtg 
cctgaggcag agagttgccg atttctatcg 
atactttccc gaaaagttcg agtggcttcc 
gagg 



tgttaacaca atggtgtttg atattcgaat 2340 
ggaactagct gacaacagct gtttgagacc 2400 
agtgccggac agctatactt tgaaggaagc 2460 
gtgtcttgga aaagcaccaa gttcgtctca 2520 
cgttcaacct gggacagaaa tggaaatcgt 2580 
tttaaagtta atgctgaaga aatctggcct 2640 
ggattggtgc tatgaagctg gagagccttt 2700 
tctgatatgt tctggagata ctttgctttt 2760 
cctgaaggtg cccatctggt ggtaccagct 2820 
tcaggaccag accaactgta cttcgtcttg 2880 
aggtgcttct gggaacgagc ctgcgcaagt 2940 
ctcagaagat gccacgctgg cggagctgaa 3000 
ggagttcggt gtcccgtccc cagcccacct 3060 
aggcaggctt ttacgaactg accggcagcc 3120 
tgagatctgc ttagagcccc ttcagaaagg 3180 
gaggacacag gtgcgcatcc ctggtgagag 3240 
gaacgcggcc cagggtggga ctgccggctc 3300 
tcttcccgtg gagaagattg aaattgccaa 3360 
gatatctagc tggaaccaac aaataaccaa 3420 

3424 



<210> 12102 
<211> 1014 
<212> PRT 
<213> Homo sapiens 



<400> 12102 
Met Arg Gin His 
1 

Leu Glu Thr Ser 
20 

Leu Tyr His Gly 
35 

Asn Val Ser Glu 
50 

Lys Asn Val Ser 
65 

Glu Glu Val Phe 

Arg Leu Val Lys 
100 

Phe Leu Thr Val 
115 

Glu Arg Tyr Lys 
130 

Leu Lys Pro Phe 
145 



Asp 


Val 


Gin 


Glu 


5 








Leu 


Val 


Gly 


Thr 


Thr 


1 le 


Val 


Asn 








40 


Arg 


Gin 


Glu 


Asp 






55 




Gly 


Leu 


Glu 


Asp 




70 






Asp 


Cys 


Asp 


Asn 


85 








Ala 


Ala 


Lys 


Ser 


Ser 


Leu 


Leu 


Arg 








120 


Glu 


Thr 


Ser 


Cys 






135 




Cys 


Glu 


Gin 


Ser 




150 







Leu 


Asn 


Arg 1 1 e 




10 




Ser 


Gly 


His Asp 


25 






Gin 


1 le 


Val Cys 


Phe 


Leu 


Asp Leu 






60 


Ala 


Leu 


Trp Asn 






75 


Leu 


Tyr 


His Cys 




90 




Ala 


Lys 


Leu Arg 


105 






Phe 


Asn 


Phe Asp 


Tyr 


Thr 


Phe Pro 






140 


Glu 


Leu 


Asp Asp 






155 



Leu 


Phe 


Ser 


Ala 






15 




Leu 


1 le 


Tyr 


Arg 




30 






Lys 


Glu 


Cys 


Lys 


45 








Thr 


Val 


Ala 


Val 


Met 


Tyr 


Val 


Glu 








80 


Gly 


Thr 


Cys 


Asp 






95 




Lys 


Leu 


Pro 


Pro 




110 






Phe 


Val 


Lys 


Cys 


125 








Leu 


Arg 


1 le 


Asn 


Leu 


Glu 


Tyr 


1 le 








160 
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Tyr Asp Leu Phe Ser Va I lie II e H i s Lys G I y G I y Cys Tyr G I y 6 1 y 

165 170 175 

H 1 s Tyr His Va I Tyr 1 1 e Lys Asp Va I Asp H i s Leu G I y Asn Trp G I n 

180 185 190 

Phe Gin Glu Glu Lys Ser Lys Pro Asp Val Asn Leu Lys Asp Leu Gin 

195 200 205 

Ser Glu Glu Glu I le Asp His Pro Leu Met I le Leu Lys Ala I le Leu 

210 215 220 

Leu Glu Glu Asn Asn Leu 1 1 e Pro Va I Asp G I n Leu G I y Gin Lys Leu 
225 230 235 240 

Leu Lys Lys lie G I y Me Ser Trp Asn Lys Lys Tyr Arg Lys Gin His 

245 250 255 

G I y Pro Leu Arg Lys Phe Leu G I n Leu H i s Ser Gin Me Phe Leu Leu 

260 265 270 

Ser Ser Asp Glu Ser Thr Val Arg Leu Leu Lys Asn Ser Ser Leu Gin 

275 280 285 

Ala Glu Ser Asp Phe Gin Arg Asn Asp Gin Gin I le Phe Lys Met Leu 

290 295 300 

Pro Pro Glu Ser Pro Gly Leu Asn Asn Ser I le Ser Cys Pro His Trp 
305 310 315 320 

Phe Asp I I e Asn Asp Ser Lys Va I Gin Pro 1 1 e Arg G I u Lys Asp 1 1 e 

325 330 335 

Glu Gin Gin Phe Gin Gly Lys Glu Ser Ala Tyr Met Leu Phe Tyr Arg 

340 345 350 

Lys Ser Gin Leu Gin Arg Pro Pro Glu Ala Arg Ala Asn Pro Arg Tyr 

355 360 365 

Gly Val Pro Cys His Leu Leu Asn Glu Met Asp Ala Ala Asn Me Glu 

370 375 380 

Leu Gin Thr Lys Arg Ala Glu Cys Asp Ser Ala Asn Asn Thr Phe Glu 
385 390 395 400 

Leu His Leu His Leu Gly Pro Gin Tyr His Phe Phe Asn Gly Ala Leu 

405 410 415 

His Pro Val Val Ser Gin Thr Glu Ser Val Trp Asp Leu Thr Phe Asp 

420 425 430 

Lys Arg Lys Thr Leu G I y Asp Leu Arg G I n Ser 1 1 e Phe G I n Leu Leu 

435 440 445 

Glu Phe Trp Glu Gly Asp Met Val Leu Ser Val Ala Lys Leu Val Pro 

450 455 460 

Ala Gly Leu His Me Tyr Gin Ser Leu Gly Gly Asp Glu Leu Thr Leu 
465 470 475 480 

Cys Glu Thr Glu lie Ala Asp Gly Glu Asp Me Phe Val Trp Asn Gly 

485 490 495 

Val Glu Val Gly Gly Val His Me Gin Thr Gly Me Asp Cys Glu Pro 

500 505 510 

Leu Leu Leu Asn Val Leu His Leu Asp Thr Ser Ser Asp Gly Glu Lys 

515 520 525 

Cys Cys Gin Val I le Glu Ser Pro His Val Phe Pro Ala Asn Ala Glu 
530 535 540 
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Va 1 


ftiw Thr 
u 1 y 1 nr 


Ma 1 
va 1 


Leu 1 nr 


Ala 

A 1 a 


1 Ol 1 

Leu 














1 1 A 


Aon Qar 

Moll ocr 


A 1 n 
A 1 a 


ft 1 \f P\/e 

u 1 y vryp 


Prn 


ft 1 V 

u 1 y 








Quo 






Lys 


ft 1 1 1 Aon 


me L 


Arg Ly5> 


Thr 
1 nr 


Pho 

rne 














ocr 


o6r 1 1 6 


Leu 


Mo ft 1 n 

lie u 1 n 


Aon 
ASp 


Cor 

oer 












ROO 


Lys 


ft 1 1 1 ft 1 1 1 

u 1 U u 1 U 


1 \/ o 

Lys 


Trn Vfl 1 
1 rp Va 1 


Thr 
1 iir 


Cor 

oer 




fii n 






\J 1 o 




Va 1 

va 1 


1 %/ o Aon 

Lys Asn 


Leu 


P\/o ft 1 n 

uys u 1 n 


Leu 


ft 1 11 
u 1 U 














ocr 


Mia 1 nr 


va 1 


Aon 

Asn 1 nr 


me X 


Mn 1 

va 1 








OHO 






Lys 


ft 1 1 I 1 Al 1 

u 1 u Leu 


1 \f o 

Lys 


1 oi 1 

Leu ineL 


1 %/o 

Lys 


ft 1 II 

U 1 u 














r r o 


1 1 A Aon 

1 1 e Asp 


A K* a* 

Arg 


Aon ft 1 \# 

Asn u 1 y 


1 \/o 

Lys 


1 Ol 1 

Leu 












QOU 


Thr- 

1 nr 


1 All 1 %/ O 

Leu Lys 


ft 1 II 

U 1 u 


Ala ft 1 11 

A 1 a u 1 u 


Leu 


Lys 




Ron 










L6U 


ft 1 \/ 1 \/o 

u 1 y Lys 


A 1 o 

A 1 a 


Prn Cor 

rro oer 


Cor" 

oer 


Co*' 

oer 








710 






u 1 y 


O ^ »»" Aon 

oer Asp 


va 1 


ft 1 n Pr-/\ 

u 1 n rro 


ft 1 u 

u 1 y 


Thr 

1 nr 








79^ 
/ ^o 






1 nr 


1 1 e oer 


va 1 


A^nr Aon 

Arg Asp 


uys 


Leu 






7A0 








Leu 


ft 1 n ft 1 \/ 

u 1 n u 1 y 


Aon 
ASp 


A 1 o Tt^n 

A 1 a 1 rp 


n 1 s 


1 Ol 1 

Leu 












7fiO 




ft 1 w ft 1 II 
u 1 y u 1 u 


rro 


1 oi 1 r^\/o 

Leu uys 


ft III 

u 1 U 


ft 1 II 

u 1 U 




770 






77f^ 
/ /o 




1 1 A 
1 1 e 


oys oer 


ft 1 \/ 
u 1 y 


Aon Thi^ 

Asp 1 nr 


Leu 


Leu 


/ DO 






7QO 






Lcli 


ftiv Ph^ 

u 1 y rne 


Leu 


1 wo Wa 1 

Lys va 1 


Prn 

rro 


1 1 o 

1 1 e 








ftO^ 
ouo 








ft 1 \/ Hie 
u 1 y n 1 o 


Trn 

1 rp 


ft 1 1 1 Cor 

u 1 u oer 


l-l i c 
n 1 s 


ft 1 n 
u 1 n 














Trn 
1 rp 


ft 1 \M Ar-cr 

u 1 y Arg 


va 1 


Tr*n Ar^or 

1 rp Arg 


A 1 a 
A i a 


Thr 
1 nr 




00%J 








RAO 


ft 1 1 1 


rro A 1 a 


ft 1 n 


\/a 1 Cor 

va 1 oer 


Leu 


Leu 




850 






855 




Glu 


Asp Ala 


Thr 


Leu Ala 


Glu 


Leu 


865 






870 






Pro 


Phe Leu 


Glu 


Phe Gly 


Val 


Pro 








885 






Thr 


Val Glu 


Arg 


Lys Arg 


Pro 


Gly 






900 








Pro 


Leu Arg 


Glu 


Tyr Lys 


Leu 


Gly 




915 








920 



Ala 1 1 o Prn A 1 o 

A 1 a lie rro a i a 


ft 1 \i 
u 1 y 


\/a 1 

va 1 


1 1 o Pho 

1 1 e rne 


ODD 






ODU 


ft 1 W ft 1 1 1 ft i %/ Tr-n 

u 1 y u 1 u u 1 y 1 rp 


Thr 

1 nr 


A 1 a 

A 1 a 


1 1 o Prn 

1 1 e rro 


^70 






o / o 


AvflT ft 1 1 1 ft 1 r\ /2 1 If 

Arg u 1 u u 1 n la 1 y 


Leu 


Arg 


Aon ft 1 \t 

Asn u 1 y 


ooo 




^QO 




l-lio Aon A^r\ A^v\ 

n 1 s Asp Asp Asn 


oer 


Leu 


Leu 1 hr 




QUO 






Mo't' Aon ft 1 1 1 1 1 A 

mex Asn u i u lie 


Asp 


Trn 

1 rp 


1 Ol 1 M 1 o 

Leu n 1 s 










Co»^ ft III ft III 1 I/O 

oer laiu uiu Lys 


ft 1 n 

u 1 n 


Ua 1 

va 1 


Lys 1 1 e 


ooo 






ft AO 


Pk^A Aon 1 1 A A^cr 

rne Asp i i e Arg 


1 1 o 

1 1 e 


Lys 


Ala Mo 

A 1 a lie 


oou 






ooo 


1 Ai ■ A 1 A A 1^ A ^ 1^ 

Leu Aia Asp Asn 


oer 


uys 


1 Al 1 A 

Leu Arg 


OQO 




fi70 




1 Ai 1 r^\Me*- P^r^ \/4 1 

Leu uys rro va i 


rro 


Asp 


Ser Tyr 




DOO 






Ma+ ft 1 \# Ca** Ca*' 

ffiex uiy oer oer 


Leu 


ft 1 \/ 
u 1 y 


Leu uys 


7 on 








u 1 n Leu rne Leu 


Pho 

rne 


PKio 

rne 


A 1 a Mo+ 

A 1 a mex 


71 R 
1 ID 






790 
/ ZU 


ft 1 1 1 Mo+ ft 1 1 1 Mo 

u 1 u iriex u 1 u lie 


va 1 


Uo 1 

va 1 


ft 1 1 1 ft 1 II 
la 1 U UIU 


7QO 






/OO 


Lys Leu mex Leu 


Lys 


Lys 


oer uiy 


7Af^ 
/ 'I'O 




7t;o 

/OU 




Arg Lys mex Asp 


Tr-n 

1 rp 


oys 


1 yr u 1 u 




if\R 






A^n A 1 A ^Tn^ 1 A\ \ 

Asp A 1 a 1 nr Leu 


Lys 


ft 1 1 1 

U 1 u 


Leu Leu 


7ftO 








1 Al 1 1 1 A ft 1 1 1 ft 1 %# 

Leu lie i3 1 u u 1 y 


ft 1 n 

u 1 n 


Leu 


p>^A p^n 
rro rro 








QOO 
OUU 


T**n T»'n TTt/^" ft 1 n 

1 rp 1 rp 1 yr u i n 


Leu 


ft 1 n 

u 1 n 


ft 1 w PK*n 

u 1 y rro 


ft1 o 

O 1 \j 






O 1 o 


Aon ft 1 n Thi^ Aon 

Asp u 1 n 1 nr Asn 


oys 


Thr 

1 nr 


Co^ Co^ 

oer oer 






oou 




Cor- Cor ft 1 n ft 1 u 

oer oer u i n u i y 


A 1 a 

A 1 a 


Cor 

oer 


ft 1 \f Aon 

u 1 y Asn 










Tyr Leu Gly Asp 


\ le 


Glu 


1 le Ser 


860 








Lys Ser Gin Ala 


Met 


Thr 


Leu Pro 


875 






880 


Ser Pro Ala His 


Leu 


Arg 


Ala Trp 


890 






895 


Arg Leu Leu Arg 


Thr 


Asp 


Arg Gin 


905 




910 




Arg Arg Me Glu 


1 le 


Cys 


Leu Glu 



925 
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Pro Leu 


Gin 


Lys 


u 1 y 


Glu 


Asn Leu 


930 










935 


Thr Gin 


Val 


Arg 


lie 


Pro 


Gly Glu 


945 








950 




Leu Val 


Trp 


Asn 


Ala 


Ala 


Gin Gly 








965 






Arg Val 


Ala 


Asp 


Phe 


Tyr Arg Leu 






980 








Lys Tyr Phe 


Pro 


Glu 


Lys 


Phe Glu 




995 








1000 


Gin Gin 


1 le 


Thr 


Lys 


Arg 





1010 



Gly Pro Gin Asp Val Leu Leu Arg 
940 

Arg Thr Tyr Ala Pro Ala Leu Asp 
955 960 
Gly Thr Ala Gly Ser Leu Arg Gin 

970 975 
Pro Val Glu Lys I le Glu I le Ala 
985 990 
Trp Leu Pro 1 1 e Ser Ser Trp Asn 
1005 



<210> 12103 
<211> 2884 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (49) . . (2595) 

<400> 12103 

agtaacccct cggctttctg ttcctggacg 
ccgaagcccg agootgagot ocagcggttt 
ttocooaota ggaogacgtc cccagagcct 
ctgoagtcct tccctctggc gaagctgacg 
ctgctggccg gcagcgggat agcagoggga 
aaggtcatoo tggacgagct gaagtgcagc 
agccacaaaa acaaccagaa gctgcggaag 
gagcagctct tcttgogcta cotgoacctg 
ttcactgaat oagccaccct caccGggttg 
ttccttacta gtcccaacgt ctaocgtggo 
gcagagcagg octctgggga tgtggacaag 
aagctgtgcc ctatcocctg gcctcacagc 
ctcaacctga actacctcat ccaactcagc 
aggatggato oagtgaagga attgaagtcc 
cactggctgc cctccatagg aaagaagaga 
tcgctgocca gctatootgt ggocoooacc 
gagctocgga gaggocaato catgccctcc 
ttgggccttc ctccactccc atctcgcccc 
aaacoagagc tgaotgggct catogtggct 
aagttggagg ggactogcta cccaccactg 
gtgacccgtc acccagctgc agggcatcgc 
ctooaggagg aagaagcctc tgggoagtgg 
caoccacagc cagtgaccat tactttgaag 
gcogtacggg tctctgatag aaacttotta 



gtggoggccg ccggctctat gatggagccc 60 
taccacoggc tgctgcgtcc gctgtcgctc 120 
cagaagcgoo ccccgcagga gggccggatt 180 
gtggcgtcgc tgtgoagcca ggtggccaag 240 
gtgoctcctg aggcccgact acgtctcatc 300 
tggcgggagc cgcccgccga acttagtctg 360 
cggctogagg cctacgtgct gctgagcago 420 
ctggtgacca tgtcgactcc caggggggtc 480 
gccgccagcc tcgccaggga ctgcacactc 540 
otgottgccg acttccaggo cctgctgagg 600 
ctgcaocotg tctgccccgc tgggaogttc 660 
actggcttcg cccaagtgca gtgctctaac 720 
ogtcoaccag agtttctoaa tgagccagga 780 
atccctcggt tgaagaggaa aaagcctttc 840 
gaaatcgaca tcagttcctc acagatggtg 900 
agcagggctt ooccctcgoo tttctgooct 960 
ctgcgtgagg gctggaggct ggcagatgag 1020 
ttaaccccgc tggtcttggc tacagagagc 1080 
gaggatotga agcagttgat aaagaagatg 1140 
gactcaggcc tgcctcctct cctgggggtt 1200 
ctggaggagc tggagaagat gttgaggaac 1260 
gaccGccagc cccccaaatc ctttccactt 1320 
cttagaaatg aggtcgtggt ccaggcggct 1380 
gactotttco acattgaggg ggcoggagco 1440 
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ctgtataacc atctggctgg tgaactggat cccaaagcca ttgaaaaaat ggatattgat 1500 
aactttgttg gcagtactac cagggaggtc tacaaggagt tgatgagcca tgtctcttct 1560 
gaccacttac attttgatca agggccccta gttgagcctg cagcagataa agactggtcg 1620 
accttcctgt cctcagcctt tctacgtcaa gaaaaacagc ctcaaatcat caaccctgag 1680 
ctggttggac tttactccca gagagcaaac actttacagt ccaatactaa gaagatgccc 1740 
tccctcccat cactccaagc taccaaaagc tgggagaagt ggtcaaacaa ggcctccttg 1800 
atgaactcat ggaaaaccac cttgtctgtg gatgactact tcaagtacct caccaaccat 1860 
gaaacagatt tccttcatgt catctttcaa atgcatgaag aagaggttcc tgtggagatt 1920 
gtggcccctg ccagagagtc cctagagatt cagcaccctc ccccattgct agaagatgaa 1980 
gaaccagact ttgtgccagg agagtgggat tggaacactg tgctagagca caggctagga 2040 
gctgggaaga caccccacct gggagaaccc cacaaaattc tgagcctgca gaagcatctg 2100 
gaacaactgt ggtctgtgct tgaggtccct gacaaggacc aggtggacat gaccattaaa 2160 
tatagctcca aagcccgcct gaggcagctg ccttcattgg tgaatgcctg ggagcgggcc 2220 
ctgaagccca ttcagctgcg ggaggcattg ctggcgagac gagagtggtt tgagggacaa 2280 
gcttccaatc ccaaccgctt cttcaaaaag accaacttga gctccagtca cttcctggag 2340 
gagaatcagg tccgaagcca tctccacagg aagctcaact taatggagtc ttctttggtt 2400 
tccctcctag aggagataga gttaatcttt ggcgagccag tgatcttcaa ggggcggccc 2460 
tacctggaca agatgaagag tgacaaagtg gagatgctct attggctgca acagcagcgg 2520 
cgggttcgcc acctggtctc ggccctgagg gatccccacc agtcaaccct gttcaggagc 2580 
tcagcagcca gcctttagta gctcctggga atacccctat tactccttga ccaggcccag 2640 
tgccctcaaa tgcctccctc acccctaaat ggccagcagc tcatctagac ctctttactg 2700 
ctttggaaga agaaatattt gtctatatct gggagtggag ggttcaggaa cattatgctt 2760 
ccaactatga agggattgag actaaaacta ttgttttctt agtgaaattc tcatgaaaga 2820 
atccccaagc ctagtagtcc cattatgtca agccttgcac aatacaagcc aaatctccta 2880 
tatc 2884 



<210> 12104 
<211> 849 
<212> PRT 

<213> Homo sapiens 



<400> 12104 



Met 


Met 


Glu 


Pro 


Pro 


Lys 


Pro 


Glu 


Pro 


Glu 


Leu Gin 


Arg 


Phe 


Tyr 


His 


1 








5 










10 








15 




Arg 


Leu 


Leu 


Arg 


Pro 


Leu 


Ser 


Leu 


Phe 


Pro 


Thr Arg 


Thr 


Thr 


Ser 


Pro 








20 










25 








30 






Glu 


Pro 


Gin 


Lys 


Arg 


Pro 


Pro 


Gin 


Glu 


Gly 


Arg 1 le 


Leu 


Gin 


Ser 


Phe 






35 










40 








45 








Pro 


Leu 


Ala 


Lys 


Leu 


Thr 


Val 


Ala 


Ser 


Leu 


Cys Ser 


Gin 


Val 


Ala 


Lys 




50 










55 








60 










Leu 


Leu 


Ala 


Gly 


Ser 


Gly 


1 le 


Ala 


Ala 


Gly 


Val Pro 


Pro 


Glu 


Ala 


Arg 


65 










70 










75 








80 


Leu 


Arg 


Leu 


1 le 


Lys 


Val 


Me 


Leu 


Asp 


Glu 


Leu Lys 


Cys 


Ser 


Trp 


Arg 










85 










90 








95 




Glu 


Pro 


Pro 


Ala 


Glu 


Leu 


Ser 


Leu 


Ser 


His 


Lys Asn 


Asn 


Gin 


Lys 


Leu 








100 










105 








110 






Arg 


Lys 


Arg 


Leu 


Glu 


Ala 


Tyr 


Val 


Leu 


Leu 


Ser Ser 


Glu 


Gin 


Leu 


Phe 
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1 1 






120 




1 9f\ 
1 ZD 




Lgu 


Arg 1 yr Leu n 1 s 


Leu 


Leu 


Val Thr 


Met 


Cai' Pr"/\ 

oer 1 nr rro 


-Afflr 1 \f i 

Arg u 1 y va 1 








1 oO 






1 AH 




rne 


1 nr u 1 u oer a i a 


1 nr 


Leu 


Thr Arg Leu 


A 1 0 A 1 0 Cak* 

A 1 a A 1 a oer 


1 Ai I A 1 0 A 

Leu A 1 a Arg 


1 A^, 
1 'tO 




1 f^n 








1 


1 ou 


Asp 


oys I nr Leu rne 


Leu 


1 nr 


Ser Pro 


Asn 


va 1 1 yr Arg 


f2 1 \t 1 Al t 1 At t 

13 1 y Leu Leu 




1 fit; 








170 




1 iO 


A 1 o 

A 1 a 


ASp rne uin Aia 


Leu 


Leu 


Arg Ala 


Glu 


1 r\ ' A 1 0 Qa^ 

u 1 n A 1 a oer 


13 ly Asp va 1 




1 pn 

1 uU 






185 






1 on 
1 


Asp 


Lys Leu n 1 s rro 


Val 


Cys 


Pro Ala 


Gly 


1 nr rne Lys 


Leu oys rro 










200 




zuo 




1 1 A 

1 1 e 


rrO 1 rp r ro n 1 S 


Ser 


Thr 


Gly Phe Ala 


u 1 n va 1 u 1 n 


^^^^^^ A 

uys oer Asn 




91 n 




215 






99n 

ZZVl 




Leu 


Asn Leu Asn lyr 


Leu 


1 le 


Gin Leu 


Ser 


A ^}b^#^ L3 

Arg rro rro 


/2 1 1 1 DL^<^ 1 All 

u 1 u rne Leu 






230 








ZoO 


9 An 
z^u 


Asn 


13 1 u rro u 1 y Arg 


Met Asp 


Pro Val 


Lys 


v2 III 1 ^%l I 1 

13 1 u Leu Lys 


1 1 A D»^A 

oer 1 1 e rro 












250 




zoo 


Arg 


Leu Lys Arg Lys 


Lys 


Pro 


Phe His 


Trp 


Leu rro oer 


lie 13 1 y Lys 




9cn 






265 






97n 
z /u 


Lys 


A III II A 

Arg u 1 u lie Asp 


1 le 


Ser 


Ser Ser 


Gin 


Me L va 1 oer 


1 Al 1 Oa^ 

Leu rro oer 




97R 






280 




OUR 
ZoO 




Tyr 


rro va 1 A 1 a rro 


Thr 


Ser 


Arg Ala 


Ser 


rro oer rro 


Dk\A f^XfA 

rne oys rro 




9Qn 




295 










1 1 1 
u 1 u 


Leu Arg Arg u 1 y 


Gin 


Ser 


Met Pro 


Ser 


Leu Arg 13 1 u 


u 1 y 1 rp Arg 


OUD 




310 








0 1 o 


'39n 

OZU 


Leu 


A 1 ^ A III 1 1 

A 1 a Asp u 1 u Leu 


Gly 


Leu 


Pro Pro 


Leu 


rro oer Arg 


rro Leu inr 




oZD 








330 




ooO 


rro 


Leu Va 1 Leu A 1 a 


Thr 


Glu 


Ser Lys Pro 


13 1 u Leu 1 nr 


I \t 1 Ai ■ 1 1 A 

u 1 y Leu 1 1 e 










345 






OOU 


va 1 


A 1 A ^2 III A ^ 1 1 

A 1 a u 1 u Asp Leu 


Lys Gin 


Leu 1 1 e 


Lys 


Lys ffiex Lys 


1 Al 1 /^lll /2I%# 

Leu i3 1 u 13 1 y 










360 




'Jfit; 
ouO 




1 nr 


Arg 1 yr rro rro 


Leu Asp 


Ser Gly 


Leu 


rro rro Leu 


1 Al 1 /2 1 \iA 1 

Leu i3 1 y va 1 




0 /u 




375 






ion 




Wo 1 
va 1 


1 nr Arg n 1 s rro 


Ala 


Ala 


Gly His 


Arg 


Leu i3 1 u (3 1 u 


1 ^% i i f2 111 1 % # 

Leu (3 1 u Lys 






390 










Ann 

*rUU 


ifiex 


1 All Av*<v Af^n 1 All 

Leu Arg Asn Leu 


Gin 


Glu 


Glu Glu 


Ala 


oer 13 1 y 13 1 n 


1 rp Asp rro 












410 




H 1 0 


u 1 n 


rro rro Lys oer 


Phe 


Pro 


Leu His 


Pro 


u 1 n rro va 1 


Tki»- 1 1 A Thr- 

1 nr lie i nr 










425 






A'ln 


Leu 


Lys Leu Arg Asn 


Glu 


Val 


Val Val 


Gin 


Ala Ala Ala 


Val Arg Val 




435 






440 




445 




Ser 


Asp Arg Asn Phe 


Leu Asp 


Ser Phe 


His 


1 le Glu Gly 


Ala Gly Ala 




450 




455 






460 




Leu 


Tyr Asn His Leu 


Ala Gly 


Glu Leu 


Asp 


Pro Lys Ala 


Me Glu Lys 


465 




470 








475 


480 


Met 


Asp 1 1 e Asp Asn 


Phe 


Val 


Gly Ser 


Thr 


Thr Arg Glu 


Val Tyr Lys 




485 








490 




495 


Glu 


Leu Met Ser His 


Val 


Ser 


Ser Asp 


His 


Leu His Phe 


Asp Gin Gly 
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out! 


505 


510 


rrO Leu Va 1 


u 1 u rro A 1 a 


Ala Asp Lys Asp Trp 


Ser Thr Phe Leu Ser 


O 1 o 




520 


525 


oer Ala rne 


Leu Arg u 1 n 


Glu Lys Gin Pro Gin 


Me Me Asn Pro G 1 u 


DoU 




535 


540 


Leu va 1 u 1 y 


Leu lyr oer 


Gin Arg Ala Asn Thr Leu Gin Ser Asn Thr 






555 


560 


Lys Lys wiex 


rro oer Leu 


Pro Ser Leu Gin Ala Thr Lys Ser Trp Glu 




ooo 


570 


575 


Lys 1 rp oer 


Asn Lys Ala 


Ser Leu Met Asn Ser Trp Lys Thr Thr Leu 




OoU 


585 


590 


oer va 1 Asp 


Asp Tyr Phe 


Lys Tyr Leu Thr Asn 


His Glu Thr Asp Phe 






600 


605 


Leu nis va 1 


1 1 e rne u 1 n 


Met His Glu Glu Glu 


Val Pro Val Glu 1 le 


O 1 u 




615 


620 


va 1 Aia rrO 


A 1 ^% A 111 

A 1 a Arg u 1 u 


Ser Leu Glu II e G 1 n 


His Pro Pro Pro Leu 






635 


640 


Leu u 1 u Asp 


/2 1 1 1 /2 1 1 1 

u I u u 1 u rro 


Asp Phe Val Pro Gly 


Glu Trp Asp Trp Asn 






650 


655 


1 nr va i Leu 


/2lii Ulift A»»/y 

u 1 u n 1 s Arg 


Leu Gly Ala Gly Lys 


Thr Pro His Leu Gly 




OOU 


665 


670 


All! Dk^M LI ■ A 

u 1 u rro n 1 s 


Lys 1 1 e Leu 


Ser Leu Gin Lys His 


Leu Glu Gin Leu Trp 


ft"7K 

D /o 




680 


685 


oer va i Leu 


u 1 u va 1 rro 


Asp Lys Asp Gin Val 


Asp Met Thr 1 le Lys 






695 


700 


lyr oer oer 


Lys A 1 a Arg 


Leu Arg Gin Leu Pro 


Ser Leu Val Asn Ala 


/UO 


/lU 


715 


720 


1 rp u 1 u Arg 


A 1 a Leu Lys 


Pro Me Gin Leu Arg Glu Ala Leu Leu A 1 a 




/ZO 


730 


735 


A AT A Ill 

Arg Arg u 1 u 


1 rp rne u i u 


Gly Gin Ala Ser Asn Pro Asn Arg Phe Phe 






745 


750 


Lys Lys 1 nr 


Asn Leu oer 


Ser Ser His Phe Leu Glu Glu Asn Gin Val 






760 


765 


Arg oer n i s 


Leu n 1 s Arg 


Lys Leu Asn Leu Met 


Glu Ser Ser Leu Val 


Tin 
//O 




775 


780 


Ser Leu Leu 


Glu Glu 1 le 


Glu Leu 1 le Phe Gly 


Glu Pro Val 1 le Phe 


785 


790 


795 


800 


Lys Gly Arg 


Pro Tyr Leu 


Asp Lys Met Lys Ser Asp Lys Val Glu Met 




805 


810 


815 


Leu Tyr Trp 


Leu Gin Gin 


Gin Arg Arg Val Arg His Leu Val Ser Ala 




820 


825 


830 


Leu Arg Asp 


Pro His Gin 


Ser Thr Leu Phe Arg Ser Ser Ala Ala Ser 


835 




840 


845 


Leu 









<210> 12105 
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<211> 3689 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (169).. (3687) 
<400> 12105 

actccctccc cgcggggcgc gcagctcgcg ggtctttgga caccaccggt cotgagtccg 60 
cggaotgoca ttttcattaa gaactgccac ttagaggtac caaaataaag ggtatttgct 120 
acctttaata cttgccagtt oaggttggag gcacaggcag cagoaagaat ggaaagaaat 180 
gttcttacaa cattttcaca ggaaatgtcc cagttaattt tgaatgaaat gccaaaagct 240 
gaatattcca gtttattcaa tgattttgtt gaatctgaat tttttttgat tgatggggat 300 
tcattactta tcacatgtat ctgtgagata tcatttaagc ctgggcagaa cctccatttc 360 
ttctatctgg ttgaacgcta tcttgtggat ottattagca aaggaggaoa attcaccata 420 
gttttcttca aggatgccga gtatgcgtat ttcaacttcc ctgaacttct ttctttgaga 480 
actgctttaa tccttcatct tcagaagaat accaccattg atgttcgaac aacattttcg 540 
agatgcttat caaaagagtg gggaagtttc ttggaagaga gttacccata tttcctgata 600 
gttgcagacg aaggcctgaa cgatctacaa acacagcttt tcaacttttt aatcattcat 660 
tcttgggcaa ggaaggtoaa cgttgtactt toctcagggc aagaatctga tgttctttgc 720 
ctttatgcat accttcttcc aagcatgtac agacaccaga ttttttcctg gaagaataag 780 
cagaacatta aagatgotta tacaaccctg cttaaccagt tggaaagatt taagctttca 840 
gcattagcac ctctttttgg aagtttaaaa tggaataata ttacggaaga ggcacacaag 900 
actgtatctc tgcttacaca agtctggcca gaaggatctg acattcggcg tgtcttttgt 960 
gttacttcat gctcattatc tttgagaatg taccatcgct ttttaggaaa cagagagccc 1020 
tcctctggtc aggaaactga gatccaacag gtgaacagta attgcttaac cctgcaggag 1080 
atggaagatt tgtgtaaact goattgtoto actgtggttt ttotaotcca totgcctctt 1140 
tctoaaagag cttgtgctag agtcatcact tcccattggg ctgaggacat gaagccttta 1200 
ttacaaatga aaaagtggtg tgaatatttc atcttaagaa atatacatac ttttgaattt 1260 
tggaatotga atttaattca cctttctgao ttaaatgatg agottttgtt gaagaatatt 1 320 
gctttttact atgaaaatga aaatgtaaaa ggcctaoatt tgaatttggg agataccatt 1380 
atgaaagatt atgaatatot otggaatacc atatcaaagt tggtoagaga ctttgaggtt 1440 
ggacagocat ttoctctgag aacaacaaaa gtttgttttc ttgaaaagaa accatcacca 1500 
atcaaagaca gctccaatga aatggtgccc aatttgggtt ttattccaac gtcatctttt 1560 
gtggttgata aatttgctgg agatattttg aaagatttgo cttttctaaa gagtgatgat 1620 
cctattgtta cttcactggt taaacaaaag gaatttgatg aacttgtgca ctggcattct 1680 
oataaaoocc tgagtgatga ttatgacagg tccaggtgtc agtttgatga aaaatotaga 1740 
gaccctcgtg ttcttagatc tgtgcaaaag tatcatgttt tccaacggtt ttatgggaat 1800 
toattagaaa cagtctottc gaaaatoatc gtgaotcaaa otattaagto aaagaaggat 1860 
tttagtgggc ccaagagcaa aaaggcacac gagaccaagg ctgaaataat tgctagagag 1920 
aataagaaaa ggttatttgc cagggaagaa caaaaggaag agcaaaagtg gaatgctttg 1980 
tcattttota ttgaagagoa attgaaagaa aatttaoact ctggaataaa gagcctggaa 2040 
gattttttga aatcctgtaa aagtagctgt gtgaaacttc aggttgaaat ggtggggtta 2100 
aotgcttgct tgaaagoctg gaaagaacat tgoogaagtg aagaaggtaa aaccacgaaa 2160 
gatttaagta tagctgttca ggtgatgaaa aggatccact ccttgatgga aaaatactca 2220 
gaaottttao aagaagatga tcggcaacto atagccagat gccttaagta tttaggattt 2280 
gatgagttgg caagttcttt acatccagcc caggatgcag aaaatgatgt aaaagtgaag 2340 
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aaaaggaata aatattcagt tggcattggg 
cattatttga tacgagatga gagaaaagac 
gacacatggc agcgagagct ccttgatgtt 
gccccaacgt cctcaggcaa aacctatgcc 
gagagcgacg acggggtggt cgtgtacgtt 
gcagcaactg ttcagaatcg ttttacgaaa 
gttttcacca gggagtatcg tcatgatgcc 
gcctgctttg aaattctgct gcttgctcct 
tatgttatat ttgatgaggt tcattgtctt 
catctccttg tcatgatccg atgtcccttt 
gaacatctca ccgagtggct acaatcggta 
attgaaaata ataccgcttc taaaagacat 
tacttgcaag taaaacaatc gtataaagtt 
gatctagaga agcatgtatg ttcaataaaa 
ccatgtgctg cactaacaac agatcatatt 
ctttcacctc gagaaagcat ccagctgtat 
cctcgggccc aggaactgtg cccagaaaac 
aaaaagatgg atgctaggaa atatgaagag 
aaaaatggca acgtagagca ggccagaatg 
ttgagtccag aaaacatgat caccatgttt 
gagaagttac ctgcactatt ttttttattc 
agtgtgagca ctttcctaaa gaaaaagcag 
gaagcccatg tcatggctaa caaacttcg 



ccagctcggt tccaactgca atacatgggc 2400 
ccagatccca gggtccagga ttttattccc 2460 
gtggataaga atgagtcagc agtgattgtt 2520 
tcctactact gtatggagaa agtgctgaag 2580 
gcacccacaa aggcccttgt taatcaagtg 2640 
aatctgccaa gtggtgaagt tctctgtggt 2700 
ttaaactgtc aggtacttat tacagtgcct 2760 
catcgccaaa actgggtgaa aaagatcaga 2820 
ggtggagaaa ttggagcaga aatctgggaa 2880 
ttggctcttt cagctaccat aagtaatcct 2940 
aaatggtact ggaaacaaga agacaaaata 3000 
gtgggtcgtc aggccggctt tcccaaagac 3060 
agacttgtgc tctatggaga gaggtataat 3120 
catggtgaca ttcattttga tcattttcac 3180 
gaaaggtatg gattccctcc tgatcttacc 3240 
gatgccatgt ttcaaatttg gaaaagttgg 3300 
ttcattcatt ttaacaataa attagtcatt 3360 
agtctaaagg cagaattaac aagttggatt 3420 
gtacttcaga atcttagtcc tgaagcagat 3480 
ccacttctag ttgaaaaact aaggaaaatg 3540 
aagttaggag ctgtagaaaa cgcagctgaa 3600 
gagacaaaaa ggcctcccaa agctgataaa 3660 

3689 



<210> 12106 
<211> 1173 
<212> PRT 

<213> Homo sapiens 



<400> 12106 



Met 


Glu 


Arg Asn 


Val 


Leu 


Thr 


Thr Phe Ser Gin Glu Met Ser Gin Leu 


1 






5 






10 15 


1 le 


Leu 


Asn Glu 


Met 


Pro 


Lys 


Ala Glu Tyr Ser Ser Leu Phe Asn Asp 






20 








25 30 


Phe 


Val 


Glu Ser 


Glu 


Phe 


Phe 


Leu 1 1 e Asp G 1 y Asp Ser Leu Leu 1 1 e 






35 








40 45 


Thr 


Cys 


1 1 e Cys 


Glu 


1 le 


Ser 


Phe Lys Pro Gly Gin Asn Leu His Phe 




50 








55 


60 


Phe 


Tyr 


Leu Val 


Glu 


Arg 


Tyr 


Leu Va 1 Asp Leu 1 1 e Ser Lys Gly Gly 


65 








70 




75 80 


Gin 


Phe 


Thr lie 


Val 


Phe 


Phe 


Lys Asp Ala Glu Tyr Ala Tyr Phe Asn 








85 






90 95 


Phe 


Pro 


Glu Leu 


Leu 


Ser 


Leu 


Arg Thr A 1 a Leu 1 1 e Leu H i s Leu G 1 n 






100 








105 110 


Lys 


Asn 


Thr Thr 


1 le 


Asp 


Val 


Arg Thr Thr Phe Ser Arg Cys Leu Ser 






115 








120 125 


Lys 


Glu 


Trp Gly 


Ser 


Phe 


Leu 


Glu Glu Ser Tyr Pro Tyr Phe Leu 1 1 e 
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130 135 
Val Ala Asp Glu Gly Leu Asn Asp Leu 
145 150 
Leu Me Me His Ser Trp A I a Arg Lys 
165 

Gly Gin Glu Ser Asp Val Leu Cys Leu 
180 185 
Met Tyr Arg His Gin Me Phe Ser Trp 

195 200 
Asp Ala Tyr Thr Thr Leu Leu Asn Gin 

210 215 
Ala Leu Ala Pro Leu Phe Gly Ser Leu 
225 230 
Glu Ala His Lys Thr Val Ser Leu Leu 
245 

Ser Asp 1 1 e Arg Arg Va I Phe Cys Va I 
260 265 
Arg Met Tyr His Arg Phe Leu Gly Asn 

275 280 
G I u Thr Glu Me Gin Gin Val Asn Ser 

290 295 
Met Glu Asp Leu Cys Lys Leu His Cys 
305 310 
His Leu Pro Leu Ser Gin Arg Ala Cys 
325 

Trp Ala Glu Asp Met Lys Pro Leu Leu 
340 345 
Tyr Phe 1 1 e Leu Arg Asn Me His Thr 

355 360 
Leu Me His Leu Ser Asp Leu Asn Asp 

370 375 
Ala Phe Tyr Tyr Glu Asn Glu Asn Val 
385 390 
G I y Asp Thr Me Met Lys Asp Tyr G I u 
405 

Lys Leu Val Arg Asp Phe Glu Val Gly 
420 425 
Thr Lys Val Cys Phe Leu Glu Lys Lys 

435 440 
Ser Asn Glu Met Val Pro Asn Leu Gly 

450 455 
Val Val Asp Lys Phe Ala Gly Asp Me 
465 470 
Lys Ser Asp Asp Pro Me Val Thr Ser 
485 

Asp Glu Leu Val His Trp His Ser His 
500 505 
Asp Arg Ser Arg Cys Gin Phe Asp Glu 



140 

Gin Thr Gin Leu Phe Asn Phe 
155 160 
Val Asn Val Val Leu Ser Ser 
170 175 
Tyr Ala Tyr Leu Leu Pro Ser 
190 

Lys Asn Lys G I n Asn 1 1 e Lys 
205 

Leu Glu Arg Phe Lys Leu Ser 
220 

Lys Trp Asn Asn I I e Thr G I u 
235 240 
Thr Gin Val Trp Pro Glu Gly 
250 255 
Thr Ser Cys Ser Leu Ser Leu 
270 

Arg Glu Pro Ser Ser Gly Gin 
285 

Asn Cys Leu Thr Leu Gin Glu 
300 

Leu Thr Val Val Phe Leu Leu 
315 320 
Ala Arg Val I le Thr Ser His 
330 335 
Gin Met Lys Lys Trp Cys Glu 
350 

Phe Glu Phe Trp Asn Leu Asn 
365 

Glu Leu Leu Leu Lys Asn Me 
380 

Lys Gly Leu His Leu Asn Leu 
395 400 
Tyr Leu Trp Asn Thr I le Ser 
410 415 
Gin Pro Phe Pro Leu Arg Thr 
430 

Pro Ser Pro I le Lys Asp Ser 
445 

Phe 1 1 e Pro Thr Ser Ser Phe 
460 

Leu Lys Asp Leu Pro Phe Leu 
475 480 
Leu Val Lys Gin Lys Glu Phe 
490 495 
Lys Pro Leu Ser Asp Asp Tyr 
510 

Lys Ser Arg Asp Pro Arg Val 
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u I O 


R90 








Leu Mlg ocr Va 1 


rS 1 n 1 VQ Tvr H i q 1 
uiri Lyo 1 yr nio va i 


rrie uiii nr g rne 


Tyr Gly Asn 






RAO 






otjr Lcu ulu inr 


Va 1 oer oer Lys i i e 


110 \fi\\ Thr n 1 n 
lie Val inr uin 


Thr 
1 r ir 


1 1 0 1 wo 

1 1 c Lyo 


OHO 


R^O 






S60 


Qoi^ Aon 

utsr i_ys i_ys Asp 


Php ^Ar* niv Prri 1 uc 
riie oer uiy rru Lys 


Q0V 1 \#o 1 uo Alo 

oer Lys Lys a i a 


Hi 


Hlij Thr 
vi 1 u 1 1 ir 






^70 




RIR 


1 vro A 1 o n 1 1 1 1 1 o 
l~yS Ala u 1 U 116 


llo Alo Ar*or ^lii Aon 

lie Ala Ar g u 1 u Asn 


i\/o l\/o Ar'cr I011 

Lys Lys Arg Leu 


PhA 
rne 


Alo A r cr 
A 1 a Arg 


DO\J 






RQO 




ntii /^lii ^In l\/o 
u 1 U u 1 U u 1 n Lys 


niii f^lii ^In 1 uc Tr'n 
u 1 U u 1 U u 1 n Lys 1 r p 


Aon Alo 1 011 Q0r- 

Asn Ala Leu oer 


r r ic 


oer 1 1 c 




fiOO 








1 II 1 1 1 n 1 n 1 01 1 


luo ^lii Aon 1 01 1 kl I o 

Lys u 1 u Aoii Leu n i s 


Qak" 1 I0 1 \/o 

oer u 1 y 1 1 e Lys 


Ser 


Leu Glu 


o 1 yj 


O 1 \J 








Aon Dk^A 1 1 1 \/o 

Asp rne l6U Lys 


CoK* P\/o 1 \#o Cai^ Car" 

oer oys Lys oer oer 


/^\#0 UO 1 1 \/0 1 01 1 

uys Va 1 Lys Leu 


Gin 


Val Glu 




oou 


QOO 




640 


Moi- X/o 1 n 1 \/ 1 Ai 1 

me L Va 1 u 1 y ueu 


Tk^f Alo f^\r^ 1 01 1 1 \/o 

1 nr A i a oys Leu Lys 


Alo Tr*n 1 \/o /2 1 1 1 

Ala 1 rp Lys u 1 U 


His 


Cys Arg 






dRH 




655 


oer u 1 u u 1 u u 1 y 


1 \/o TTk^i'" Tkir" 1 \#o Aon 

Lys 1 nr i nr Lys Asp 


1 01 1 Q0i^ 1 1 0 Alo 

Leu oer 1 1 e a 1 a 


Val 


Gin Val 








670 




I I/O A^or 1 1 A 

me L Lys Ar g i i e 


Hie Cor- 1 011 M0+ ^lii 

nis oer Leu mex uiu 


1 \/o T\/K* Q0r- /3 1 1 ■ 

Lys 1 yr oer u 1 u 


Leu 


Leu Gin 




oou 


uoo 






^lii Aon Aon Afflr 
u 1 U ASp ASp Arg 


^In loii II0 Alo Aktt 

u 1 n Leu lie a 1 a Arg 


0\#0 1 01 1 1 \/0 T\f 

v/ys Leu Lys 1 yr 


Leu Gly Phe 






7no 






Aon l^lii Iaii AIo 
ASP u 1 U Leu A 1 a 


CoK" Cor* 1 01 1 l-l i 0 Pr-n 

oer oer Leu n 1 s rro 


Alo ^In Aon Alo 
Ala u 1 n ASp A 1 a 


Glu Asn Asp 


/uo 


710 


71 R 
/ 1 0 




720 


\/o 1 1 \/o V/o 1 1 \/o 

Vai i_ys Va 1 Lys 


1 \/o Ai^cr Aon 1 %#o T\/ 

Lys Arg ASM Lys 1 yr 


C0r- \/o 1 (^\\t 1 1 0 

oer Val uiy 1 le 


Gly Pro Ala 




1 £.0 


7*^0 




735 


Afcr Dk^A ^ 1 n 1 ai i 

Arg rne u i n Leu 


(\\r\ T\/r- M0-I- l-l i c 

u 1 n 1 yr iviex u i y n i s 


T\#^ 1 01 1 1 1 0 AK*fy 

1 yr Leu 1 1 e Arg 


Asp Glu Arg 




i HO 




750 




1 \/o Aon Pi^n Aon 

Lys Asp rro Asp 


A^flT \/o 1 ^ In Aon 

rro Arg va 1 u 1 n Asp 


Ph0 1 I0 Pi^n Aon 

rne 1 1 e rro Asp 


Thr Trp Gin 




7fiO 
/ ou 


/ QO 






ii.i^tr ^lii loii laii 
Ar g U 1 U LcU Leu 


Aon \/o 1 \/o 1 Aon 1 \/o 
ASp Va 1 Val ASp LyS 


Aon /^lii ^01^ Alo 

Asn 13 1 u oer a i a 


Val 


1 le Val 


770 


77R 


7ftO 






A 1 21 Pr*n Tkir* Cok* 
Ala rrU liir oer 


oer u 1 y Lys 1 nr 1 yr 


Alo ^0^* T\/r- Twr- 

Ala oer 1 yr lyr 


Cys Met Glu 


7ft'^ 
/ oo 


7Q0 


IQR 




800 


1 %#o \/o 1 1 Ol 1 1 v/o 

Lys Va 1 Leu Lys 


1 1 1 Qak" Aon Aon fX\\t 

u 1 u oer Asp Asp u 1 y 


\/o 1 \/o 1 \/o 1 Tv/r 

va 1 va 1 va 1 1 yr 


Val 


Ala Pro 




RO^ 


ft10 
0 1 v/ 




815 


Thir* 1 A 1 £1 1 Ai 1 
1 rii Lyo f \ \ a Leu 


MskX Acn rSIn X/fil AI9 
Val ASn u 1 n Val Ala 


A 1 9 Thr H 1 n 
Ala inr Val uin 


Asn Arg Phe 


870 






830 




Thr Lys Asn Leu 


Pro Ser Gly Glu Val 


Leu Cys Gly Val 


Phe Thr Arg 


835 


840 


845 






Glu Tyr Arg His 


Asp Ala Leu Asn Cys 


Gin Val Leu 1 le 


Thr 


Val Pro 


850 


855 


860 






Ala Cys Phe Glu 


1 le Leu Leu Leu Ala 


Pro His Arg Gin 


Asn Trp Val 


865 


870 


875 




880 


Lys Lys 1 1 e Arg 


Tyr Va 1 1 1 e Phe Asp 


Glu Val His Cys 


Leu Gly Gly 




885 


890 




895 


Glu 1 le Gly Ala 


Glu 1 le Trp Glu His 


Leu Leu Val Met 


1 le Arg Cys 
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900 



905 



910 



Pro Phe Leu Ala Leu Ser Ala Thr Me Ser Asn Pro Glu His Leu Thr 

915 920 925 

Glu Trp Leu 61 n Ser Val Lys Trp Tyr Trp Lys Gin Glu Asp Lys Me 

930 935 940 

Me Glu Asn Asn Thr Ala Ser Lys Arg His Val Gly Arg Gin Ala Gly 
945 950 955 960 

Phe Pro Lys Asp Tyr Leu Gin Val Lys Gin Ser Tyr Lys Val Arg Leu 

965 970 975 

Val Leu Tyr Gly Glu Arg Tyr Asn Asp Leu Glu Lys His Val Cys Ser 

980 985 990 

I le Lys His Gly Asp I le His Phe Asp His Phe His Pro Cys Ala Ala 

995 1000 1005 

Leu Thr Thr Asp His 1 1 e G I u Arg Tyr G I y Phe Pro Pro Asp Leu Thr 

1010 1015 1020 

Leu Ser Pro Arg G I u Ser Me Gin Leu Tyr Asp A I a Met Phe Gin Me 
1025 1030 1035 1040 

Trp Lys Ser Trp Pro Arg Ala Gin Glu Leu Cys Pro G I u Asn Phe 1 1 e 

1045 1050 1055 

His Phe Asn Asn Lys Leu Val Me Lys Lys Met Asp Ala Arg Lys Tyr 

1060 1065 1070 

Glu Glu Ser Leu Lys Ala Glu Leu Thr Ser Trp Me Lys Asn Gly Asn 

1075 1080 1085 

Val Glu Gin Ala Arg Met Val Leu Gin Asn Leu Ser Pro Glu Ala Asp 

1090 1095 11G0 

Leu Ser Pro Glu Asn Met 1 1 e Thr Met Phe Pro Leu Leu Va I Glu Lys 
1105 1110 1115 1120 

Leu Arg Lys Met Glu Lys Leu Pro Ala Leu Phe Phe Leu Phe Lys Leu 

1125 1130 1135 

Gly Ala Val Glu Asn Ala Ala Glu Ser Val Ser Thr Phe Leu Lys Lys 

1140 1145 1150 

Lys Gin Glu Thr Lys Arg Pro Pro Lys Ala Asp Lys Glu Ala His Val 

1155 1160 1165 

Met Ala Asn Lys Leu 
1170 



<210> 12107 
<211> 2543 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (184). . (831) 



<400> 12107 

gaggcgggca aggcgggcgc cgaggtttgc aaaggctcgc agcggccaga aacccggctc 60 
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cgagcggcgg cggcccggct tccgctgccc 
cagctccgaa tcctgatcca ggcgggggcc 
aagatgagct tcctcttcag cagccgctct 
cctgaaggat ctcatcagta tgaactctta 
aatctgagac aagctgttat gttgcctgag 
aacactgtgg atttctttaa ccagatcaac 
actgaagcaa gctgtccagt catgtctgca 
ggtactaata ttaaaaagcc aatcaaatgt 
acttgggttc aagatcagct tgatgatgaa 
tttcccaaaa actttatgtc tgtggcaaag 
gcccatattt atcaccagca ctttgattct 
aacacctcct ttaagcactt tattttcttt 
gagctggcac ctcttcaaga attaatagag 
cttctagaac acagttaccc ccttgcttca 
gttatagact agtgatacaa actttaagaa 
tctactgata aaattatccc aaaggtaggt 
ggacacagcc aaatcttaag tactgtgtga 
tggttgtaat atgtgatggt taacctgtag 
atttactcag tcatttcttt acaagaaaat 
ggacattaag aatttccatc aataatttat 
acacaatcag attggtttta ttcttttatt 
cttgagattt agaacatctg tgtcacttca 
agtgttttta tagataagat acgtctattt 
tcatatgacg tgtgggtggg agcaaccaaa 
ctttatttga gattgttttc atatctatct 
attttttaat gtcttctaag gatggtcttc 
atagtagctt ttggctgaga aaaggaatcc 
actattttta ttatttcatt atttttcaga 
gaaaatactc agagtacttg attattttat 
tttattgtct cttgagcctt agttaagagt 
aaggataaaa cttaaggaaa accacaataa 
gataaagttt tggtgtgcta cctattcttg 
aaacaaaatg ggagaaataa gttttaaaaa 
gactgagctt ccacttgggt tttatcttgt 
tcctctattt ctattgggat ataaaagcct 
tatttgattc ctaggattta gtaaactcta 
caagtattat actggaagac ttgccaaact 
gtggttcaga gctgtgattt ttgcaaagta 
aggttagatt tgatgttttt tttttagatt 
aaataattac ttagaaactc cattttaaat 
cagaatttta aagaaaacat ttcatctgat 
taaagtgtgg gacagtcatt att 



gtgagctaag gacggtccgc tccctctagc 1 20 
aggggcccct cgcctcccct ctgaggaccg 180 
tctaaaacat tcaaaccaaa gaagaatatc 240 
aaacatgcag aagcaactct aggaagtggg 300 
ggagaggatc tcaatgaatg gattgctgtg 360 
atgttatatg gaactattac agaattctgc 420 
ggtccgagat atgaatatca ctgggcagat 480 
tctgcaccaa aatacattga ctatttgatg 540 
actctttttc cttctaagat tggtgtccca 600 
actattctaa agcgtctgtt cagggtttat 660 
gtgatgcagc tgcaagaggg ggcccacctc 720 
gttcaggagt ttaatctgat tgataggcgt 780 
aaacttggat caaaagacag ataaatgttt 840 
tctattgcta gaactatctc attgctatct 900 
aacaggataa aaagataccc attgcctgtg 960 
tggtgtgata gtttccgagt aagaccttaa 1020 
ccactcttgt tgttatcaca tagtcatact 1080 
cttataaatt tacttattat tcttttactc 1140 
gattgaatct gttttaggtg acagcacaat 1 200 
gaataagttt ccagaacaaa tttcctaata 1260 
ttacgaataa aaaatgtatt tttcagtatc 1320 
gataacattt tagtttcaag tttgtatggt 1380 
tttcaaaatt catgattgca gtttaaatca 1440 
gttattttta cagggacttt attttttgat 1500 
aaattattag gagtgtgtgt atcagaagta 1560 
caggctttta aactgaaaag cttaattcag 1620 
aaaatattaa taaatttaga tctcaaaacc 1680 
ggccttaaaa ttctggataa gagaatggag 1740 
ttccttttat taaaaaatta cttctatgtt 1800 
agtgtagaaa tgcatgaact tcatcctaat 1860 
accatgaagg tgtacacatc ctataacaca 1920 
agagagtgag tgagtgtatg tgtttaaagg 1980 
aatcctcatt ttgttaatat tcaaaagatg 2040 
tttaattgtt tttgtatcaa aacttgaaat 2100 
tccccttcag tgaagaaaac atttattttt 2160 
gctgtctatt taaaatgtac tgaggcacaa 2220 
ggcaaagctt taagttcatc agcattctat 2280 
ttttaccaac ctcctcgatg gctttgataa 2340 
tatttttctt actccactaa actataaaga 2400 
aatcatttcc tagaaattct taaatatata 2460 
ttagttagca tccacatatc attgaggaat 2520 

2543 



<210> 12108 
<211> 216 
<212> PRT 

<213> Homo sapiens 
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<400> 12108 





Ocr 


r 1 Ic 


1 01 1 

[-6U 


PHa Q^r* ^Ar* 




1 
1 












Lys 


Aon 
noil 


1 1 6 


1 1 O 


A 1 11 1 1/ Cor* 
13 1 U 13 1 y OCf 


n 1 o 








£J\3 






n 1 II 

u 1 U 


A 1 9 


Thr- 
1 nr 


I-6U 


13 1 y oci 13 1 y 


Aon 

nsn 














u 1 U 


u 1 y 


r* 1 11 


Aon 
nop 


1 oil Aon /^lii 
I-6U noM 13 1 U 


Trn 

1 rp 










oo 




1 1 ic 


Aon 


a 1 n 


1 1 P 


Aon Mo't' 1 oi 1 
noil iTlcL LcU 


1 yr 














III 


A 1 21 

n 1 a 




V/ys 


Prn \/9 1 Moi- 












RR 




Trn 
1 rp 


A 1 a 


Aon 
nop 


u 1 y 


Tl^i^ Aon 1 1 O' 

1 nr noil 1 1 6 


1 wo 

Lys 








1 on 






Lys 


lyr 


1 1 6 


Asp 


1 yr LcU mex 


1 nr 






1 1 R 
1 1 \J 






1 £\j 


13 1 U 


1 nr 


Leu 


rrie 


Pro Ser Lys 


1 1 A 

1 1 e 




130 






135 




Met 


Ser 


Val 


Ala 


Lys Thr 1 le 


Leu 


145 








150 




His 


1 le 


Tyr 


His 


Gin His Phe 


Asp 










165 




Ala 


His 


Leu 


Asn 


Thr Ser Phe 


Lys 








180 






Phe 


Asn 


Leu 


1 le 


Asp Arg Arg 


Glu 






195 






200 


Glu 


Lys 


Leu 


Gly 


Ser Lys Asp 


Arg 




210 






215 





OCT Ocr 


Lys 


Thr Phe 


1 \f o 

Lys 


rro 


Lys 


10 








1 o 




13 1 n 1 yr 


Glu 


Leu Leu 


Lys 


H i o 

n 1 s 


A 1 o 

A 1 a 








'^O 






1 oi 1 A i^cr 

Leu Arg 


Gin 


Ala Val 


ine L 


Leu 


rro 






45 








1 1 O A 1 £t 

lie n 1 a 


Val 


Asn Thr 


va 1 


Asp 


Pho 

rne 






60 








C\ 1 \/ Thr 

u 1 y 1 nr 


1 le 


Thr Glu 


rne 


/^\#o 

uys 


1 nr 




75 








fiO 


n 1 a u 1 y 


Pro Arg Tyr 


n 1 1 1 
u 1 u 


lyr 


kl 1 o 

n 1 s 


QO 












Lys Pro 


1 le 


Lys Cys 


oer 


A 1 o 

A 1 a 


rro 


1 Uo 






no 






Trp Val 


Gin 


Asp Gin 


Leu 


Asp 


Asp 






125 








Gly Val 


Pro 


Phe Pro 


Lys 


Asn 


Phe 






140 








Lys Arg 


Leu 


Phe Arg 


Val 


Tyr 


Ala 




155 








160 


Ser Val 


Met 


Gin Leu 


Gin 


Glu 


Gly 


170 








175 




His Phe 


1 le 


Phe Phe 


Val 


Gin 


Glu 


185 






190 






Leu Ala 


Pro 


Leu Gin 


Glu 


Leu 


1 le 



205 



<210> 12109 
<211> 2235 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (296). . (1702) 



<400> 12109 

ctcgtagcga gcctagtggc gggtgtttgc 
gagtggggag caaagggagg acagagccct 
taagggcggg gcgtccggac gaotgtatct 
aggctgogag gaaaggoGcc taggotgggt 
cgctcgtcct ccccgggccc agaggcacct 
agcacctgac taogaagtgo tatccgogcg 



attgaaacgt gagogcgaco cgaccttaaa 60 
ttaaaacgag gcgggtggtg cctgcccctt 120 
gagCGccaga ctgocccgag tttotgtcgc 180 
ctgggtgctt ggcggcggcg gottcctccG 240 
cggcttcagt catgctgagc agagtatgga 300 
agaacagcta ttccacgaga ggatccgoga 360 
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gtgtattata tcaacacttc tgtttgcaac 
ccgcttcaag aagcctgctg agttcaccac 
gattgcgctc gagctgtgca cctttaccct 
gcccttctcc atcatcagca atgaggtgct 
gtggctcaac ggctccctca tccatggcct 
gtccctcatc ttcctcatgc cctttgcata 
ctccagaaag ggtgtcctgg gccgggtcta 
tctgctggtg ctaggtatgg tgtgggtggc 
cagagagtca ctctatgact tttgggagta 
cttccttggg gttctgctgc tcctggtgtg 
cgtcactggg aagctgctag tcaagccccg 
ctgctcagcc tttgaggagg cagccctgac 
gctgccttta gacatggagc tgctacacag 
cctgctggag aagaggcgga aggcttcagc 
tatgctgtgc ttgctggtgc tgacgggcct 
ggagctgctc atcgatgagg ctgccatgcc 
cctaatggtg tcctcagttg tgggcttcta 
cagatggcac gacactgcca tgacgcagat 
aagctcagca cttcctgtct tctctcgaac 
tgactttgga cgcttcaact ggctgggcaa 
ctttgcaggc ctcaccacac tctgtctggt 
gctgatccgg gcctttgggc tggacagact 
atctaggaag acccagcacc agtgacctcc 
ctgccatctg ctgcctaggc ctggagggaa 
aatctgagag ggtgggtggc agaggggagc 
ccagagtttg ggaccaggac ctcctgcttt 
tagggctggg tgactgggtc tagcccctga 
cactgctgtt ctgggccatc cccatagcca 
gggtaggggc agggaaagga ctgggccagg 
cctctggccc agcagagcct aagcactgtg 
agaccaaggg gatagggagg aggaggcttc 
ttgctttgtt ttttt 



actgtacatc ctctgccaca tcttcctgac 420 
agtggatgat gaagatgcca ccgtcaacaa 480 
ggcaattgcc ctgggtgctg tcctgctcct 540 
gctctccctg cctcggaact actacatcca 600 
ctggaacctt gtttttctct tctccaacct 660 
tttcttcact gagtctgagg gctttgctgg 720 
tgagacagtg gtgatgttga tgctcctcac 780 
atcagccatt gtggacaaga acaaggccaa 840 
ctatctcccc tacctctact catgcatctc 900 
tactccactg ggtctcgccc gcatgttctc 960 
gctgctggaa gacctggagg agcagctgta 1020 
ccgcaggatc tgtaatccta cttcctgctg 1080 
acaggtcctg gctctgcaga cacagagggt 1140 
ctggcaacgg aacctgggct accccctggc 1200 
gtctgtgctc attgtggcca tccacatcct 1260 
ccgaggcatg caggttgtac tcatctttta 1320 
tagctctcca ctcttccgga gcctgcggcc 1380 
aattgggaac tgtgtctgtc tcctggtcct 1440 
cctggggctc actcgctttg acctgctggg 1500 
tttctacatt gtgttcctct acaacgcagc 1560 
gaagaccttc actgcagctg tgcgggcaga 1620 
gccgctgccc gtctccggtt tcccccaggc 1680 
agctgggggt gggaaggaaa aaactggaca 1740 
gcccaaggct acttggacct caggacctgg 1800 
agagccatct gcactattgc ataatctgag 1860 
tccatactta actgtggcct cagcatgggg 1920 
tcccaaatct gtttacacat caatctgcct 1980 
tgtttacatg atttgatgtg caatagggtg 2040 
gcaggctcgg gagatagatt gtctcccttg 2100 
ctatcctgga ggggctttgg accacctgaa 2160 
agccatcagc aataaagttg atcccagggt 2220 

2235 



<210> 12110 
<211> 469 
<212> PRT 

<213> Homo sapiens 
<400> 12110 

Met Glu Ala Pro Asp Tyr Glu Val 

1 5 
His Glu Arg I I e Arg G I u Cys I I e 
20 

Leu Tyr 1 I e Leu Cys His Me Phe 
35 40 
Glu Phe Thr Thr Val Asp Asp Glu 
50 55 



Leu Ser Ala Arg Glu Gin Leu Phe 

10 15 
I le Ser Thr Leu Leu Phe Ala Thr 
25 30 
Leu Thr Arg Phe Lys Lys Pro Ala 
45 

Asp Ala Thr Val Asn Lys lie Ala 
60 



L6U 


Glu 


Leu 


oys 


DO 








Leu 


Leu 


Pro 


rne 


Arg 


Asn Tyr 


Tyr 








1 uu 


irp 


Asn 


Leu 


\/<i 1 
va 1 






115 




Pro 


Phe 


Ala 


Tyr 




130 






Lys 


Gly Val 


Leu 


1 *^o 








Leu 


Thr 


Leu 


Leu 


Asp 


Lys Asn 


Lys 








1 OA 

1 oU 


Tyr 


Leu 


Pro 


Tyr 






195 




Leu 


Leu 


Val 


oys 




210 






u 1 y 


Lys 


Leu 


Leu 


zzo 








Leu 


Tyr Cys 


oer 


Asn 


Pro 


Thr 


Ser 








zoU 


1 n 

u 1 n 


Val 


Leu 


A 1 a 






275 




Lys 


Ala 


Ser 


A 1 a 




290 






Cys 


Leu 


Leu 


va 1 










1 1 £%. 

\ 1 e 


Leu 


Glu 


Leu 


Val 


Val 


Leu 


1 le 










oer 


Ser 


Pro 


Leu 






355 




Met 


Thr 


Gin 


1 le 




370 






Ala 


Leu 


Pro 


Val 


385 








Leu 


Gly Asp 


Phe 


Phe 


Leu 


Tyr 


Asn 








420 


Lys 


Thr 


Phe 


Thr 






435 





1 nr 


rne 


1 nr 


Leu 




/u 






O A ^ 

oer 


1 1 e 


1 1 e 


oer 


OO 








1 1 A 
1 1 e 


(X 1 n 

u 1 n 


1 rp 


Leu 


Phe 


Leu 


Phe 


Ser 








1 9n 
1 zu 


rne 


rne 


1 nr 


^ 1 1 1 
u 1 u 






loo 




u 1 y 


Arg 


va 1 


Tyr 




1 OU 






va 1 


Leu 


u 1 y 


Meii 


1 OD 








A 1 a 


Asn 


Arg 


u 1 U 


Leu 


Tyr 


Ser 


Cys 








ZuU 


1 nr 


rro 


Leu 


u 1 y 






Z 1 o 




va 1 


Lys 


rro 


Arg 




ZoU 






A 1 4 

A 1 a 


rne 


U 1 U 


U 1 u 










Cys 


irp 


Leu 


rro 


Leu 


Gin 


Thr 


Gin 








ZoU 


Irp 


u 1 n 


Arg 


Asn 






Z^O 




Leu 


1 nr 


u 1 y 


Leu 




o lU 






Leu 


1 1 e 


Asp 


u 1 u 


OZD 








rne 


Tyr 


Leu 


Me L 


Phe 


Arg 


Ser 


Leu 








oOU 


1 le 


(a 1 y 


Asn 


Cys 






375 




Phe 


Ser 


Arg 


Thr 




390 






Gly 


Arg 


Phe 


Asn 


405 








Ala 


Ala 


Phe 


Ala 


Ala 


Ala 


Val 


Arg 








440 
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A 1 '% 

A 1 a 


1 1 e 


A 1 a Leu 






/o 


Asn 


^ 1 1 1 

U 1 u 


va 1 Leu 




on 




Asn 


u 1 y 


Ser Leu 


1 uo 






Asn 


Leu 


Ser Leu 


Ser 


Glu 


Gly Phe 








1 1 1 

U 1 u 


\ nr 


va 1 va 1 






\ DO 


va 1 


Irp 


\lr% 1 A 1 A 

va 1 Ala 




1 /U 




oer 


Leu 


lyr ASp 


1 Qf^ 
1 OO 






1 1 e 


Ca»' 

oer 


Phe Leu 


Leu 


Ala 


Arg Met 






zzu 


Leu 


Leu 


/2 1 I I A ^ A 

U 1 U ASp 






Zoo 


A 1 4 

A 1 a 


A 1 

A 1 a 


Leu Thr 




ZoU 




Leu 


Asp 


ifiex u 1 u 


Zoo 






Arg 


va 1 


Leu Leu 


Leu 


Gly 


Tyr Pro 






inn 
oUU 


oer 


va 1 


Leu 1 1 e 






O 1 o 


A 1 A 

A 1 a 


A 1 4 

A 1 a 


Ua-I- D»-a 

Met rro 




ooU 




va 1 


oer 


oer va i 


9>IK 






Arg 


rro 


Arg Trp 


Val 


Cys 


Leu Leu 






380 


Leu 


Gly 


Leu Thr 






395 


Trp 


Leu 


Gly Asn 




410 




Gly 


Leu 


Thr Thr 


425 






Ala 


Glu 


Leu 1 1 e 



Gly 


Ala 


Val 


Leu 








80 


Leu 


oer 


Leu 


Pro 






95 




1 1 e 


n 1 s 


Gly Leu 




110 
1 1 u 






1 1 e 


rne 


Leu 


Met 


1 0^ 

1 zo 








A 1 o 

A 1 a 


u 1 y 


Ser Arg 


Met 


Leu 


Met 


Leu 








160 


oer 


A 1 o 

A 1 a 


1 le 


Val 






175 




rne 


1 rp 


Glu 


Tyr 




1 on 






u 1 y 


va 1 


Leu 


Leu 


ZUO 








rne 


oer 


Val 


Thr 


Leu 


Glu 


Glu 


Gin 








240 


Arg 


Arg 


1 1 e Cys 






255 




1 Al ■ 

Leu 


1 Al 1 

Leu 


His 


Arg 




97n 
z /u 






u 1 U 


Lys 


Arg Arg 


Zoo 








1 At 1 

Leu 


A 1 A 

A 1 a 


Met 


Leu 


Val 


Ala 


1 le 


His 








320 


Arg 


u 1 y 


Met 


Gin 






335 




va 1 


u ly 


Phe Tyr 




oOU 






n 1 s 


Asp 


Thr 


Ala 


ODO 








Va 1 


Leu 


Ser 


Ser 


Arg 


Phe 


Asp 


Leu 








400 


Phe 


Tyr 


1 le 


Val 






415 




Leu 


Cys 


Leu 


Val 




430 






Arg 


Ala 


Phe Gly 


445 
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Leu Asp Arg Leu Pro Leu Pro Val Ser Gly Phe Pro Gin Ala Ser Arg 

450 455 460 

Lys Thr Gin His Gin 
465 



<210> 12111 
<211> 3123 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (465). . (1937) 
<400> 12111 

gaactgtggc gctttctggg taaagatgga cgtccacgat ctotttcgoc ggctoggogo 60 
gggggccaaa ttogaoaoga gacgcttctc ggcagacgca gctcgattcc agataggaaa 120 
aaggaaatat gactttgatt cttcggaggt gcttcaggga ctggactttt ttggaaacaa 180 
gaagtctgtc ccaggtgtgt gtggagcatc aoaaacaoat cagaagcccc aaaatggaga 240 
gaaaaaagaa gagagcctaa ctgaaaggaa gagggagcag agoaagaaaa aaaggaagao 300 
gatgacttca gagacagggt ttcaccatgt tggccagtat ggtctcgatc tcctgacctc 360 
gtgattcacG cacottgggc toccaaagtg ctgggattac agatgtgagc oaccacgooo 420 
agccagaaat tgottcccaa gaagaaggtg otaotataca gtggatgtca tctgtagaag 480 
caaagattga agacaaaaaa gttcagagag aaagtaaact aacttccgga aagttggaga 540 
atctcagaaa agaaaagata aacttcttgc ggaataaaca caaaattcao gtooaaggaa 600 
ocgatcttcG tgaoGcaatt gctacatttc agoaacttga ccaggaatat aaaatcaatt 660 
ctcgactact toagaacatt ctagatgcag gcttccaaat gcctacgcca atccaaatgc 720 
aagccatocc agttatgctg catggtcggg aacttctggo ttctgctooa actggatctg 780 
gaaaaacatt agcttttagc attcctattt taatgoagct gaaacaaccc goaaataaag 840 
gcttcagago cctgattata toaccaacac gagaacttgc cagccagatt cacagagagt 900 
taataaaaat ttctgaggga acaggattca gaatacacat gatocacaaa gcagcagtgg 960 
cagcoaagaa atttggaoct aaatoatota aaaagtttga tattcttgtg actaotcoaa 1020 
atcgaotaat otatttatta aagcaagatc cccccggaat cgacctagca agtgttgagt 1080 
ggcttgtagt agacgaatca gataaactgt ttgaagatgg caaaactggg ttcagagaco 1140 
agotggcttc cattttcotg gootgoacat occaoaaggt cogaagagct atgttcagtg 1200 
caacttttgo atatgatgtt gaacagtggt gcaaactcaa cctggacaat gtcatcagtg 1260 
tgtccattgg agcaaggaat tctgcagtag aaactgtaga acaagagctt ctctttgttg 1320 
gatctgagac cggaaaaott otggccgtga gagaacttgt taaaaagggt ttcaatccac 1380 
ctgttcttgt ttttgttcag tccattgaaa gggctaaaga actttttcat gagctcatat 1440 
atgaaggtat taatgtggat gttattcatg cagagagaac acaacaacag agagataaca 1500 
cagtccacag tttcagagca ggaaaaatct gggttctgat ttgtacagcc ttgctagoaa 1560 
gagggattga ttttaaaggt gtgaacttgg tgatcaacta tgactttcca actagctcag 1620 
tggaatatat ccacaggata ggtcgaactg gaagagcagg gaataaggga aaagcaatta 1680 
catttttcao tgaggatgat aagocattat taagaagcgt tgotaatgtt ataoagoagg 1740 
ctgggtgtcc tgtaccagaa tacataaaag gttttcagaa actactaago aaacaaaaga 1800 
aaaagatgat taagaaaoca ttggaaaggg agagcattag tacaactcca aaatgtttct 1860 
tagaaaaago taaggataaa cagagaaagg tcaclggtoa gaacagcaag aagaaagtag 1920 
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ctcttgaaga caaaagttaa aaacagactt 
tgatcccagc atgaatgtta ttttcatgga 
aacatttgaa atcaactaca agtacatggg 
tcagtttcaa tttgtaggtg cctttttttt 
gtccaggctg gtcttgaact cctgacctca 
actgagatta caggcacaag ctgctgcacc 
acaatggaaa taacattcat tgacatttct 
agaaaaacaa atgtttatgc taaaaataac 
tcccttcaag tgtgaaggaa ggtgtgatga 
tcaaaataaa gccttgacat taaatacccc 
gagctgtcta ccaagaagaa acctgctgct 
atggcctttt gtgttgtgaa ccacaacaaa 
gttccctggg attttaaatt ctttggtcta 
cttagtgctg tcataatgtt gcacaagatc 
gtgatttaac catgttcttt cctgtctctt 
taaacatttt atcctgataa ggaagaatgt 
tctcttacag cttatctttc cttaggttga 
ttaagctaaa ggattatgat catatggtgt 
aaatatgagt tttgtacaat ggaatgaaaa 
aagaatgact tgaatgttat cagtactacc 
age 



taaaaatact gtcccagaaa tgtaatttta 1980 
atacttgaag tcttacagtc acctgtacca 2040 
actggtgata aatgatccta aactatcaag 2100 
ttcctgtaga gatgagggtc ttgccatgtt 2160 
cacaatcctc ctgccttagc ctcctgagta 2220 
cagctctgta ggtgactttt aaatgattat 2280 
gtggtttgaa tccagggaga tacttcttat 2340 
accaaaatgt ggtgaactct taaggacttt 2400 
atgctgtgga gaggcatctg gaacagaaat 2460 
ttccactgct cactttgtgg atggtagcat 2520 
ctcttaattt taatatttcc taatttgttg 2580 
gagaggcctc ttttgtggct ggttattcca 2640 
ttaagtatcc ttgtattgga tacgtaatac 2700 
atgatcagct tctccctttc ttcattttct 2760 
tccatttaag atattttatt tgaatactga 2820 
tcttgttact tgatatacct ctgtcttcat 2880 
tggtgcctca tttaataagt agatctctac 2940 
tggagactat tagctattag atttttctca 3000 
agtgacttca tatacgtaag actggtgcct 3060 
acagaactat aatatacatt gccttttctc 3120 

3123 



<210> 12112 
<211> 491 
<212> PRT 

<213> Homo sapiens 



<400> 12112 












Met 


Ser 


Ser 


Val 


Glu 


Ala 


Lys 


1 le 


1 








5 








Ser 


Lys 


Leu 


Thr 


Ser 


Gly 


Lys 


Leu 








20 










Asn 


Phe 


Leu 


Arg 


Asn 


Lys 


His 


Lys 






35 










40 


Pro 


Asp 


Pro 


1 le 


Ala 


Thr 


Phe 


Gin 




50 










55 




Asn 


Ser 


Arg 


Leu 


Leu 


Gin 


Asn 


1 le 


65 










70 






Thr 


Pro 


1 le 


Gin 


Met 


Gin 


Ala 


1 le 










85 








Leu 


Leu 


Ala 


Ser 


Ala 


Pro 


Thr 


Gly 








100 










1 le 


Pro 


1 le 


Leu 


Met 


Gin 


Leu 


Lys 






115 










120 


Ala 


Leu 


1 le 


1 le 


Ser 


Pro 


Thr 


Arg 




130 










135 




Glu 


Leu 


1 le 


Lys 


1 le 


Ser 


Glu 


Gly 



Glu 


Asp 


Lys Lys 


Val 


Gin Arg 


Glu 




10 






15 




Glu 


Asn 


Leu Arg 


Lys 


Glu Lys 


1 le 


25 








30 




1 le 


His 


Val Gin 


Gly 


Thr Asp 


Leu 








45 






Gin 


Leu 


Asp Gin 


Glu 


Tyr Lys 


1 le 






60 








Leu 


Asp 


Ala Gly 


Phe 


Gin Met 


Pro 






75 






80 


Pro 


Val 


Met Leu 


His 


Gly Arg 


Glu 




90 






95 




Ser 


Gly 


Lys Thr 


Leu 


Ala Phe 


Ser 


105 








110 




Gin 


Pro 


Ala Asn 


Lys 


Gly Phe 


Arg 








125 






Glu 


Leu 


Ala Ser 


Gin 


1 le His 


Arg 






140 








Thr 


Gly 


Phe Arg 


1 le 


His Met 


1 le 
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1 










n 1 s 


Lys 


A 1 o 

A 1 a 


A 1 o 

A 1 a 


Wo 1 

va 1 
165 


Lys 


rne 


Asp 


1 1 A 

1 1 e 
180 


Leu 


Lys 


u 1 n 


Asp 
195 


rro 


rro 


Wo 1 

va 1 


Asp 
210 


U 1 u 


oer 


Asp 


Asp 


u 1 n 


Leu 


A lo 

A 1 a 


oer 


£.iX> 










Arg 


A 1 o 

A 1 a 


ivie L 


rne 


oer 
245 


Lys 


Leu 


Asn 


Leu 
260 


Asp 


oer 


A 1 a 


va 1 
275 


/sill 

13 1 U 


1 nr 


1 nr 


u 1 y 
290 


Lys 


Leu 


Leu 


rro 


rro 


Wo 1 

va 1 


Leu 


Wo 1 

va 1 












rne 


n 1 S 


/* 1 1 1 

U 1 u 


Leu 


1 1 A 

\ 1 e 
325 


/sill 

U 1 u 


Arg 


1 nr 


u 1 n 
340 


/S 1 

u 1 n 


u 1 y 


Lys 


I 1 A 

I I e 

355 


Irp 


Wa I 

va 1 


Asp 


rne 
370 


Lys 


/S 1 \/ 

u 1 y 


Wo 1 

va 1 


oer 


va 1 


/sill 

u 1 U 


Tyr 


1 1 A 

1 1 e 












Lys 


b 1 y 


Lys 


A 1 o 

A 1 a 


1 1 e 
405 


Arg 


Ser 


Va 1 


A 1 M 

Ala 
420 


Asn 


Tyr 


1 le 


Lys 
435 


Gly 


Phe 


1 le 


Lys 
450 


Lys 


Pro 


Leu 


Phe 


Leu 


Glu 


Lys 


Ala 


465 










Ser 


Lys 


Lys 


Lys 


Val 
485 



A 1 o 
A 1 a 


A 1 o 
A 1 a 


uys i_ys 


Pho 

rne 








1 /u 


Wo 1 

va 1 


1 nr 


1 nr rro 


Asn 






1 OD 




/5 1 \t 

u 1 y 


1 1 e 


Asp Leu 


A 1 o 

A 1 a 






zuu 




Lys 


Leu 


PkiA /Sill 

rne u 1 u 


~ Asp 




Z 1 D 






1 1 A 

1 1 e 


rne 


1 At ■ A 1 o 

Leu Aia 


uys 


ZoU 








A 1 a 


Thr 

1 nr 


PhA A 1 9 

rne a i a 


1 yr 








ZOU 


Asn 


Wo 1 

va 1 


1 1 A Co»^ 

1 1 e oer 


Wo 1 

va 1 






Zoo 




Wo 1 

va 1 


/^ 1 1 1 
u 1 u 


/sin /Sill 

u 1 n u 1 u 


Leu 






ZoU 




A 1 o 

A 1 a 


Wo 1 

va 1 


A w*rr . /S 1 I ■ 

Arg u 1 u 


Leu 










rne 


Wo 1 

va 1 


/S 1 n QoK* 

u 1 n oer 


1 1 o 

1 1 e 


olU 








Tyr 


/sill 
U 1 U 


/S K/ 1 1 A 

u 1 y lie 


Asn 








ooU 


/S 1 n 

u 1 n 


Arg 


Asp Asn 


1 nr 










Leu 


1 1 e 


oys 1 nr 


A 1 o 

A 1 a 










Asn 


Leu 


Wo 1 1 1 A 

va 1 lie 


Asn 




O/O 






H i c 

n 1 5 


A I'" or 

Mrg 


1 1 A /S 1 V 

lie u 1 y 




OilU 








Thr- 
1 nr 


rne 


Pho Thr 
rne i nr 


III 
U 1 u 








410 


Val 


1 le 


Gin Gin 


Ala 






425 




Gin 


Lys 


Leu Leu 


Ser 






440 




Glu 


Arg 


Glu Ser 


1 le 




455 






Lys 


Asp 


Lys Gin 


Arg 


470 








Ala 


Leu 


Glu Asp 


Lys 



490 



155 160 
Gly Pro Lys Ser Ser Lys 
175 

Arg Leu Me Tyr Leu Leu 
190 

Ser Val Glu Trp Leu Val 
205 

Gly Lys Thr Gly Phe Arg 
220 

Thr Ser His Lys Val Arg 
235 240 
Asp Val Glu Gin Trp Cys 
255 

Ser Me Gly Ala Arg Asn 
270 

Leu Phe Val Gly Ser Glu 
285 

Val Lys Lys Gly Phe Asn 
300 

Glu Arg Ala Lys Glu Leu 
315 320 
Val Asp Val I le His Ala 
335 

Val His Ser Phe Arg Ala 
350 

Leu Leu A I a Arg Gly Me 
365 

Tyr Asp Phe Pro Thr Ser 
380 

Thr Gly Arg Ala Gly Asn 
395 400 
Asp Asp Lys Pro Leu Leu 
415 

Gly Cys Pro Val Pro Glu 
430 

Lys Gin Lys Lys Lys Met 
445 

Ser Thr Thr Pro Lys Cys 
460 

Lys Val Thr Gly Gin Asn 
475 480 
Ser 



<210> 12113 
<211> 4184 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (30). . (2951) 

<400> 12113 

ggagcctagc ggotctcoco gcgtocaaga tggoggcaga agcagctggt gggaaataca 60 
gaagcacagt cagcaaaagc aaagaccoct cggggotgot catctctgtg atcaggactc 120 
tgtctactag tgacgatgtc gaagacaggg aaaatgaaaa gggtcgcctt gaagaagcct 180 
acgagaaatg tgaoogtgac otggatgaat tgattgtaca gcaotacaca gaattgacga 240 
cagocattcg cacataccag agcatcacag agcgcatoac taactccoga aataaaataa 300 
agcaggtaaa agagaacctg ctttcatgca agatgctgct gcactgcaaa cgggatgagc 360 
ttcggaaact gtggattgaa ggaattgago ataagcatgt cctgaacttg ttggatgaaa 420 
ttgagaatat caagcaagtg cctcaaaagc tggaacagtg catggccago aagcaotatc 480 
tcagtgccac tgacatgttg gtgtcagcag ttgagtcttt ggagggcccc ctgctccagg 540 
tggaaggact gagtgaoott ogactagago ttcacagcaa gaagatgaac ottcacttgg 600 
ttctcataga tgaactacac cggcacctgt acatcaaatc gactagcoga gttgtgcagc 660 
gtaacaagga aaaagggaaa atcagctccc tcgtgaaaga tgcttctgtt octctgattg 720 
atgttacaaa cotocotact cctcgaaaat toottgatac ototoaotat tctaotgotg 780 
gaagctcaag tgtgagggag ataaatctgc aggacatcaa ggaagattta gaattggatc 840 
cagaggaaaa cagcaccctg tttatgggta tcctcattaa gggcttggcg aaactgaaga 900 
agatcccaga aacagttaag goaatcatag agcgcttgga goaggagttg aagoaaattg 960 
tgaagaggtc tacaacccag gtggcagaca gtggctatca gcggggggag aacgttactg 1020 
tggagaacca accaaggttg ottctagaac tgctggagtt actgtttgac aagtttaatg 1080 
ctgtagcogc tgcacactct gtggtcctgg gatacctgoa ggacactgta gtgactccac 1140 
tgactcagca ggaagatatc aaactgtatg atatggcaga tgtatgggtg aagatocaag 1200 
atgttctaca gatgctatta actgagtact tggatatgaa aaatactcgt acggcctctg 1260 
aaocatcagc tcaactaagc tatgooagoa ctggacgaga gtttgoagcc ttttttgcca 1320 
agaagaaacG tcaaaggoca aaaaattcto ttttcaagtt ogaatogtcc tcccatgcca 1380 
tcagtatgag cgcctatctg cgagaacaga gaagggagct ctatagtcgg agtggagaac 1440 
tgcaaggggg toctgatgao aaottaattg aaggtggagg aaoaaaattt gtctgcaaac 1500 
ctggagccag aaacattacc gtcatattco acccattact aagatttatt caggagattg 1560 
agcatgctct gggtcttggc ccagocaaac agtgtcctct tcgagagttt ctcaccgtgt 1620 
acatcaaaaa catctttoto aatoaagtct tggctgagat caacaaggag attgaaggag 1680 
tcactaaaac atctgaccct ttgaagattc tggccaacgc agacaccatg aaggtgotgg 1740 
gagtgcagcg gcctctccta cagagcacaa tcattgtgga gaagacagtt caagacctcc 1800 
tgaacctgat gcatgacttg agtgoatatt cagatcaatt cotoaaoatg gtgtgogtga 1860 
agctcoagga gtacaaggac acotgcactg oagottacag gggtattgtc cagtoagaag 1920 
aaaaaottgt catcagtgca tcctgggcaa aagatgatga tatcagcaga ctcttgaaat 1980 
ctotacoaaa otggatgaat atggotcaac ccaaacagct gaggcoaaaa agagaggagg 2040 
aagaagattt oataagggca gcttttggca aggagtotga agttcttatt gggaacctgg 2100 
gtgataaatt aatccctcca caagacatcc ttcgtgacgt cagtgacctc aaagccttgg 2160 
ccaacatgoa tgaaagcctg gaatggttgg caagtogaac aaagtcagct ttctccaato 2220 
tttctacatc ccagatgctt tctcctgctc aagacagcca cacgaacacg gatctccccc 2280 
cagtgtcaga gcagatcatg cagactctca gtgaacttgc caaatcgttc caggatatgg 2340 
ctgaccgctg cttgcttgtc ttacatctgg aagtgagggt tcactgtttc oactatctta 2400 
tccctcttgc aaaggagggg aactatgoca ttgtggctaa tgtggaaagt atggattatg 2460 
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accccctggt ggtcaagctc aacaaagata tcagcgccat tgaagaggcc atgagcgcca 2520 
gccttcagca gcacaagttc cagtatatct tcgaaggcct gggccacctg atctcctgca 2580 
tcctcattaa tggtgcccag tacttcaggc gcatcagtga gtctggcatc aagaaaatgt 2640 
gtaggaacat ttttgttctt cagcagaatt tgaccaacat caccatgtcg cgggaggcag 2700 
acctggactt tgcaaggcag tactacgaga tgctttacaa cacagctgac gagctcctga 2760 
acctggtggt ggaccagggt gtgaagtaca cggagctgga gtacatccac gctctgaccc 2820 
tgctgcaccg cagccaaact ggggtggggg aactgaccac ccagaacacg aggctgcaga 2880 
ggctcaaaga gatcatctgc gagcaggctg ccatcaagca agccaccaag gacaagaaga 2940 
taactaccgt ttagcagggc gtactgcggt tggtgacggg ggtcccctca gtcacactca 3000 
cttttttcct tggtatgtta ttgagtatat tctgagctta gttttctcta cagtgatact 3060 
ttagtggaga ggaggtgtaa ggattctttc tctctggttt tggcttttca tataaatgct 3120 
aaaggaaggc gacagtacag agtgttttgg ttgaacaact actttaatgc agtcaaatct 3180 
aacgggacca gggtgggata gggaggaagg tggtatcaaa ttgttggact ctgaaaaaca 3240 
agtggatgga ttactaatat ttgatttatt actcaatata tatataattc cagccttgga 3300 
aagtaggaaa gtaggctgct acctaacttt tagtcccttc caaaaccatt tagtagggtt 3360 
ctattacata aacagtaggg tttttcctct cctgacctta tccgtttaca gttcaatgaa 3420 
ataagtgtat gtgcattgct gtctgtctct attgccaaaa tcaaataaat ggcttctcag 3480 
ctgctgttta caacaaactt ccctaaccaa aacagaacct ctaatttagg gctaggaata 3540 
gaagtctttt gatcccagtc cgtgggacag ttttgtatgc tgtatcttgt acacaggttg 3600 
taggttggtt tattgccatt ttgttttatt tctgctatat aaaaaccaag agccagacaa 3660 
ttagacaact atggaggaat gaaaggcaat tcaaacatct gcttgattcc cgccccgcca 3720 
cccctaattt ctgagagaat aatggttaga gaacattgca tctcacttga aacatccttt 3780 
gggggtaaat gattcttagg tgctcacttg gtctgagctc agctgaatgc agggaagatg 3840 
ggacagagtg acatttctcc tctgtgcggc ctccagctga gcctgtctct gaattgttcc 3900 
ctcccccgca atgtgggcac ttaccatgtt cctggcacac tggacctcac catgtccccc 3960 
ggtcaccagt cctcttgctg cccatggttc ataggtcata gaaggcagca atgcactgac 4020 
tgggccacat cttgaaaact cgtggaaagg gaaaggggag gagatgggac tttgaccaca 4080 
cacagtgatg cctcacaccc tgaaggtggg ggattttgta cctgtttgta caactttggt 4140 
cttgatggga aaaatggaga attaaaaagt gttttgagaa gctt 4184 



<210> 12114 
<211> 974 
<212> PRT 

<213> Homo sapiens 



<400> 12114 



Met Ala Ala 


Glu 


Ala 


Ala Gly 


Gly 


Lys 


Tyr 


Arg Ser 


Thr Val Ser Lys 


1 




5 








10 




15 


Ser Lys Asp 


Pro 


Ser 


Gly Leu 


Leu 


1 le 


Ser 


Va 1 Me 


Arg Thr Leu Ser 




20 








25 






30 


Thr Ser Asp 


Asp 


Val 


Glu Asp 


Arg 


Glu 


Asn 


Glu Lys 


Gly Arg Leu Glu 


35 








40 








45 


Glu Ala Tyr 


Glu 


Lys 


Cys Asp 


Arg 


Asp 


Leu 


Asp Glu 


Leu 1 le Val Gin 


50 






55 








60 




His Tyr Thr 


Glu 


Leu 


Thr Thr 


Ala 


1 le 


Arg 


Thr Tyr 


Gin Ser 1 le Thr 


65 






70 








75 


80 


G 1 u Arg 1 1 e 


Thr 


Asn 


Ser Arg 


Asn 


Lys 


1 le 


Lys Gin 


Val Lys Glu Asn 
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85 






on 


yo 


Leu 


Leu Ser Cys Lys Met Leu 


Leu H 1 s 


Cys Lys Arg Asp 


III 1 1 Jl 

u 1 u Leu Arg 




100 




1 nt; 
1 uo 




1 1 n 

1 lU 


Lys 


Leu Trp Me Glu Gly 


1 le 


u 1 u n 1 s 


Lys n 1 s va I Leu 


Asn Leu Leu 




115 




1 ot\ 


1 zo 




Asp 


Glu Me Glu Asn 1 1 e Lys 


1 n Mix \ 

u 1 n va 1 


Pro G 1 n Lys Leu 


u 1 u uin oys 




130 


135 




1 4U 






Ala Ser Lys His Tyr Leu 


oer Aia 


1 nr Asp wieT Leu 


va 1 oer Aia 


1 40 


150 






1 

1 oo 


1 cn 
1 du 


va 1 


Glu Ser Leu Glu Gly Pro 


Leu Leu 


ij in va 1 u 1 u u 1 y 


Leu oer Asp 




165 






1 /u 


1 /o 


Leu 


Arg Leu Glu Leu His 


Ser 


Lys Lys 


Me L Asn Leu n i s 


1 ■ \# A 1 1 ^^1 1 

Leu va 1 Leu 




180 




1 

I oD 




1 on 
1 yu 


1 1 e 


Asp Glu Leu His Arg His 


Leu Tyr 


1 1 e Lys oer i nr 


oer Arg vai 




195 






one 




va 1 


Gin Arg Asn Lys Glu 


Lys 


u 1 y Lys 


1 1 e oer oer Leu 


Va 1 Lys Asp 




210 


215 




oon 
zzu 




A 1 a 


Ser Va 1 Pro Leu 1 1 e Asp 


val inr 


Asn Leu Pro Thr 


Pro Arg Lys 




230 






Zoo 


Z4U 


rrie 


Leu Asp Thr Ser His 


Tyr 


oer Inr 


Ala uiy oer oer 


oer va i Arg 




245 






ocn 
zou 


Zoo 


U 1 U 


1 le Asn Leu Gin Asp 


1 le 


Lys G 1 u 


Asp Leu G 1 u Leu 


AaM Db^A oil! 

Asp rro u 1 U 




260 




/DO 




z/U 


u 1 U 


Asn Ser Thr Leu Phe 


Met 


u 1 y lie 


Leu 1 1 e Lys u i y 


Leu A 1 a Lys 




275 






zoo 




Leu 


Lys Lys 1 le Pro Glu 


Thr 


Va 1 Lys 


Atft IIa IIa /^Iii 

Ala lie iieCiiu 


Avw 1 All ^lii 

Arg Leu u 1 u 




290 


295 








13 1 n 


G 1 u Leu Lys Gin Me 


Val 


Lys Arg 


oer inr inr uin 


\/a I A 1 ^ A 

va 1 Ala Asp 


oUO 


310 






o 1 o 


oZU 


oer 


Gly Tyr Gin Arg Gly 


Glu 


Asn va 1 


1 nr va 1 u i u Asn 


u 1 n rro Arg 




325 








OOO 


Leu 


Leu Leu Glu Leu Leu 


Glu 


Leu Leu 


rne Asp Lys rne 


Asn Aia va 1 




340 








oOU 


A 1 a 


Ala Ala His Ser Val 


Val 


Leu uiy 


lyr Leu uin Asp 


inr va 1 vai 




355 






OOO 




1 nr 


Pro Leu Thr Gin Gin 


Glu 


Asp 1 1 e 


Lys Leu Tyr Asp 


Met A 1 a Asp 




370 


375 




ooU 




va 1 


Trp Va 1 Lys Me Gin Asp 


va 1 Leu 


uin ifiex Leu Leu 


inr uiu lyr 




390 






o^o 




Leu 


Asp Met Lys Asn Thr Arg 


Thr Ala 


Ser Glu Pro Ser 


Ala Gin Leu 




405 






410 


415 


Ser 


Tyr Ala Ser Thr Gly Arg 


Glu Phe 


Ala Ala Phe Phe 


Ala Lys Lys 




420 




425 




430 


Lys 


Pro Gin Arg Pro Lys Asn 


Ser Leu 


Phe Lys Phe Glu 


Ser Ser Ser 




435 




440 


445 




His 


Ala Me Ser Met Ser 


Ala 


Tyr Leu 


Arg Glu Gin Arg 


Arg Glu Leu 




450 


455 




460 




Tyr 


Ser Arg Ser Gly Glu Leu 


Gin Gly 


Gly Pro Asp Asp 


Asn Leu 1 1 e 
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465 470 
Glu Gly Gly Gly Thr Lys Phe Val 
485 

Thr Val lie Phe His Pro Leu Leu 
500 

Ala Leu Gly Leu Gly Pro Ala Lys 
515 520 
Thr Val Tyr Me Lys Asn Me Phe 

530 535 
Asn Lys Glu Me Glu Gly Val Thr 
545 550 
Leu Ala Asn Ala Asp Thr Met Lys 
565 

Leu Gin Ser Thr Me Me Val Glu 
580 

Leu Met His Asp Leu Ser Ala Tyr 
595 600 
Cys Val Lys Leu Gin Glu Tyr Lys 

610 615 
Gly 1 1 e Va I Gin Ser Glu Glu Lys 
625 630 
Lys Asp Asp Asp Me Ser Arg Leu 
645 

Asn Met Ala Gin Pro Lys Gin Leu 
660 

Asp Phe 1 1 e Arg Ala Ala Phe G I y 
675 680 
Asn Leu G I y Asp Lys Leu 1 1 e Pro 

690 695 
Ser Asp Leu Lys Ala Leu Ala Asn 
705 710 
Ala Ser Arg Thr Lys Ser Ala Phe 
725 

Leu Ser Pro Ala Gin Asp Ser His 
740 

Ser G I u G I n Me Met G I n Thr Leu 
755 760 
Asp Met Ala Asp Arg Cys Leu Leu 

770 775 
His Cys Phe His Tyr Leu Me Pro 
785 790 
Me Val Ala Asn Val Glu Ser Met 
805 

Leu Asn Lys Asp I le Ser Ala I le 
820 

Gin Gin His Lys Phe Gin Tyr Me 
835 840 
Ser Cys 1 1 e Leu 1 1 e Asn Gly Ala 



475 

Cys Lys Pro Gly 
490 

Arg Phe Me Gin 
505 

Gin Cys Pro Leu 

Leu Asn Gin Val 
540 

Lys Thr Ser Asp 
555 

Val Leu Gly Val 
570 

Lys Thr Val Gin 
585 

Ser Asp Gin Phe 

Asp Thr Cys Thr 
620 

Leu Va I Me Ser 
635 

Leu Lys Ser Leu 
650 

Arg Pro Lys Arg 
665 

Lys Glu Ser Glu 

Pro G I n Asp 1 1 e 
700 

Met His Glu Ser 
715 

Ser Asn Leu Ser 
730 

Thr Asn Thr Asp 
745 

Ser Glu Leu Ala 

Val Leu His Leu 
780 

Leu Ala Lys Glu 
795 

Asp Tyr Asp Pro 
810 

Glu Glu Ala Met 
825 

Phe Glu Gly Leu 
Gin Tyr Phe Arg 



480 

A I a Arg Asn 1 1 e 
495 

Glu Me Glu His 
510 

Arg Glu Phe Leu 
525 

Leu Ala Glu Me 

Pro Leu Lys 1 1 e 
560 

Gin Arg Pro Leu 
575 

Asp Leu Leu Asn 
590 

Leu Asn Met Val 
605 

Ala Ala Tyr Arg 

Ala Ser Trp Ala 
640 

Pro Asn Trp Met 
655 

Glu Glu Glu Glu 
670 

Val Leu I le Gly 
685 

Leu Arg Asp Val 

Leu Glu Trp Leu 
720 

Thr Ser Gin Met 
735 

Leu Pro Pro Val 
750 

Lys Ser Phe Gin 
765 

Glu Val Arg Val 

Gly Asn Tyr Ala 
800 

Leu Val Val Lys 
815 

Ser Ala Ser Leu 
830 

Gly His Leu I le 
845 

Arg 1 1 e Ser G I u 
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850 855 860 



oer 


u 1 y 


1 1 «k 

1 1 6 


Lys 


1 V/O' 

Lys 


nlc L 


uys 


A tr Aon 


1 1 A 

1 1 e 


rne va i 


Leu 


fX 1 n 

13 1 n 


1 n 

u 1 n 


Asn 


ODO 










o lyj 








o lO 








QQn 

ooU 


1 Ol 1 

L.CU 


Thr 


Aon 


1 1 p 


Thr 






hrtr n 1 1 1 
nr g u 1 U 


A 1 a 


A 1 All 
nSp l-cU 


Aon 
ASp 


rne 


A 1 o 


A K* <T 

Ar g 










885 








890 








895 




Gin 


Tyr 


Tyr 


G\u 


Met 


Leu 


Tyr 


Asn Thr 


Ala 


Asp Glu 


Leu 


Leu 


Asn 


Leu 








900 








905 








910 






Val 


Val 


Asp 


Gin 


Gly 


Val 


Lys 


Tyr Thr 


Glu 


Leu Glu 


Tyr 


1 le 


His 


Ala 






915 










920 






925 








Leu 


Thr 


Leu 


Leu 


His 


Arg 


Ser 


Gin Thr 


Gly 


Val Gly 


Glu 


Leu 


Thr 


Thr 




930 










935 






940 










Gin 


Asn 


Thr 


Arg 


Leu 


Gin 


Arg 


Leu Lys 


Glu 


1 le 1 le 


Cys 


Glu 


Gin 


Ala 


945 










950 








955 








960 


Ala 


1 le 


Lys 


Gin 


Ala 


Thr 


Lys 


Asp Lys 


Lys 


1 le Thr 


Thr 


Va 1 







965 970 



<210> 12115 

<211> 2397 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44). . (1678) 

<400> 12115 

agatttccag tgggttcaag gagatgtgtg tgaagttcag ctgatggtat ataaoccaat 60 
gccgtttgaa cttogagttg aaaacatggg gctgctoaoc agcggagtgg agttcgagtc 120 
tctccctgcg gcgctttctc ttccggctga atctggtctg tacccagtga cgctcgtcgg 180 
ggtccogcag acgactggaa ogattactgt gaaoggttac cataccacgg tcttoggtga 240 
gttcagtgac tgtttgctgg ataacctgco gggaataaaa accagtggct ccacagtgga 300 
agtcattccc gogttgccaa gactgoagat cagcacctct ctgcccagat ctgcacattc 360 
attgcaaoot tcttctggtg atgaaatatc tactaatgta tctgtccagc tttacaatgg 420 
agaaagtcag caactaatca ttaaattgga aaatattgga atggaaccat tggagaaact 480 
ggaggtcacc tcgaaagttc tcaccactaa agaaaaattg tatggcgaot tcttgagctg 540 
gaagctagag gaaaccottg ccoagttccc tttgcagoct gggaaggtgg ccacgttcac 600 
aatcaacatc aaagtgaagc tggatttctc ctgccaggag aatctcctgc aggatctcag 660 
tgatgatgga atcagtgtga gtggctttcc cctgtccagt ccttttoggo aggtcgttcg 720 
gccccgagtg gagggcaaac ctgtgaaccc acccgagagc aacaaagoag gcgactacag 780 
ccacgtgaag accctggaag ctgtootgaa cttcaaatac tctggaggoc ogggccacac 840 
tgaaggatat tacaggaatc tctccctggg gctgoatgta gaagtogagc cgtctgtatt 900 
tttcacccga gtcagcaccc tcccagcaac cagtacccgg cagtgtcacc tgotcotgga 960 
tgtottoaac tccaccgago atgagctgac cgtcagcacc aggagcagog aggcactcat 1020 
cctgcacgcc ggcgagtgcc agcgaatggc tattcaagtg gacaagttca actttgagag 1080 
tttcccggag tcccctgggg agaaggggca atttgcaaac cccaagcagc tggaggaaga 1140 
goggcgggaa gcoogaggcc tggagatcca cagcaagctg ggcatctgct ggagaatcco 1200 
ctccctgaag cgcagtggcg aggcgagtgt ggaaggactc ctgaaccagc tcgtcctgga 1260 
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gcacctgcag ctggcgcctc tgcagtggga tgtgctggtg gacggacagc catgtgaccg 1320 
cgaggctgtg gcggcctgcc aggtgggcga ccccgtgcgc ctggaggtgc ggctgaccaa 1380 
ccggagcccg cgcagcgtag ggcccttcgc cctcactgtg gtccccttcc aggaccacca 1440 
gaacggcgtg cacaactacg acctgcacga caccgtctcc ttcgtgggct ccagcacctt 1500 
ctacctcgac gcggtgcagc cgtccggcca gtcggcctgc ctcggggccc tcctcttcct 1560 
ctacacggga gacttcttcc tccacatccg gttccacgag gacagcacca gcaaggagct 1620 
gccaccctct tggttctgcc tgcccagtgt gcacgtgtgt gccctggagg cgcaggcctg 1680 
agcccgccta cttccgtccc tctttctgca gggccagagg tgaccctgcc tggcctccca 1740 
caccccctgc aatgagcaag gccttcactg cagccccatc tcctcctcct cctccagacc 1800 
cctcccagcc ctctcctcct gttcctcctg tagcatcttt gctgggctac gcagaagccc 1860 
cggacatggc agccccaccc catgccacgc cccttcctac actgttccct ggaccataca 1920 
caggctgaag cagaggaaat cccaaagcgg gtgcccatcc agcccaggtc ccaggatccc 1980 
tgcacccatt tctgtgacct ggggccccag ccgtgctgtg ctgctcatcc cagcagaggg 2040 
acctccctcg tccagcgact tccctttggc catagaaaga aatggtgagc atgagactgg 2100 
gcacagcctg agggcgtggg cagcttccca ccctccctgg gccttggaat cccccaaggc 2160 
tggttttctt cctggagacc cccatgggca acttggcagg agagatggtg ccgtaggagg 2220 
tcgtggatgg ttgatgccaa gagaggccct ccacccgtgg tgggcaaatg tccaggcctg 2280 
ggctggcagc ccagggctgt ttctgggtgc tccctggccc cagggtggcg tctggttacc 2340 
atggctgtgt gtgtccatgt ctgcaagcag ttcttcaata aatggcctgc ctccccc 2397 



<210> 12116 
<211> 545 
<212> PRT 

<213> Homo sapiens 



<400> 12116 



Met 


Val 


Tyr Asn 


Pro 


Met 


Pro 


Phe 


Glu 


Leu 


Arg Val 


Glu 


Asn Met 


Gly 


1 








5 










10 






15 




Leu 


Leu 


Thr 


Ser 


Gly 


Val 


Glu 


Phe 


Glu 


Ser 


Leu Pro 


Ala 


Ala Leu 


Ser 








20 










25 








30 




Leu 


Pro 


Ala 


Glu 


Ser 


Gly 


Leu 


Tyr 


Pro 


Val 


Thr Leu 


Val 


Gly Val 


Pro 






35 










40 








45 






Gin 


Thr 


Thr 


Gly 


Thr 


1 le 


Thr 


Val 


Asn 


Gly 


Tyr His 


Thr 


Thr Val 


Phe 




50 










55 








60 








Gly 


Glu 


Phe 


Ser 


Asp 


Cys 


Leu 


Leu 


Asp 


Asn 


Leu Pro 


Gly 


1 1 e Lys 


Thr 


65 










70 










75 






80 


Ser 


Gly 


Ser 


Thr 


Val 


Glu 


Val 


1 le 


Pro 


Ala 


Leu Pro 


Arg 


Leu Gin 


1 le 










85 










90 






95 




Ser 


Thr 


Ser 


Leu 


Pro 


Arg 


Ser 


Ala 


His 


Ser 


Leu Gin 


Pro 


Ser Ser 


Gly 








100 










105 








110 




Asp 


Glu 


1 le 


Ser 


Thr 


Asn 


Val 


Ser 


Val 


Gin 


Leu Tyr 


Asn 


Gly Glu 


Ser 






115 










120 








125 






Gin 


Gin 


Leu 


! le 


1 le 


Lys 


Leu 


Glu 


Asn 


1 le 


Gly Met 


Glu 


Pro Leu 


Glu 




130 










135 








140 








Lys 


Leu 


Glu 


Val 


Thr 


Ser 


Lys 


Val 


Leu 


Thr 


Thr Lys 


Glu 


Lys Leu 


Tyr 


145 










150 










155 






160 


Gly 


Asp 


Phe 


Leu 


Ser 


Trp 


Lys 


Leu 


Glu 


Glu 


Thr Leu 


Ala 


Gin Phe 


Pro 
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Leu Gin Pro Gly 
180 

Leu Asp Phe Ser 
195 

Gly I le Ser Val 
210 

Val Arg Pro Arg 

225 

Lys Ala Gly Asp 

Phe Lys Tyr Ser 
260 

Leu Ser Leu Gly 
275 

Arg Val Ser Thr 
290 

Leu Asp Val Phe 
305 

Ser Ser Glu Ala 

lie Gin Va I Asp 
340 

Glu Lys Gly Gin 
355 

Glu Ala Arg Gly 
370 

1 1 e Pro Ser Leu 
385 

Asn Gin Leu Val 

Val Leu Val Asp 
420 

Gin Val Gly Asp 
435 

Pro Arg Ser Val 
450 

His Gin Asn Gly 
465 

Val Gly Ser Ser 

Ser Ala Cys Leu 
500 

Leu His lie Arg 
515 

Ser Trp Phe Cys 
530 

Ala 



165 170 
Lys Val Ala Thr Phe Thr Me Asn lie 
185 

Cys Gin Glu Asn Leu Leu Gin Asp Leu 
200 205 
Ser Gly Phe Pro Leu Ser Ser Pro Phe 

215 220 
Val Glu Gly Lys Pro Val Asn Pro Pro 

230 235 
Tyr Ser His Val Lys Thr Leu Glu Ala 
245 250 
Gly Gly Pro Gly His Thr Glu Gly Tyr 
265 

Leu His Val Glu Val Glu Pro Ser Val 
280 285 
Leu Pro Ala Thr Ser Thr Arg Gin Cys 

295 300 
Asn Ser Thr Glu His Glu Leu Thr Val 

310 315 
Leu Me Leu His Ala Gly Glu Cys Gin 
325 330 
Lys Phe Asn Phe Glu Ser Phe Pro Glu 
345 

Phe Ala Asn Pro Lys Gin Leu Glu Glu 
360 365 
Leu Glu Me His Ser Lys Leu Gly Me 

375 380 
Lys Arg Ser Gly Glu Ala Ser Val Glu 

390 395 
Leu Glu His Leu Gin Leu Ala Pro Leu 
405 410 
Gly Gin Pro Cys Asp Arg Glu Ala Val 
425 

Pro Val Arg Leu Glu Val Arg Leu Thr 
440 445 
Gly Pro Phe Ala Leu Thr Val Val Pro 

455 460 
Val His Asn Tyr Asp Leu His Asp Thr 

470 475 
Thr Phe Tyr Leu Asp Ala Val Gin Pro 
485 490 
Gly Ala Leu Leu Phe Leu Tyr Thr Gly 
505 

Phe His Glu Asp Ser Thr Ser Lys Glu 
520 525 
Leu Pro Ser Val His Val Cys Ala Leu 
535 540 



175 
Lys Val Lys 
190 

Ser Asp Asp 

Arg Gin Val 

Glu Ser Asn 
240 

Val Leu Asn 

255 
Tyr Arg Asn 
270 

Phe Phe Thr 

His Leu Leu 

Ser Thr Arg 
320 

Arg Met Ala 

335 
Ser Pro Gly 
350 

Glu Arg Arg 

Cys Trp Arg 

Gly Leu Leu 
400 

Gin Trp Asp 

415 
Ala Ala Cys 
430 

Asn Arg Ser 

Phe Gin Asp 

Val Ser Phe 
480 

Ser Gly Gin 

495 
Asp Phe Phe 
510 

Leu Pro Pro 
Glu Ala Gin 
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545 



<210> 12117 
<211> 1457 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (104). . (940) 



<400> 12117 

aagtggcagg caggcaggct ggccccgggg 
Gtccgcogtt gocogootgg oooctacgga 
ottgtaccaa gaggtgatga agcacgcaga 
gtcccccttg ctaatgacct ccattctcot 
gcctogoatc atggotaatc ggaagccctt 
cttcccactg gtggcactct ccctctacat 
gagcacctat acctggcgct gtgaccctgt 
gatggttogg gtggcctggc tcttoctott 
gatctttatt ctccgaaaga aagacgggca 
tgtgcttccc tggagctggt ggtggggggt 
ccatgocatg ataaactott cogtgoatgt 
otttggccct gtggcacaac cctacctttg 
gatccagttt gtcctggtct cactgcacat 
otaocagtac ccagtcatta ttcacctcat 
gttctccaac ttctggtatc actcttatac 
gcaaaatgga gotocaggta ttgccaaggt 
ggogGGcacc taagtgcctc aggactgcac 
acctacacct gtgaccaagg ottatgtggt 
ccccacagot gctotacagg gaccaoggot 
tocagggatg tggcctcatt gctgtctgcc 
cagttatttc cccctccctg ccttaaaact 
aaagggtotc gtggcctttt tcctcacaoa 
ocagtctcac tcctccaocc cacacactga 
SSSogggggc ctgggaatac agcctgtgga 
aagtgacaga ggaaaco 



acttctctct ggccctgctc cctccgagcg 60 
gtccttagcc aggatggagg ctgttgtgaa 120 
tccccggatc cagggctacc ctctgatggg 180 
gacctacgtg tacttcgttc tctcacttgg 240 
ccagctcogt ggcttcatga ttgtctacaa 300 
tgtctatgag ttoctgatgt cgggctggct 360 
ggactattcc aacagcGctg aggcacttag 420 
otccaagttc attgagctga tggaoaoagt 480 
ggtgaccttc ctacatgtct tccatcactG 540 
aaagattgco ccgggaggaa tgggctcttt 600 
cataatgtao otgtaGtacg gattatctgc 660 
gtggaaaaag cacatgacag ccattcagct 720 
otoocagtao taotttatgt ccagctgtaa 780 
ctggatgtat ggcacoatct tcttcatgct 840 
caagggcaag cggctgcccc gtgcacttca 900 
oaaggooaac tgagaagcat ggcctagata 960 
cttagggcag tgtccgccag tgocctctcc 1020 
caggactgag caggggactg gcoctccoct 1080 
ttggttccto acccacttco cccgggcagc 1140 
actccagagc tgggggctaa aagggctgta 1200 
tgggagagga gcaotcaggg otggcoccac 1260 
gaagaggtca gcaataatgt cactgtggac 1320 
agcagtagct tctgggccaa aggtcagggt 1380 
ggctgottao tcaacttgtg tottaattaa 1440 

1457 



<210> 12118 
<211> 279 
<212> PRT 

<213> Homo sapiens 
<400> 12118 

Met Glu Ala Val Val Asn Leu Tyr Gin Glu Val Met Lys His Ala Asp 
1 5 10 15 
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Pro 


Arg 


1 le 


Gin 










oer 


1 1 6 


Leu 


Leu 












Ma+ 


A 1 a 


Asn 










Tyr 


Asn 


rne 


rro 


fit: 

DO 








L6U 


nl6 X 


oer 


u 1 y 


Asp 


Tyr 


Ser 


Asn 








1 nn 


L6U 


rne 


Leu 


rne 






lit; 




I 1 o 

I I e 


Leu 


Arg 


Lys 




1 'If* 

1 oU 






n 1 s 


oer 


va 1 


Leu 


\ hO 








u 1 y 


u 1 y 


ifieL 


u 1 y 


1 le 


Met 


Tyr 


Leu 










rrO 


Tyr 


Leu 


1 rp 






1 Qt; 

1 




rhe 


Va 1 


Leu 


Va 1 




210 






Cys 


Asn 


Tyr 


Gin 


225 








Thr 


1 le 


Phe 


Phe 


Lys 


Gly 


Lys 


Arg 








260 


1 le 


Ala 


Lys 


Val 






275 





u 1 y 


Tyr 


rro 


Leu 


Thr 


Tyr 


Val 


Tyr 










Arg 


Lys 


rro 


rne 






oo 




Leu 


va 1 


A 1 o 

A 1 a 


Leu 




/u 






1 rp 


Leu 


oer 


1 nr 










oer 


rro 


U 1 u 


A 1 o 

A 1 a 


Ser 


Lys 


Phe 


1 le 








1 9n 


Lys 


Asp 


u 1 y 


fX 1 n 

u 1 n 






1 oO 




rro 


Trp 


oer 


1 rp 




1 OU 






oer 


rne 


n 1 S 


A 1 4 

A 1 a 


1 DO 








Tyr 


Tyr 


fx 1 \# 

u 1 y 


Leu 


Trp 


Lys 


Lys 


His 










Ser 


Leu 


His 


1 le 






215 




Tyr 


Pro 


Val 


1 le 




230 






Met 


Leu 


Phe 


Ser 


245 








Leu 


Pro 


Arg 


Ala 


Lys 


Ala 


Asn 





ifiex 


fX 1 w 

u 1 y 


oer rro 


9c; 






Pho 

rne 


Va 1 


i_eu oer 


Gin 


Leu 


Arg Gly 






ftO 


oer 


Leu 


1 yr 1 1 e 








lyr 


1 nr 


Trp Arg 




QO 




Leu 


Arg 


mex Va 1 


1 f\^ 
\ uo 






^ 1 1 1 

u 1 U 


Leu 


Ma+ Aon 

ifiex Asp 


Val 


Thr 


Phe Leu 






1 AO 


1 rp 


1 rp 


U 1 y Va 1 






1 

\ 00 


mex 


1 1 A 

1 1 e 


A^n 0 ^ 

Asn oer 




1 70 




oer 


A 1 9 

A 1 a 


Pho fX 1 \/ 

rne u 1 y 


1 00 






Mex 


1 nr 


Ala lie 


Ser 


Gin 


Tyr Tyr 






220 


1 le 


His 


Leu 1 1 e 






235 


Asn 


Phe 


Trp Tyr 




250 




Leu 


Gin 


Gin Asn 


265 







Leu 


Leu 


Ma+ 


\ nr 




OU 






Leu 


fx 1 \t 

u 1 y 


Pr-A 

rro 


Arg 


*fO 








rne 


Ma+ 

mex 


1 1 e 


va 1 


Val 


Tyr 


Glu 


Phe 








PO 
OU 


oys 


Asp 


rro 


Uo 1 

va 1 






yo 




Arg 


va 1 


A 1 0 

A 1 a 


1 rp 




110 
1 1 u 






1 nr 


va 1 


1 1 e 


PhA 

rne 


1 ZO 








n 1 s 


va 1 


Ph£t 

rne 


VA i 0 

n 1 S 


Lys 


1 le 


Ala 


Pro 








1 f^O 
1 OU 


oer 


va 1 


M 1 S 


Uo 1 

va 1 






1 7C^ 
1 #0 




rro 


va 1 


A 1 0 
A 1 a 


fX 1 n 

u 1 n 




1 QO 






uln 


Leu 


1 le 


u 1 n 


205 








Phe 


Met 


Ser 


Ser 


Trp 


Met 


Tyr 


Gly 








240 


His 


Ser 


Tyr 


Thr 






255 




Gly 


Ala 


Pro 


Gly 




270 







12119 
2544 
DNA 

Homo sapiens 

<220> 

<221> CDS 

<222> (40) . . (663) 

<400> 12119 

tgcttggccg tgcttgccot gtcatoccao otgagaacca tgctcaccga ccctggggca 60 
gtaoocaaag gaaacgctac gaaagaatac atggagagct tgcagctgaa gcocggggaa 120 
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gtcatctaca agtgccccaa gtgctgctgt 
atttgcaaaa gatgtattcg gaaaatggat 
ggagaaaaga atcaaagatt ttttgtgctc 
catgctctga tcctttgtgg atttcagttc 
tgcagtgatt tttcacctcc gataactgta 
cttctgtttt tcactttcac tgcagttatg 
gacgagacgg agatcgagcg attgaaaagt 
tgggaaggga tgaagtccgt ctttgggggg 
gtgggcttcc gatttaggcg actgcccacg 
gtgtgaggcg tggctcatca gactgaaact 
gtctgaagga tatcaacagc tcatctgtga 
aattgcttgc agcaagcaga gttttatata 
tctcagtccc tacctgtaca acaacggaaa 
cgtggcctcc tgcagagctg gggcttctgt 
ttcaaatcct gggtcctgag ctgctgtttc 
aacagggatt ctccaagcag tcatttcagg 
gcactccccg gatcacagca gggcgtttac 
cgatgctttg cactgaagtt gcaaaagatc 
cacactcccc gctgccccgg aagagacatc 
gcgtgtctgt gcgtgtgcgc gcgtgtgtgc 
gcagtgtaac atttaccggc tgtgtacagc 
cagggaagag gggagagagc cgcggggtcc 
tggaggacat ctcgatccaa agaacagccg 
tttcattttt taaagaaatc ttgagtgctt 
gttccagcca aattagcagt gtataaatgg 
tgacttgata cttggggcag cccgatgctg 
agaggcaggg cccagccatt gggcacctct 
cccctggcag gggcgactgt gccaccgcag 
gcgccctctt gttggagttt ttggttagct 
gtgataaaat aggatccttg gtgcggagct 
ctcgtggggc cttgccttaa acttgcctgg 
agcaatctgt gacaaagtct gagggtcttc 
ttggcgtctc cctcctggga attgttttgc 
ttttaattac tctgtacccc atccgaatca 
aaagggacct acctgagcca ccgtcctagc 
gtggacttgg tcaccgcaga agcgtgtgcg 
agggacaaag tgtgggtgat cctggagacg 
ttgcacattg ttgtctgggt tggacatgcg 
tatatcctgt tatcaataaa acaattatcc 
tgtgtgcaaa tcaagtatac ttgacttttc 
aaataaagta atcaattaac agtt 



attaaacccg agcgcgccca ccactgcagt 1 80 
catcactgcc cgtgggtgaa caattgtgta 240 
ttcactatgt atatagctct gtcttcagtc 300 
atctcctgtg tccgagggca gtggactgaa 360 
atcctgttga tcttcctgtg ccttgagggt 420 
tttggcaccc aaatccactc catatgcaac 480 
gagaagccca catgggagcg gaggctgcga 540 
cccccctcac tcctctggat gaatcccttt 600 
agacccagaa aaggcggccc ggagttctca 660 
tgctcacaga cttccagtta tttatttggg 720 
ccaacagggc aactggaacc tacacaaacc 780 
tttatagtca cagatggcag aggaagaggc 840 
ggtgtgtggc cacacgaaga agccaaacgc 900 
ggagaatact tcgggttatt acatgggtta 960 
caatcatgaa gaaaaacagt gaatccagtg 1020 
gggctcctgc tgcccccgcc actcagcagt 1080 
atagaaagac gttttggtct cgattagctc 1140 
tgtgcactga acagtgaagg tggcttccgg 1200 
ctttgaccct ctcagcaagt ctgtgtgtgt 1260 
atgtgtgtca aaattgccag tgttgtttag 1320 
aaacaagcta ttttttagaa accgacgttt 1380 
tgcccgtggt tactatgaat gtattgctgt 1440 
ttcctgtgcg gcccttcgtt gccctcctgc 1500 
gagggccttg gaactgattt tttttttttt 1560 
cacctaggta agagcagagc tgcggctcgg 1620 
tgtgtggggc aggggaggca tccttactgg 1680 
gggaagggga ggggaccatg aggcagccag 1740 
gcagcgctcc agtcgggaat ggccaggatg 1800 
tttacgtttt cttctccacc cacggcacag 1860 
taaaattatg ccagaaagcc aacagctccc 1920 
tttgtacatt ttttgccgga tgcatcaaga 1980 
ctttatgctt gccctccaca ctaagagaag 2040 
ctttctgttc atctgtgaac tgttttttgt 2100 
gggcttctac cactgctgat gcaaaaccac 2160 
caagcgagca aacctgcagg gggtttggaa 2220 
ccgttggggg aagagctgcg tcacagccag 2280 
ccagtttccg agattgttct gcatattcat 2340 
tgtgggcttc agtgtgaggc ttttaatatg 2400 
aagtggttga atcctgtgag acttggcaag 2460 
aacctcttct ttcagtgtaa cttttatatg 2520 

2544 



<210> 12120 
<211> 208 
<212> PRT 

<213> Homo sapiens 
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<400> 12120 








Met 


1 PI 1 Thr" 

l_CU 1 1 II 


Aqr 


Pro Cj I V 
V I \j vj 1 y 


Ala Va 1 

txi a V a 1 


1 
1 






5 




Tvr* 
1 yr 


Mpt 1 IJ 




1 PI 1 C\\r\ 

1— CU U 1 1 1 


1 Pll 1 vc 
1— CU 1— yo 






20 






Prn 


1— yo v#yo 


oy o 


Hx/Q 1 1 P 

vyo 1 1 c 


1 vc Prn 
Ly o r I ii 










40 




L.yo ni g 


wy o 


1 1 p /iircr 
I 1 c ni g 


1 vcs Mpt 

L.yo llIC L. 




SO 








noi 1 


v/y o V a 1 


u 1 y 


^ 1 1 1 1 VQ 

u 1 u 1— yo 


Aon 1 n 
r\oi 1 u 1 1 1 


65 






70 




Tvr 

1 yi 


Me Ala 


1 PI 1 

1— 


5?pr fipr 


Va 1 H i <: 

V a 1 1 1 1 o 








85 




r 1 ic 


lie t^CI 


nv<i 

oy o 


Va 1 Ar? 

V a 1 m g 


filv nin 

u 1 y u 1 1 1 






100 






Pro 


Pro 1 le 


Thr 
1 1 if 


Va 1 II p 

w a 1 lie 


1 PI i 1 PI 1 
1— CLI l_cu 




1 1 s 






120 


Leu 


Phe Phe 


Thr 
1 III 


Php Thr 
r IIU 1 1 11 


Ala Va 1 




130 






135 


1 le 


Cys Asn 


Asp 


Glu Thr 


Glu Me 


145 






150 




Thr 


Trp Glu 


Arg 


Arg Leu 


Arg Trp 








165 




Gly 


Pro Pro 


Ser 


Leu Leu 


Trp Met 






180 






Arg 


Arg Leu 


Pro 


Thr Arg 


Pro Arg 




195 






200 



Pr*/^ l%/o Aon 

r r o uys u i y Asn 


A 1 o 
A 1 a 


1 nr Lys 


n 1 1 1 

U 1 u 


1 n 
1 u 




1 o 




Prn Met 1 
rrU Uiy ulU Va 1 


1 1 P 
1 1 6 


1 yr Lys 


uys 










Ar-cr Alo Hio 
u 1 U Ai g Ala n 1 S 


n 1 s 


uys oer 


1 1 A 

1 1 e 










Aon U 1 o kl i o f^\tc^ 

Asp n 1 s n 1 s uys 


rro 


1 rp va 1 


Asn 


ou 








Ar'o* Php Php 1 
Arg riie rnu Val 


1 Ai 1 

I-6U 


Php Thr 
rric 1 nr 


Mp+ 

me L 


/O 








Alo 1 AI 1 1 1 A 1 AI 1 

A 1 a l_eu 1 1 e LcU 


uys 


1 \i PhA 

u 1 y rne 


u 1 n 


on 








1 rp 1 nr u i u oys 


oer 


Asp rne 


oer 


1 uo 




1 1 o 
1 1 u 




1 1 c rne i_eu oys 


1 AI 1 

Leu 


u 1 u u 1 y 


Leu 




1 oc 

1 zo 






Met Phe Gly Thr 


Gin 


1 le His 


Ser 


140 








Glu Arg Leu Lys 


Ser 


Glu Lys 


Pro 


155 






160 


Glu Gly Met Lys 


Ser 


Val Phe 


Gly 


170 




175 




Asn Pro Phe Val 


Gly 


Phe Arg 


Phe 


185 




190 




Lys Gly Gly Pro 


Glu 


Phe Ser 


Val 




205 







<210> 12121 
<211> 3106 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (50). . (1165) 

<400> 12121 

cagcgccagc tccgcgtccc gaccggcccg 
coogcagaag togocttctg tcccoaagtc 
gaaagatgat tccttcttgg ggaaactcgg 
ggaggtgtoc gagctgcagg aggagggaat 
tccctttgag ctggaocoog aggacaogat 
ggatccaaac tcacgcagtg accccaagct 
gattaatgat gtgttggttg gagaaagaat 
tgatggaoaa gtcctgcaga agcttttoga 
tgaggtcaco cagtcagaga ttgctcagaa 



cggcagcctg ogccgogooa tggccaccto 60 
tcocactcoc aagtcgcccc cgtoccgcaa 120 
agggaccctg gcccggagga agaaagccaa 180 
gaacgccatc aacctgcccc toagcocaat 240 
gctggaggag aatgaggtgc gaacaatggt 300 
tcaagaactg atgaaggtat taattgactg 360 
cattgtgaaa gacctagotg aagatttgta 420 
gaaactggag agtgagaagc taaatgtggc 480 
gcaaaaaotg cagactgtcc tggagaagat 540 
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caatgaaacc ctgaaacttc ctcccaggag catcaagtgg aatgtggatt ctgttcatgc 600 
caagagcctg gtggccatct tacacctgct cgttgctctg tctcagtatt tccgcgcacc 660 
aattcgactc ccagaccatg tttccatcca agtggttgtg gtccagaaac gagaaggaat 720 
cctccagtct cggcaaatcc aagaggaaat aactggtaac acagaggctc tttccgggag 780 
gcatgaacgt gatgcctttg acaccttgtt cgaccatgcc ccagacaagc tgaatgtggt 840 
gaaaaagaca ctcatcactt tcgtgaacaa gcacctgaat aaactgaacc tggaggtcac 900 
agaactggaa acccagtttg cagatggggt gtacctggtg ctgctcatgg ggctcctgga 960 
gggctacttt gtgcccctgc acagcttctt cctgaccccg gacagctttg aacagaaggt 1020 
cttgaatgtc tcctttgcct ttgagctcat gcaagatgga gggttggaaa agccaaaacc 1080 
gcggccagaa gacatagtca actgtgacct gaaatctaca ctacgagtgt tgtacaacct 1140 
cttcaccaag taccgtaacg tggagtgagg ggctgccctg ggcccaccac tgcccaagag 1200 
ttcttgctgt tggcgtactg gaccctcctc cgaactgcct taccctgctt attcctgtct 1260 
cttgcactgt gctctcccac aagtccagct gcaacccaga gatagtggaa actgaaatta 1320 
ggaaggaaat catcaataac tcagtgggct gacccatccc tcccaggcgc tggggaccaa 1380 
cctagcaatg aaggttggga aggttgttcc cttcccggtg ccaggtccag atttccctcc 1440 
atgatttggg aaccagctta ggcaaaagag tccccacaag atgaaaataa agatcctagt 1500 
taccattcaa aggatgctaa ctgtgtgtca ggccccacac taagtgctct gctctgatat 1560 
actcaaggcc attaatcttc aggactccca ttgacgtagg tgtttcattc cccttttaca 1620 
gatgaggaaa ctaaggcttg gaggttaaat gacttgccag aagttggaat ttttttcctc 1680 
tttgaacata acctctccct tctccctaaa ggtaaccact attctgagtc caatcatcaa 1740 
ggttttgctt ttctttttag ctaagtatgc attcctcaat agtagacagt acaacatgtt 1800 
tataacaagc caattacatt atgttctttg catgttctaa agttgtgtat gtgtgtgcac 1860 
atctgagcac gtgcacatgt acacctgagc caaaaacacg agaacccact gatctcacca 1920 
ctggggcaag ctaggtcaga gcttagtgat tcacactgaa attggcaaat tggatttaac 1980 
ccaattaata gtgtgtgtgt ggcaggagtc atgtccctca catcctttgt acaaatgaaa 2040 
attactctta attccttcag atttataata actctgtact ttggtttcag ggtgacattt 2100 
gggaaggatt ttgtttagaa ttaatggagt ggcacatttt gcagcctttt tgcttgattg 2160 
catgtaatgg aaatgcccta tattttcctg caaaataagt actaaattca ttatcgttaa 2220 
gcaaatgtac aatatgctca ggcaccgcag agagctgggc acgggcccat gtgagcatca 2280 
ctttggaagt agggctcttc aacagggacc cttgaacttt aaagaaagga acttcttttt 2340 
gccttctaat tgatcattta gactattctg gctaagtctg cccacatgta attaccggct 2400 
aattcaagcg aggaaaaatg taagtcattt agaccaaagc caagcagttt ctttgcgtgg 2460 
gttactcaag ggcttgtggt tacttgtatc tcctctatgt gaacttgact ttgaaagaca 2520 
gagctctagt gtgccagcct gctaagtcct gtaagaatag ggaagggcgg aggggggtgg 2580 
gcagtgacta ggggacgaga agcatgggga aaatatttgc actctaaaca tacagagata 2640 
gaggtggggc ttgtggtact taacacttgt agccatcaac tgactgagac cttgggctaa 2700 
ataatcaatt gtgctgatat tacatctcgt tatggaatgt tcctaaatat gccaggtaga 2760 
caccagccca agtaccctcc tccagaagtc tgtgactacc ttgtcactac tttaggccca 2820 
ttccacaaag cccatctctg gtttgagaat tcattttgat ctgtatctac accacccaaa 2880 
gttaggcctc ctataatgtc caaaacattc ctttcagcct ttttatttct tactgtactg 2940 
tctcttactg tactgtctat ctgcagtaat tgaggaccca taaaatttag ataactacat 3000 
gtctttgctc ttagaattgt cactcagcat aatgagcatt taacatacaa aggcaatgta 3060 
ctgttttgtg ttgatctatg taaaagaata caattctttt ttacat 3106 



<210> 12122 
<211> 372 
<212> PRT 
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<213> Homo sapiens 
<400> 12122 

Met Ala Thr Ser Pro Gin Lys Ser Pro Ser Vai Pro Lys Ser Pro Thr 

1 5 10 15 

Pro Lys Ser Pro Pro Ser Arg Lys Lys Asp Asp Ser Phe Leu Gly Lys 

20 25 30 

Leu Gly Gly Thr Leu Ala Arg Arg Lys Lys Ala Lys Glu Val Ser Glu 

35 40 45 

Leu Gin Glu Glu Gly Met Asn Ala lie Asn Leu Pro Leu Ser Pro Me 

50 55 60 

Pro Phe Glu Leu Asp Pro Glu Asp Thr Met Leu Glu Glu Asn Glu Val 
65 70 75 80 

Arg Thr Met Val Asp Pro Asn Ser Arg Ser Asp Pro Lys Leu Gin Glu 

85 90 95 

Leu Met Lys Va I Leu 1 1 e Asp Trp 1 1 e Asn Asp Va I Leu Va I Gly Glu 

100 105 110 

Arg Me II e Va I Lys Asp Leu Ala Glu Asp Leu Tyr Asp Gly Gin Va I 

115 120 125 

Leu Gin Lys Leu Phe Glu Lys Leu Glu Ser Glu Lys Leu Asn Val Ala 

130 135 140 

Glu Val Thr Gin Ser Glu Me Ala Gin Lys Gin Lys Leu Gin Thr Val 
145 150 155 160 

Leu G I u Lys 1 1 e Asn G I u Thr Leu Lys Leu Pro Pro Arg Ser I I e Lys 

165 170 175 

Trp Asn Va I Asp Ser Va I H i s A I a Lys Ser Leu Va I Ala Me Leu H 1 s 

180 185 190 

Leu Leu Val Ala Leu Ser Gin Tyr Phe Arg Ala Pro Me Arg Leu Pro 

195 200 205 

Asp His Val Ser Me Gin Val Val Val Val Gin Lys Arg Glu Gly Me 

210 215 220 

Leu Gin Ser Arg Gin Me Gin Glu Glu Me Thr Gly Asn Thr Glu Ala 
225 230 235 240 

Leu Ser Gly Arg His Glu Arg Asp Ala Phe Asp Thr Leu Phe Asp His 

245 250 255 

A I a Pro Asp Lys Leu Asn Va I Va I Lys Lys Thr Leu 1 1 e Thr Phe Va I 

260 265 270 

Asn Lys His Leu Asn Lys Leu Asn Leu Glu Val Thr Glu Leu Glu Thr 

275 280 285 

Gin Phe Ala Asp Gly Val Tyr Leu Val Leu Leu Met Gly Leu Leu Glu 

290 295 300 

Gly Tyr Phe Val Pro Leu His Ser Phe Phe Leu Thr Pro Asp Ser Phe 
305 310 315 320 

Glu Gin Lys Val Leu Asn Val Ser Phe Ala Phe Glu Leu Met Gin Asp 

325 330 335 

Gly Gly Leu G I u Lys Pro Lys Pro Arg Pro G I u Asp Me Va I Asn Cys 

340 345 350 

Asp Leu Lys Ser Thr Leu Arg Val Leu Tyr Asn Leu Phe Thr Lys Tyr 
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355 

Arg Asn Val 
370 



360 



365 



Glu 



<210> 12123 
<211> 2918 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (73) . . (855) 

<400> 12123 

gaggctcggc cgcctgagcc gcggacggtt tgctgagccc gttagtgogc ccggccgaga 60 

cacgccgccg ccatgtcccg ctacctgcgt ccccccaaca cgtctctgtt cgtcaggaao 120 

gtggccgaog acaccaggtc tgaagaottg cggcgtgaat ttggtcgtta tggtcctata 180 

gttgatgtgt atgttccact tgatttctac actcgccgtc caagaggatt tgcttatgtt 240 

caatttgagg atgttcgtga tgotgaagac gctttacata atttggacag aaagtggatt 300 

tgtggacggc agattgaaat acagtttgcc oagggggato gaaagacacc aaatcagatg 360 

aaagcoaagg aagggaggaa tgtgtacagt tcttcacgct atgatgatta tgacagatac 420 

agaogttcta gaagoogaag ttatgaaagg aggagatcaa gaagtcggtc ttttgattac 480 

aactatagaa gatcgtatag tcctagaaat agaccgactg gaagacoacg gcgtagoaga 540 

agcoattcog acaatgatag attcaaacac ogaaatcgat ctttttcaag atctaaatcc 600 

aattcaagat cacggtccaa gtcccagccc aagaaagaaa tgaaggctaa atcaogttct 660 

aggtctgcat ctoaoaocaa aactagaggo acctctaaaa cagattccaa aacacattat 720 

aagtctggct caagatatga aaaggaatca aggaaaaaag aacoaootag atccaaatct 780 

cagtcaagat cacagtctag gtctaggtca aaatctagat caaggtcttg gactagtcct 840 

aagtooagtg gccaotgata gtataaaoca tggtcatttt taggcatgta tcattcattt 900 

actcatagtt tggtttactt aaattatcag gaatacaatg ttgoaatgat gcttaaaaaa 960 

cacttgttag ttttccctgt acoaggcaat ggttataatt aaaatgatat gctgttgaga 1020 

agccactctt aagagtcoag tttgtttaat gttatgggca gctaccaatt tgtggtgtct 1080 

ctgtatattt ttgtaaagat tctcattttt tatgcttgaa gtatttggtg aaaagatgtt 1140 

ggttgaooat aatttgcaao attgtctcat taaaaataaa ctttoatatt catatttggt 1200 

agaactgtta acctagaaat gtagcttgct aataagatag aatgatacaa aagtgaagta 1260 

gtagccaoag tacaacactg actgctcaga cacatttagg ttcagggtgg acctttatgt 1320 

cttgtcaaga tgtctaggco cggctgggcg tggtggctca cacotgtaat cocagcaott 1380 

tgggaggoog aggcgggogg atoacgaggt caggagttcg agaccagcct gaccaacacg 1440 

gtgaaacccc gtctctaota aaaataoaaa aattatccgg gcatggtggc acataootgt 1500 

aatotcagct actcaggagg ctgaggcaag agaatcgctt gaacctggga ggtagaagtt 1560 

gcagtgagcc aaaatcaogo caotgcactc oagcctgggo aacagagtga gactccgtot 1620 

caaaaaaaaa aaaaaaaccg gatgtctagg ocaatgataa ttatttttga tgcagtgtgg 1680 

attagttott ttgttaacoc cactgtcttg gggaatgatg ccagctggga aattgagttt 1740 

ttgactgaaa catggagoot tcactgcttt ttttotggtt cctatgaaga tttggaacat 1800 

agaaaaoaoa aaaactcacc ttaaaatttg agcaggtcgt tgatggcaaa aataatttta 1860 

aggaaaaagg aatattctta tgtagttatt otaaagttta aggagcgttg ttgaocataa 1920 

tattgcttag ttttcttact gctgttaagt aagtaaattg tttcaaagta ggttttgtgt 1980 
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gtgtgtgcct agtgtaaaag aactgaaatt 
tgtatcaaaa tttgcctgcc tctttatgag 
taatacgagg caagttgtaa gacaacactc 
ttaaggtaat ttggggaaaa ggattagtca 
ttcgattatc agtgtagtac ctgactaaaa 
ttctagtatt tctctgaaag atcgttttgg 
atttcagaat aaaaagctag catctttaaa 
taagaattat ggacaaacga ttccttttag 
aatctaggct ttgcctgtaa agaatacaac 
gtttaaagga ttgattctag aacctttgta 
ttactgtttg cagttaatgt tcatgttctg 
aattttttta gattttcctg gatgtatagt 
agcagtagtt tacagttcta gcaaagagga 
tcttatagag gcttctaaaa aggtattttt 
acctttaaaa catcaatgtt tggatcaaaa 
aattaagcaa acatgctata ataaaaacaa 



ttgatgctta cagcacttgg ctcgtgcatt 2040 
ggaggcctgc ttttcacacc tcagtttatt 2100 
attctaggtg attctgtggt gccatgaaat 2160 
gttttaagca agagtcacat cttttgagct 2220 
atgaagtaat acccttaaac catttataat 2280 
ggacaaaagt gacttgacat gtccaatttc 2340 
aatctcagat tgcttgctta cagatacaag 2400 
aggattactt ttttcaattt cggttttagt 2460 
gatggatttt aaatactgtt tgtggaatgt 2520 
tatttgatag tatttctaac tttcatttct 2580 
ctatgcaatc gtttatatgc acgtttcttt 2640 
ttaaacaaca aaaagtctat ttaaaactgt 2700 
aagttgtggg gttaaacttt gtattttctt 2760 
atatgttctt tttaacaaat attgtgtaca 2820 
caagacccag cttattttct gcttgctgta 2880 
aatgaagg 2918 



<210> 12124 
<211> 261 
<212> PRT 

<213> Homo sapiens 



<400> 12124 
Met Ser Arg Tyr 
1 

Val Ala Asp Asp 
20 

Tyr G I y Pro I I e 

35 

Arg Pro Arg Gly 
50 

Glu Asp Ala Leu 
65 

I le Glu I le Gin 

Lys Ala Lys Glu 
100 

Tyr Asp Arg Tyr 
115 

Ser Arg Ser Arg 
130 

Arg Asn Arg Pro 
145 

Asn Asp Arg Phe 

Asn Ser Arg Ser 
180 



Leu 


Arg 


Pro 


Pro 


5 








Thr 


Arg 


Ser 


Glu 


Val 


Asp 


Val 


Tyr 








40 


Phe 


Ala 


Tyr 


Val 






55 




His 


Asn 


Leu 


Asp 




70 






Phe 


Ala 


Gin 


Gly 


85 








Gly 


Arg 


Asn 


Val 


Arg 


Arg 


Ser 


Arg 








120 


Ser 


Phe 


Asp 


Tyr 






135 




Thr 


Gly 


Arg 


Pro 




150 






Lys 


His 


Arg 


Asn 


165 








Arg 


Ser 


Lys 


Ser 



Asn 


Thr 


Ser Leu 




10 




Asp 


Leu 


Arg Arg 


25 






Val 


Pro 


Leu Asp 


Gin 


Phe 


Glu Asp 






60 


Arg 


Lys 


Trp Me 






75 


Asp 


Arg 


Lys Thr 




90 




Tyr 


Ser 


Ser Ser 


105 






Ser 


Arg 


Ser Tyr 


Asn 


Tyr 


Arg Arg 






140 


Arg 


Arg 


Ser Arg 






155 


Arg 


Ser 


Phe Ser 




170 




Gin 


Pro 


Lys Lys 


185 







Phe Val Arg Asn 
15 

Glu Phe Gly Arg 
30 

Phe Tyr Thr Arg 
45 

Va I Arg Asp A I a 

Gys Gly Arg Gin 
80 

Pro Asn Gin Met 
95 

Arg Tyr Asp Asp 
110 

Glu Arg Arg Arg 
125 

Ser Tyr Ser Pro 

Ser His Ser Asp 
160 

Arg Ser Lys Ser 
175 

Glu Met Lys Ala 
190 
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Lys Ser 


Arg 


oer 


Arg 


oer Ala 


ocr nis inr Lys 


1 nr Arg u i y i nr oer 




195 








200 


205 


Lys Thr 


Asp 


Ser 


Lys 


Thr His 


Tyr Lys Ser Gly 


Ser Arg Tyr Glu Lys 


210 








215 




220 


Glu Ser 


Arg 


Lys 


Lys 


Glu Pro 


Pro Arg Ser Lys 


Ser Gin Ser Arg Ser 


225 








230 


235 


240 


Gin Ser 


Arg 


Ser 


Arg 


Ser Lys 


Ser Arg Ser Arg 


Ser Trp Thr Ser Pro 








245 




250 


255 


Lys Ser 


Ser 


Gly 


His 












260 











<210> 12125 

<211> 2897 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (88) . . (2640) 

<400> 12125 

aagtcaogtg otgtgacagt agotggggtg aggccgtcgt cgccgoaogg gotggttggg 60 
gctgtgtotg tgggaggcgc cggggtgatg gcggtggaga ctctgtcccc ggactgggag 120 
tttgaccgcg ttgacgacgg ctcgcagaaa attcatgocg aagtccaact taagaattat 1 80 
gggaaatttc ttgaggagta tacctctcaa ctgagaagaa ttgaggaogc tctggatgac 240 
tcaattggag atgtttggga tttcaatctt gatcctatag oattaaagct tttgccttat 300 
gaacagtoct ctcttttgga actcataaag actgaaaaca aggtcttaaa caaagtcatc 360 
aotgtttatg ctgcaotttg ttgtgaaato aagaaattaa aatatgaggc tgaaactaaa 420 
ttttacaatg gtctcttgtt ttatggagaa ggagctacag atgccagcat ggtggaaggt 480 
gattgccaaa ttcaaatggg gagatttatt toattottac aggaactgtc ttgctttgtt 540 
acgaggtgct atgaagtggt gatgaacgta gtccaccagt tggctgccct ctatatcagt 600 
aacaagattg cacccaaaat tatagagaca actggagttc attttcagac tatgtatgag 660 
cacttgggag aactgctaac agttttgctc accctggatg aaattattga taatcatato 720 
aoactgaaag aocactggac tatgtacaaa aggttactga aatctgtcca tcacaatcct 780 
tcaaaatttg gaattcagga agaaaaatta aagccatttg aaaagttctt gctgaagota 840 
gaagggcaat tactggatgg aatgatattc caggcctgta tagaacaaca atttgattct 900 
ctcaatggag gagtatctgt gtcaaaaaat agtacttttg ctgaggaatt tgcacatagt 960 
attoagtoaa tttttgcaaa tgtagaagoo aaacttggag aaccttctga aattgaccag 1020 
agagacaagt atgttggaat ttgtggactc tttgtattgo actttcagat ttttcgaact 1080 
attgataaaa agttttataa gtctttattg gacatttgta agaaggtacc agccatcact 1140 
ctaactgcta atattatttg gtttootgat aattttctga tccagaaaat accagoagot 1200 
gccaaactgc tagacagaaa aagtottoaa gocattaaaa taoacaggga tacttttcta 1260 
caacagaaag ctcaatcact taccaaagat gtacagtctt aotacgtctt tgtgagctca 1320 
tggatgatga aaatggaatc tattttgtct aaagagcaga gaatggataa atttgctgaa 1380 
gatctcacca atagatgtaa tgtttttata cagggcttct tgtatgoata tagtattagt 1440 
accattatta aaaccacaat gaatctctac atgtccatgo aaaagccaat gaccaaaacc 1500 
tcagttaagg cattgtgcag gcttgttgaa cttctcaagg caatagagca tatgttctac 1560 
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aggagaagca tggttgtggc tgattcagtt tcacatataa cacagcacct tcaacatcag 1620 
gctcttcatt ctatttctgt ggccaagaaa agagtgattt ctgacaaaaa atacagcgaa 1680 
cagcgtcttg atgtgctctc tgctctagtt ttggctgaaa acactctaaa tggaccaagc 1740 
acaaagcaac ggcgacttat tgtttctttg gcactaagtg ttggcacaca aatgaaaaca 1800 
tttaaagatg aagaactctt tccacttcaa gtagtcatga aaaaactgga tcttattagt 1860 
gaacttagag aacgagtcca aacacaatgt gactgttgtt ttttataccg gcatcgagct 1920 
gtcttcccaa tttatttaga tgatgtatat gaaaatgctg ttgatgcagc cagattacat 1980 
tacatgttca gtgctttgcg cgactgtgta cctgctatga tgcatgcaag gcatttagag 2040 
tcctatgaga tacttctgga ttgctatgac aaggaaatta tggaaatttt aaatgagcat 2100 
ttgctggaca aattatgcaa agaaatagag aaagatctgc gactttctgt gcatactcat 2160 
ttaaagctgg atgaccgaaa ccctttcaaa gttggcatga aagacctggc tctttttttc 2220 
tctctgaatc caattcggtt tttcaatcgt ttcattgaca ttcgggctta cgtaactcac 2280 
tacctagaca agactttcta caatctaaca actgtagccc ttcatgactg ggccacttat 2340 
agtgagatga gaaacttagc tgctcagcgt tatggactgg ttatgacaga ggcacatctt 2400 
cccagtcaga ctttggaaca gggccttgat gttttagaaa ttatgagaaa cattcatata 2460 
tttgtgtccc gatacctcta taatctcaac aatcagattt ttattgaacg aacaagcaat 2520 
aacaagcatt tgaatactat taatattcgg catattgcta attcaattcg aacacatggc 2580 
acgggaatta tgaatacaac taaatgggca ttcaccgctt ggcgtggtgg cccacgcttg 2640 
taatcccagc actttgggag gctgaagcag gaggatcacc tgaggttggg agttcaagac 2700 
cagcctgacc aacatggaga aaccccatct ctactaaaaa tacaaaatta gccaggcgtg 2760 
gtggcgggcg cctgtaatcc cagctgcttg ggaggctgag gcaggagaat cgcttgaacc 2820 
tgggaggcag aggttgcagt gagctgagat tgcgccattg cactccagct tgggcagcaa 2880 
gagcgaaact ccatctc 2897 



<210> 12126 
<211> 851 
<212> PRT 

<213> Homo sapiens 



<400> 12126 



Met Ala 


Val Glu 


Thr 


Leu 


Ser 


Pro 


Asp 


Trp 


Glu Phe 


Asp 


Arg 


Val 


Asp 


1 




5 










10 








15 




Asp Gly 


Ser Gin 


Lys 


1 le 


His 


Ala 


Glu 


Val 


Gin Leu 


Lys 


Asn 


Tyr 


Gly 




20 










25 








30 






Lys Phe 


Leu Glu 


Glu 


Tyr 


Thr 


Ser 


Gin 


Leu 


Arg Arg 


1 le 


Glu 


Asp 


Ala 




35 








40 








45 








Leu Asp 


Asp Ser 


1 le 


Gly 


Asp 


Val 


Trp 


Asp 


Phe Asn 


Leu 


Asp 


Pro 


1 le 


50 








55 








60 










Ala Leu 


Lys Leu 


Leu 


Pro 


Tyr 


Glu 


Gin 


Ser 


Ser Leu 


Leu 


Glu 


Leu 


1 le 


65 






70 










75 








80 


Lys Thr 


Glu Asn 


Lys 


Val 


Leu 


Asn 


Lys 


Val 


1 le Thr 


Val 


Tyr 


Ala 


Ala 






85 










90 








95 




Leu Cys 


Cys Glu 


1 le 


Lys 


Lys 


Leu 


Lys 


Tyr 


Glu Ala 


Glu 


Thr 


Lys 


Phe 




100 










105 








110 






Tyr Asn 


Gly Leu 


Leu 


Phe 


Tyr 


Gly 


Glu 


Gly 


Ala Thr 


Asp 


Ala 


Ser 


Met 




115 








120 








125 








Val Glu 


Gly Asp Cys 


Gin 


1 le 


Gin 


Met 


Gly 


Arg Phe 


1 le 


Ser 


Phe 


Leu 
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1 '^n 

1 oU 








1 

1 oO 




1 An 








u 1 n 


13 1 U 


Leu 


Ser Cys 


rne va 1 


1 nr Arg oys 


1 yr b 1 u 


va 1 


va 1 


Ma4- kt>w\ 

iviex Asn 












1 R(\ 

1 OU 




1 DO 






1 OU 


va 1 


va 1 


n 1 S 


u 1 n 


1 Al 1 

Leu 


A 1 0 A 1 0 

A 1 a A 1 a 


Leu 1 yr 1 1 e 


oer Asn 


Lys 


1 1 e 


A 1 A Di>*tf% 

A 1 a rro 










1 f\R 
1 ou 




1 7n 
1 /u 








1 71; 
1 /o 


Lys 


1 1 e 


1 1 A 

1 1 e 


ft 1 1 1 
u 1 u 


Thr- 

1 nr 


TK»- ft 1 \f 

\ nr la 1 y 


va 1 nis rne 


ft 1 n Tl-ii^ 

u 1 n 1 nr 


IUIa+ 

iviex 


Tyr 


ft 1 1 1 M i 0 

b 1 u nis 








1 OU 






1 






1 on 

1 




Leu 


u 1 y 


u 1 u 


Leu 


Leu 


inr va 1 


Leu Leu inr 


Leu Asp 


ft 1 ■ 1 
b 1 u 


1 1 e 


lie Asp 






1 yo 








9nn 
zuu 




ZUO 






Asn 


n 1 s 


1 1 A 

1 1 e 


1 nr 


Leu 


Lys Asp 


nis 1 rp inr 


Met 1 yr 


Lys 


Arg 


Leu Leu 




01 n 
z 1 u 








91 

z 1 0 




99fl 

zzu 








Lys 


oer 


va 1 


n 1 0 


Hie 
n 1 s 


Asn rro 


oer Lys rne 


ft 1 1 1 A 

u 1 y lie 


ft 1 n 

b 1 n 


ft 1 1 1 
b 1 U 


G 1 u Lys 












ZoU 




zoo 






9An 


Leu 


Lys 


rr 0 


rne 


ft 1 1 1 
u 1 u 


Lys rne 


Leu Leu Lys 


1 At I ft 1 1 1 

Leu b 1 u 


ft 1 *# 
b 1 y 


ft 1 r\ 

b 1 n 


Leu Leu 










z*^o 




zou 








9KK 

zoo 


Asp 


u 1 y 


wiex 


1 1 e 


rne 


ft 1 n A 1 <s 

u 1 n Ala 


11^ ^ 1 ■ ■ 
oys lie u 1 u 


ft 1 ft 1 
u 1 n bin 


rne 


Asp 


Ser Leu 








9fin 

Z.DU 






zoo 






z /u 




Asn 


u 1 y 


u 1 y 


Va 1 


oer 


va 1 oer 


Lys Asn oer 


1 nr rne 


A 1 4 

A 1 a 


ft 1 1 1 

b 1 U 


ft 1 1 1 Dk^ 

b 1 u rne 






z /o 








9Dn 

ZoU 




Zoo 






A 1 a 


n 1 S 


oCr 


1 le 


Gin 


oer 1 1 e 


rne Aia Asn 


\/o 1 ft 1 ■ 1 

va 1 b 1 u 


A 1 4 

A 1 a 


Lys 


1 Al I ft 1 

Leu biy 




zyu 








zyo 




9nn 








u 1 u 


rrO 


0 A 


Glu 


1 le 


Asp ti 1 n 


Arg ASp Lys 


1 yr va 1 


ft 1 \t 
b 1 y 


1 1 e 


ftfc« A ft 1 « « 

oys b 1 y 












0 1 u 




91 C 

0 1 0 






oZU 


Leu 


rne 


va 1 


Leu 


His 


DkiA ft 1 n 

rne u 1 n 


1 1 e rne Arg 


1 nr 1 1 e 


Asp 


Lys 


Lys Phe 










325 




ooU 








991^ 

ooO 


Tyr 


Lys 


oer 


Leu 


Leu 


Asp 1 1 e 


Cys Lys Lys 


va 1 rro 


A 1 4 

A 1 a 


1 1 A 

1 1 e 


Thr Leu 








340 






9>IC 






9Kn 
oOU 




1 nr 


A 1 a 


Asn 


1 le 


1 le 


1 rp rne 


rro ASp Asn 


rne Leu 


1 1 A 

1 1 e 


ft 1 r\ 

b 1 n 


1 ««A 1 1 A 

Lys 1 1 e 






9Kt; 








9*;n 




9£C 
000 






Dm* A 

rro 


A 1 0 

A 1 a 


A 1 0 

A 1 a 


Ala Lys 


Leu Leu 


Asp Arg Lys 


Ser Leu 


ft 1 r\ 

b 1 n 


A 1 ^ 

A 1 a 


11a I *#A 

1 1 e Lys 




0 /u 


■ 






0/0 




9Qn 
ooU 








1 1 e 


n 1 S 


Arg 


Asp Thr 


rne Leu 


ft 1 M ft 1 1 k«A 

u 1 n u 1 n Lys 


A 1 4 ft 1 r\ 

Ala bin 


oer 


1 Al ■ 

Leu 


Inr Lys 
















OaO 






4UU 


Asp 


va 1 


ft 1 n 

u 1 n 


Ser Tyr 


1 yr va 1 


rne va 1 oer 


Ser Trp 


Mex 


wiex 


Lys Met 










405 




*f 1 u 








41 0 


1 1 1 

u 1 U 


ocr 


1 1 e 


Leu 


Ser 


1 \t€> ft 1 ■ ■ 

Lys u 1 u 


ft 1 n A »-«r M^-t- 

u 1 n Arg ifieii 


Asp Lys 


rne 


A 1 ^ 

A 1 a 


G 1 u Asp 








420 






4ZO 






>l9ft 

4oU 




Leu 


1 nr 


Asn 


Arg Cys 


Asn va 1 


Pki£k 1 1 A ft 1 n 

rne lie u 1 n 


ft 1 PKa 

b 1 y rne 


Leu 


Tyr 


A 1 A T*/i»* 

Ala 1 yr 


















AA^ 






Ser 


1 le 


Ser 


Thr 


1 le 


1 1 e Lys 


Thr Thr Met 


Asn Leu 


Tyr 


Met 


Ser Met 




450 








455 




460 








Gin 


Lys 


Pro 


Met 


Thr 


Lys Thr 


Ser Val Lys 


Ala Leu 


Cys 


Arg 


Leu Val 


465 










470 




475 






480 


Glu 


Leu 


Leu 


Lys Ala 


1 le Glu 


His Met Phe 


Tyr Arg 


Arg 


Ser 


Met Val 










485 




490 








495 


Val 


Ala 


Asp 


Ser 


Val 


Ser His 


1 le Thr Gin 


His Leu 


Gin 


His 


Gin Ala 






500 






505 






510 




Leu 


His 


Ser 


1 le 


Ser 


Val Ala 


Lys Lys Arg 


Val Me 


Ser 


Asp 


Lys Lys 
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1 yr ocr u i u u i n Ar g i-cu 


Aon \/o 1 1 AI 1 
Abp Va 1 Leu 


QaK* Aid 1 AI 1 \/o 1 

oer Aia Leu vai 


Leu 


A 1 0 f\\\% 

Aia u 1 u 






0*fU 






Aon Tl^i^ Iaii Aon ^1%/ Pi^a 

rtsn inr i_cu Asn uiy rro 


Q A 1^ TI*»K" 1 \/o 

oer inr Lys 


f^ln AfflT Ai^o* 1 All 

u 1 n Arg Arg Leu 


1 1 A 

1 1 e 


va 1 oer 






OuO 




oou 


ueu ma l6U o6r Vai uiy 


Thr- n 1 n Ma+ 

1 nr u 1 n mex 


1 %fo Thr* PhA 1 \/o 

Lys 1 nr rne Lys 


Asp 


u 1 U u 1 u 






o /u 




o /o 


1 All PKa Pr-rk 1 oi 1 1 n Vol 

1-6U rriG r r o ueu u i n va i 


Mck 1 Ma+ 1 UO 

va 1 nriex Lys 


1 %#0 1 Ai 1 Aon 1 AI 1 

Lys Leu Asp Leu 


1 1 A 

1 1 e 


oer uiu 


RAO 


OoO 




Ron 
09U 




Leu Mr g u f u Arg va i u i n 


1 nr u 1 n oys 


Aon 0\/o C^xtcs Ph A 

Asp uys uys rne 


Leu 


1 yr Arg 






Rn^ 

QUO 






M i c Aro- A 1 a 1 PHa Prn 
nis Mrg Aia va 1 rne rro 


1 1 A T\#l^ 1 AI 1 

lie 1 yr Leu 


Aon Aon V/4 1 T\/v 

Asp Asp va 1 1 yr 


^ 1 1 1 
u 1 u 


Aon A 1 4 

Asn Aia 


Q 1 U 


O 1 o 








Vo 1 Aon A 1 o A 1 o Avat 1 ai i 

va 1 Mbp Aia Aia Arg Leu 


l-i i c T%/r- IUIa+ 

n 1 s 1 yr me l 


PhA Qak* a 1 0 1 All 

rne oer a i a Leu 


Arg 


Aaa ^^%#a 

Asp v#ys 


fi9R fi'^n 




DoO 






Vo 1 Pr-n A 1 o Ma-I- Ma+ H i o 

va 1 rro Aia ivieL inex nis 


A 1 o Avn* U 1 o 

A 1 a Arg n i s 


1 AI I III Oai^ t 

Leu u 1 u oer i yr 


1 1 1 

u 1 U 


1 1 e Leu 


OH-O 




uOU 




000 


1 All Aon /^\/o Aon 1 I/O 

Leu Asp oys i yr Asp Lys 


fi\it 1 1 A Ma-I- 

u 1 u lie me L 


■ 2 ill 11 A 1 AI i A 1^ 

u 1 u lie Leu Asn 


n 1 1 1 
u 1 U 


kl i 0 1 Ail 

n 1 s Leu 


DQU 


ooo 




D /U 




1 OI 1 Aon 1 \/o 1 AI i 0%/o 1 i#o 

Leu Asp Lys Leu vrys Lys 


n 1 II 1 1 A 1 1 1 
u 1 u lie u 1 u 


Lys Asp Leu Arg 


Leu 


oer va i 


fi7R 


oou 


DoO 






t4 1 O TI^K" U 1 O 1 at i 1 %#0 1 AI 1 

n 1 5 1 nr n i s Leu Lys Leu 


Asp Asp Arg 


Asn rro rne Lys 


Ua I 

va 1 


fx \ w Ma+ 

u 1 y mex 






7nn 






1 \/ o Aon 1 AI 1 A 1 o i AI 1 Dk^A 

Lys Asp Leu Aia Leu rne 


DkiA Qa*' I AI 1 

rne oer Leu 


A A 1^ Di^^^ 1 1 A A 

Asn rro 1 1 e Arg 


PhA 

rne 


rne Asn 


7nc\ 71 n 

/ UO / 1 u 




71 
/ 13 




7on 


A^flT PI^A 1 1 A Aon 1 1 A Afe'Or 

Arg rne i i e Asp i i e Arg 


A 1 o TwK- Uo 1 

Ala 1 yr va i 


1 nr ni s 1 yr Leu 


Asp 


Lys Thr 


/zo 




7Qn 




7*31; 
/oo 


PI'^A Aon 1 AI 1 Tl^^ Tl^^ 

rne lyr Asn Leu inr inr 


V/o 1 Al's Iaii 

va 1 Aia Leu 


W I A A A 1 ^1*% A 1 A 

n 1 s Asp 1 rp A 1 a 


1 nr 


1 yr oer 




mo 








^ 1 1 1 Ma^ ^vcr Aon 1 ai i A I o 

u 1 u me L Arg Asn Leu a i a 


A 1 o ^ 1 n Avnr 

Aia u 1 n Arg 


'\\SV 1^ 1 W 1 AI 1 W'O 1 

1 yr u 1 y Leu vai 


Ma+ 

mex 


1 nr u 1 u 


7RR 
/ oo 


/DU 


/DO 






A 1 4 Ul I O 1 AI I Q»-^ fl 1 

Aia nlS Leu rro oer bin 


inr Leu biu 


Gin Gly Leu Asp 


\/o 1 
va 1 


1 AI I A 1 I I 

Leu u 1 u 


770 


775 


780 






1 1 e Met Arg Asn Me His 


1 le Phe Val 


Ser Arg Tyr Leu 


Tyr 


Asn Leu 


785 790 




795 




800 


Asn Asn Gin Me Phe 1 le 


Glu Arg Thr 


Ser Asn Asn Lys 


His 


Leu Asn 


805 




810 




815 


Thr 1 le Asn 1 le Arg His 


Me Ala Asn 


Ser 1 le Arg Thr 


His 


Gly Thr 


820 


825 




830 




Gly 1 le Met Asn Thr Thr 


Lys Trp Ala 


Phe Thr Ala Trp 


Arg 


Gly Gly 


835 


840 


845 







Pro Arg Leu 
850 



<210> 12127 
<211> 3138 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (65). . (1933) 

<400> 12127 

ctcttgacag cggcggcggc gcagccggtt 
cccgatggag cggcccgagg aaggcaagca 
cctgcgtctg ggcgoggagg agggcgagco 
catcgggcgg agacgaggtt gcgacctttc 
tcaotgtaga attgtagtgg atgaaaaatc 
cagtggaaca gtgattaaca agctgaaggt 
tggggatgtc atctacttgg tgtacaggaa 
otatgaatct ttaagtgaaa agoaaggcat 
ctgtgttgcc caggctggto taaaactcct 
ccaaagtatt gtgattacag ggtctggggg 
ctotgtggca agtgatgaag tctccagctt 
gtccttttcg tcgttggaac cccaggatca 
gagaggagat ggggaccttg acctgaacgg 
tgccoaaaoc gtcoaogagg aogtcagago 
gacgotgaca tgcatcatct gooaggacct 
catgoacacg ttctgcgcgg cttgctactc 
tacotgccgc tgtcocgtgg agcggatctg 
agcataccto atccagcatc cagacaagag 
tgccaggaat aaaatcactc aagacatgot 
tgaagaaggg agttcagagg acctgctgga 
cattagccag ccatacgtcg tgtgccggca 
gcctccccao tgcccagcao ccgagggoga 
accccocacg tocgtcagcc tgacgacagc 
aagccacgcc ctgtgcacct gctgcttcca 
gcaggacccg ogtgtogocc otcagcagtg 
gtactggggc tgcacccgga ccggctgcta 
cctgggtgac aagtgtctgg acggcgtgct 
gaagaattao otggoaaoca gaggtttgac 
ggctotccag cggggagtgt ttctgctgtc 
gtgttactgc tgtggoctgc gcagcttccg 
tcctgcttcc gagttgocag tggccgtaac 
ctgccgcact caggtgaaag ctcaccacgc 
aaggttcaaa aactaagcat ocagaggoco 
agcgtgtttt taaaatacag aggcaagcac 
agggacgcag ggtctccgao aggtgctctg 
gagtgagaoo ctcoooagag ccccgggggo 
agggctcgtg gtggcatcag cagcagagac 
ccgagagggg cagttttgct cttttgtaca 
tgttttcagg aaaagtttca agggagaagg 
aagggagcat aagtttacag cctacaggac 
cagcatttta tctatttttt attttaatag 



ccgggttcgg cgcggggogg ggatgtgaat 60 
gtcgccgccg ccgcagccct ggggacggct 120 
gcacgtcctc ctgaggaagc gggagtggac 180 
cttccccagc aataaactgg tctctggaga 240 
aggtcaggtg acaotggaag ataccagcac 300 
tgttaagaag cagacatgcc otttacagac 360 
gaatgaaccg gaacacaacg tggcatacct 420 
gacacaagaa tootttgaga tggtgccttg 480 
gggatcaagt gatcctccca ccttggcctc 540 
tggtggcatc tcccctaaag gaagtggtcc 600 
tgcotcagot ctcccagaca gaaagactgo 660 
ggaggatttg gagcccgaga agaagaaaat 720 
gcagttgttg gtcgcacaac cgcgtagaaa 780 
agoggctggg aagocagaoa agatggagga 840 
gctgcacgac tgcgtgagtt tgcagccctg 900 
gggctggatg gagcgctcgt ccctgtgtco 960 
taaaaaccao atcctcaaoa acctcgtgga 1020 
tcgcagtgaa gaagatgtgc aaagtatgga 1080 
gcagocoaaa gtcaggcggt otttttctga 1140 
gctgtcagac gttgacagtg agtcctcaga 1200 
gtgtcctgag taoagaaggc aggcggcgca 1260 
gccaggagoc ccacaggcco tgggggatgc 1320 
agtccaggat tacgtgtgcc ctctgcaagg 1380 
gcccatgccc gaccggagag cggagcgcga 1440 
tgoggtctgc otgcagcctt totgocaoot 1500 
cggctgcctg gccccgtttt gtgagctcaa 1560 
gaacaacaac agctacgagt cagacatoct 1620 
atggaaaaao atgttgacog agagcctogt 1680 
tgattacaga gtcacgggag acaccgttct 1740 
tgagctgacG tatcagtato agcagaacat 1800 
atcccgtcct gactgctact ggggccgtaa 1860 
catgaaattc aatcatatct gtgaacagac 1920 
tgagcagott toagoactgg aggtgaagag 1980 
gtcaaggtgt tttcacagcc ccotgaggga 2040 
gggtgactct tctgtggagc tttaccctct 2100 
cgoagoccgc cctcctggtg agogotgggo 2160 
gaagcctttc tgtaacatgc ggccgtcctg 2220 
ttttccgaaa ctacagttaa agcggaagtc 2280 
gcaagtttat caaaaacatt gtttcaggag 2340 
gtacaoaata tcctgctgct gggaaaacca 2400 
gtttggtgct tatottctaa taagatttaa 2460 
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atgtcacaaa ctgtagcaca aataatataa tttataattt acaaattgac taaaattggg 2520 
tatagtatgg tatttgaaag aataagcata tgcttctgtt tattaaaaaa agaaaccttc 2580 
caatgtccaa aactgctaac cctcgacgtg gccgccaagt tagtcgctcc ttgctaaccg 2640 
gtgagtgacc gcggccccga gcctggggct ggacgcaggt cccaggacat gctgctccct 2700 
tgtgtgagtg accgcggccc cgagcctggg gctggacgca ggtcccagga cgtgctgctc 2760 
ccttgtgtga gtgaccacgg ccccaagccc agggctggag gcaggtccca ggacgcgccg 2820 
ctccctcatg ctgcccgggc ccttcctcca agaccctaca gagcctgagg ggcaccttgg 2880 
cttccgcctg tgctagcttt gccatgtcat ctggaataat acttgaaatt ttgattcttg 2940 
gaaaaaaaag tttcttatct tttgttgaaa tcacctgtta tccttgtttg taaactgata 3000 
acttttttgc ttcttctcag gaatacagtt ttcaactgtt gtcttgctct tgatagaaac 3060 
tgagaagcag caatctgtat ttgtggagga aagtcctctc ttttgcatat tctaataaat 3120 
gagccgcgtt tgctcctc 3138 



<210> 12128 
<211> 623 
<212> PRT 

<213> Homo sapiens 



<400> 12128 



Met 


G!u Arg Pro Glu 


Glu 


Gly 


Lys 


Gin 


Ser 


Pro Pro 


Pro 


Gin Pro 


Trp 


1 


5 










10 






15 




Gly 


Arg Leu Leu Arg 


Leu 


Gly 


Ala 


Glu 


Glu 


Gly Glu 


Pro 


His Val 


Leu 




20 








25 








30 




Leu 


Arg Lys Arg Glu 


Trp 


Thr 


1 le 


Gly 


Arg 


Arg Arg 


Gly 


Cys Asp 


Leu 




' 35 






40 








45 






Ser 


Phe Pro Ser Asn 


Lys 


Leu 


Val 


Ser 


Gly 


Asp His 


Cys 


Arg 1 1 e 


Val 




50 




55 








60 








Val 


Asp Glu Lys Ser 


Gly 


Gin 


Val 


Thr 


Leu 


Glu Asp 


Thr 


Ser Thr 


Ser 


65 




70 










75 






80 


Gly 


Thr Val 1 le Asn 


Lys 


Leu 


Lys 


Val 


Val 


Lys Lys 


Gin 


Thr Cys 


Pro 




85 










90 






95 




Leu 


Gin Thr Gly Asp 


Val 


1 le 


Tyr 


Leu 


Val 


Tyr Arg 


Lys 


Asn Glu 


Pro 




100 








105 






110 




Glu 


His Asn Val Ala 


Tyr 


Leu 


Tyr 


Glu 


Ser 


Leu Ser 


Glu 


Lys Gin 


Gly 




115 






120 








125 






Met 


Thr Gin Glu Ser 


Phe 


Glu 


Met 


Val 


Pro 


Cys Cys 


Val 


Ala Gin 


Ala 




130 




135 








140 








Gly 


Leu Lys Leu Leu 


Gly 


Ser 


Ser 


Asp 


Pro 


Pro Thr 


Leu 


Ala Ser 


Gin 


145 




150 










155 






160 


Ser 


1 le Val 1 le Thr 


Gly 


Ser 


Gly 


Gly 


Gly 


Gly Me 


Ser 


Pro Lys 


Gly 




165 










170 






175 




Ser 


Gly Pro Ser Val 


Ala 


Ser 


Asp 


Glu 


Val 


Ser Ser 


Phe 


Ala Ser 


Ala 




180 








185 








190 




Leu 


Pro Asp Arg Lys 


Thr 


Ala 


Ser 


Phe 


Ser 


Ser Leu 


Glu 


Pro GIri 


Asp 




195 






200 








205 






Gin 


Glu Asp Leu Glu 


Pro 


Glu 


Lys 


Lys 


Lys 


Met Arg 


Gly 


Asp Gly 


Asp 




210 




215 








220 
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Leu Asp Leu Asn Gly Gin Leu Leu Val 
225 230 
Gin Thr Val His Glu Asp Val Arg Ala 
245 

Met Glu Glu Thr Leu Thr Cys lie lie 
260 265 
Cys Val Ser Leu Gin Pro Cys Met His 

275 280 
Ser Gly Trp Met Glu Arg Ser Ser Leu 

290 295 
Va I Glu Arg 1 1 e Cys Lys Asn His lie 
305 310 
Tyr Leu lie Gin His Pro Asp Lys Ser 
325 

Ser Met Asp Ala Arg Asn Lys I le Thr 
340 345 
Val Arg Arg Ser Phe Ser Asp Glu Glu 

355 360 
Glu Leu Ser Asp Val Asp Ser Glu Ser 

370 375 
Val Val Cys Arg Gin Cys Pro Glu Tyr 
385 390 
Pro His Cys Pro Ala Pro Glu Gly Glu 
405 

Gly Asp Ala Pro Pro Thr Ser Val Ser 
420 425 
Tyr Val Cys Pro Leu Gin Gly Ser His 

435 440 
Gin Pro Met Pro Asp Arg Arg Ala Glu 

450 455 
Ala Pro Gin Gin Cys Ala Val Cys Leu 
465 470 
Trp Gly Cys Thr Arg Thr Gly Cys Tyr 
485 

Glu Leu Asn Leu Gly Asp Lys Cys Leu 
500 505 
Ser Tyr Glu Ser Asp I le Leu Lys Asn 

515 520 
Thr Trp Lys Asn Met Leu Thr Glu Ser 

530 535 
Val Phe Leu Leu Ser Asp Tyr Arg Val 
545 550 
Tyr Cys Cys Gly Leu Arg Ser Phe Arg 
565 

Gin Asn Me Pro Ala Ser Glu Leu Pro 
580 585 
Asp Cys Tyr Trp Gly Arg Asn Cys Arg 
595 600 



A 1 'a 


u 1 n rro 


Arg Arg Asn a i a 






9^n 




A 1 a u 1 y 


Lys rro Asp Lys 










u 1 n Asp 


Leu Leu n i s Asp 






97n 


1 nr 


rne uys 


Aia Aia oys lyr 










rro 1 nr 


oys Arg uys rro 




'inn 




L6U 


A n Ac^n 
ASn ASM 


1 1 V/^ 1 1 1 1 A 1 o 

Leu va 1 13 1 u Aia 




O 1 o 


i9n 


Arg 


oer uiu 


1 t ■ Aon 1 /2 1 rt 

u 1 u Asp va 1 u 1 n 


ooU 




OOU 


u 1 n 


Asp Mer 


Leu u 1 n -rro Lys 






OOU 


u 1 y 


oer oer 


^ III A o ■'^ 1 1 1 At I 

u 1 u Asp Leu Leu 






oOO 


oer 


Asp 1 1 e 


oer u 1 n rro i yr 








Arg 


Arg u 1 n 


Aia Aia u in rro 








rro 


/2 1 If A 1 o 

u 1 y A 1 a 


D^A ^ I A A I A 1 1 

rro u 1 n Aia Leu 






At 


Leu 


1 nr inr 


A 1 4 \/4 1 ^ 1 n Aon 

A 1 a va 1 u 1 n Asp 






Am 

*loU 


A 1 o 

A 1 a 


Leu Cys 


/^««rk DI^A 

1 nr oys oys rne 






AAR. 


Arg 


u 1 u u 1 n 


Aon ^}^o A \/o 1 

Asp rro Arg va i 




Add 




A 1 n 

u 1 n 


rro rne 


oys n 1 s Leu i yr 




H /O 




u 1 y 


oys Leu 


A 1 o Dv-A DkiA O\#o 

A 1 a rro rne uys 








Asp 


u 1 y va 1 


1 At 1 A o n A o n A o A 

Leu Asn Asn Asn 






O 1 u 


lyr 


1 Al 1 A 1 ^ 

Leu A 1 a 


1 nr Arg u i y lcu 






ozo 


Leu 


Val Ala 


Leu Gin Arg Gly 




540 




Thr 


Gly Asp 


Thr Val Leu Cys 




555 


560 


Glu 


Leu Thr 


Tyr Gin Tyr Gin 


570 




575 


Val 


Ala Val 


Thr Ser Arg Pro 






590 


Thr 


Gin Val 


Lys Ala His His 



605 
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Ala Met Lys Phe Asn His Me Cys Glu Gin Thr Arg Phe Lys Asn 
610 615 620 



<210> 12129 
<211> 1170 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (71). . (1147) 

<400> 12129 

agagtagagg oggcggcggc ggcggccgga cccagactgg tagtgaggcg ttggaccoog 60 
agccgctgca atgccgctgg agotggagct gtgtcccggg cgctgggtgg gcgggcaaca 120 
cccgtgcttc atcattgccg agatcggcca gaaccaccag ggcgacctgg acgtagccaa 180 
gcgcatgatc cgcatggcca aggagtgtgg ggctgattgt gccaagttcc agaagagtga 240 
gctagaattc aagtttaatc ggaaagcctt ggacaggcca tacacctcga agcattcctg 300 
ggggaagacg tacggggagc acaaacgaca tctggagttc agccatgacc agtacaggga 360 
gctgcagagg tacgccgagg aggttgggat cttottcact goctctggca tggatgagat 420 
ggoagttgaa ttcctgcatg aactgaatgt tccatttttc aaagttggat ctggagacac 480 
taataatttt octtatctgg aaaagacagc caaaaaaggt cgcccaatgg tgatctcoag 540 
tgggatgcag tcaatggaca ccatgaagca agtttatcag atcgtgaagc ccctcaaccc 600 
caacttctgc ttcttgcagt gtaccagcgc atacccgctc cagcctgagg acgtcaacct 660 
gcgggtoatc tcggaatatc agaagctctt tcctgacatt cccatagggt attctgggca 720 
tgaaacaggc atagcgatat ctgtggccgo agtggctctg gggaccaagg tgttggaacg 780 
tcacataact ttggacaaga cctggaaggg gagtgaccac tcggcctcgc tggagcctgg 840 
agaactggcc gagctggtgc ggtcagtgcg tcttgtggag ogtgccotgg gotcccoaac 900 
caagcagctg ctgcoctgtg agatggootg caatgagaag ctgggcaagt ctgtggtggc 960 
caaagtgaaa attccggaag gcaccattct aacaatggac atgctcaccg tgaaggtggg 1020 
tgagcocaaa ggctatcctc ctgaagacat ctttaatcta gtgggcaaga aggtcctggt 1080 
cactgttgaa gaggatgaca ccatcatgga agaattggta gataatcatg gcaaaaaaat 1140 
caagtcttaa aaataaagtg ccattctctg 1170 



<210> 12130 
<211> 359 
<212> PRT 

<213> Homo sapiens 

<400> 12130 
Met Pro Leu Glu Leu 
1 5 
His Pro Cys Phe I le 
20 

Leu Asp Val Ala Lys 
35 



Glu Leu Cys Pro Gly Arg Trp Val Gly Gly Gin 

10 15 
Me Ala Glu Me Gly Gin Asn His Gin Gly Asp 

25 30 
Arg Met I I e Arg Met A I a Lys G I u Cys Gly Ala 
40 45 
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Asp 


uys 


A 1 o 
A 1 a 


Lys 


rne 


fx 1 n 
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oer u 1 u 


Leu 


u 1 U 
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Lys 
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00 
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n 1 S 


oer 


\ rp 


fX 1 \t 

u 1 y 


Lys Thr 












7n 

iXJ 








7f^ 
#0 








ou 


Tyr 


u 1 y 


l3 1 U 


n 1 s 


Lys 


Arg 


n 1 S 


Leu u 1 u 


Pka 

rne 


oer 


n 1 s 


Asp 


fx 1 n 
u 1 n 


Tyr Arg 










OO 








on 










OR. 


U 1 u 


Leu 


fX 1 n 

u 1 n 


Arg 


Tyr 


A 1 0 

A 1 a 


n 1 1 1 
U 1 u 


u 1 u va 1 


ix 1 \/ 
u 1 y 


1 1 e 


Pha 

rne 


rne 


1 nr 


A 1 r% Oa^ 

Aia oer 
















1 (\R 

1 uo 










1 1 n 
1 1 u 




u 1 y 


ffiex 


Asp 


u 1 u 


mex 


A 1 0 

A 1 a 


. va 1 


u 1 u rne 


Leu 


His 


Glu 


Leu 


Asn 


va 1 rro 






1 1 










1 9n 
1 zu 








\ ZD 






rne 


rne 


Lys 


va 1 


u 1 y 


oer 


u 1 y 


Asp 1 nr 


Asn 


Asn 


Phe 


rro 


Tyr 


1 Al ■ fX I 1 1 

Leu u 1 u 




1 in 


















140 








Lys 


1 nr 


A 1 o 

A 1 a 


Lys 


Lys 


u 1 y 


Arg 


rro ifiex 


va 1 


1 le 


Ser 


oer 


fX 1 \t 

u 1 y 


iviex u 1 n 


1 










1 f;n 








155 








1 ou 


oer 


ifiex 


Asp 


1 nr 


(viex 


Lys 


fx 1 n 
u 1 n 


va 1 lyr 


fx 1 n 
u 1 n 


1 le 


Val 


Lys 


D»<*A 

rro 


Leu Asn 










1 OO 








1 7n 
1 /u 










1 71; 
1 /o 


rrO 


Asn 


rne 


uys 


rne 


Leu 


fx 1 n 
u 1 n 


uys 1 nr 


Oa t«- 

oer 


Ala Tyr 


rro 


Leu 


ti 1 n rro 








1 pn 
1 ou 


















1 on 
1 yu 




u 1 U 


Asp 


va 1 


Asn 


Leu 


Arg 


va 1 


1 1 e oer 


1 1 1 
u 1 u 


Tyr Gin 


Lys 


Leu 


rne rro 






1 Qc: 

1 aO 










9nn 
zuu 








zuo 






Asp 


1 1 e 


rro 


1 1 e 


u 1 y 


Tyr 




u 1 y n 1 s 


U 1 u 


Thr Gly 


1 1 A 

1 1 e 


A 1 0 

A 1 a 


1 1 A Cav- 

1 1 e oer 




Z 1 u 










z 1 0 








220 








va 1 


A 1 4 

A 1 a 


A 1 ^ 

A 1 a 


va 1 


A 1 0 

A 1 a 


Leu 


fX \ \f 

u 1 y 


Thr Lys 


va 1 


Leu 


Glu 


Arg 


n 1 S 


lie 1 nr 












9Qn 








235 








Z4U 


Leu 


Asp 


Lys 


\ nr 


\ rp 


Lys 


fX 1 \/ 

u 1 y 


oer Asp 


n 1 s 


Ser 


Ala 


oer 


Leu 


/2 1 ■ ■ D»OA 

u 1 u rro 










z*+o 








9Rn 
zou 










Zoo 


u 1 y 


u 1 u 


Leu 


A 1 0 

A 1 a 


/2 1 1 1 
U 1 U 


Leu 


va 1 


Arg Ser 


va 1 


Arg Leu 


va 1 


u 1 u 


Arg A 1 a 








9fin 








zoo 










97n 
z /u 




Leu 


la 1 y 


oer 


rro 


1 nr 


Lys 


iX 1 rk 

u 1 n 


Leu Leu 


rro 


Cys Glu 


Ua+ 

Mex 


A 1 a 


Cys Asn 






97^ 










9Pn 
zou 








zoo 






Glu 


Lys 


Leu 


Gly 


Lys 


Ser 


Val 


Val Ala 


Lys 


Val 


Lys 


1 le 


Pro 


Glu Gly 




290 










295 








300 








Thr 


1 le 


Leu 


Thr 


Met 


Asp 


Met 


Leu Thr 


Val 


Lys Val 


Gly 


Glu 


Pro Lys 


305 










310 








315 








320 


Gly 


Tyr 


Pro 


Pro 


Glu 


Asp 


1 le 


Phe Asn 


Leu 


Val 


Gly 


Lys 


Lys 


Val Leu 










325 








330 










335 


Val 


Thr 


Val 


Glu 


Glu 


Asp 


Asp 


Thr Me 


Met 


Glu 


Glu 


Leu 


Val 


Asp Asn 








340 








345 










350 




His 


Gly 


Lys 


Lys 


1 le 


Lys 


Ser 

















355 



<210> 12131 
<211> 2849 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> CDS 

<222> (76). . (1395) 

<400> 12131 

actgcagcct ccatcttgga agcggccgcc 
aactacagtt ttagcatgca gaaaggaaaa 
ctctgcggaa gttctgaatc aagaggagtg 
ctgaggaagt ggctgaaagc taggaagttt 
ccaggtacag gaagagggct gatgagtcaa 
tcgttgcctg agagttgcct gctcaccacg 
tacattacta agtggaagcc tcctccatct 
tcagaaaagc atgctgggca ccgatctctt 
gcgtatacct gccctgtttg tttggagccg 
aaagcaaagg ctgaagagca gagagcccac 
tttttctctt ctctgcagcc tctgtttgcg 
gccctgctgt gggcttggtg caccgtcaac 
cgggaatgcc tttctgcaga gccggacacc 
aatcatagcc cacatgtcca ggtaaaagca 
attagaacga cttcacgttg gagaaagcat 
gataatcaac ggctgttcct ggaatacgga 
gtttatgtct caagagaaat acttgttaaa 
aaaaagattt ctattttaaa ggatcatggc 
ggaccatctt ggaggctact cacagccctt 
acatgctgga aaaaagtact tcttggggag 
ttggacatag cccagaaaat atgctattat 
aaggtgtctc atatgaagga tgaaaaagag 
tccttgtgga cggaagagct aaagattctc 
caaacagctt ttacctgatt tcaccgaagc 
taattttgaa gagcatcatc atgggctggg 
tctgcagggg gcagcacagg ttctgggatt 
tctggatggc aggtctaatg ctcttccgaa 
actgtgaggc agccaggagc cagctgcgtc 
tcttatctga cacagcagct atcagagtct 
cattgggtta aggggcagat tggcggtggg 
ccgccagggt ggcccagacg ccagcccttc 
agagccccct aggggacaca cagcttccag 
ggcctctcaa ggtggcgctt gtctaattat 
cggctctttc tgctttgttc tggcgacttt 
gctcatcctg cacagctggg ccgtggtggg 
ggtcagctga tggcgaacca tggtggtggt 
taccacgcag accttgggtg gggagagctt 
ggaactgcct gcgtaagtaa cggaggggct 
gccgcttaga caatgttgcc cagagtcctg 
aactcaaatt cctttctcat tggagcctag 
caggaggcag gcagagttta aaataaaact 
tttgtatata cactttgtgt ttatttttca 
agtataatgc agtgtatttc atcatatgct 
gcccgatagt aaccatttga agctttctgg 



ggcgcctaga actgtatttc agaaaaaaga 60 
gggagaacaa gccggatcag aagacgaaaa 120 
aatgagagcc acaagtctga atttatagag 180 
caagattcaa acttagcgcc tgcttgtttt 240 
acatccctgc aggagggaca gatgattatt 300 
gacacagtga ttcgaagcta cttaggggca 360 
cctctgctgg cgctgtgcac ctttttagtt 420 
tggaagcctt acctggagat tttacccaag 480 
gaagtggtga accttcttcc caaatcttta 540 
gtgcaggagt tctttgcttc ctccagagac 600 
gaggctgttg acagcatctt cagctacagt 660 
accagagccg tgtacctgag gcccaggcag 720 
tgtgcactcg ctccgtacct ggacctgctg 780 
gcgtttaatg aagaaactca ttcttacgaa 840 
gaagaggtat tcatctgtta cggccctcac 900 
tttgtttctg tccataatcc tcatgcttgt 960 
tatcttccat caacagataa acagatggac 1020 
tatatagaaa atttgacatt tggatgggat 1080 
aagttgttat gtctggaagc tgagaaattt 1140 
gtaatttcag atacgaatga gaagacaagt 1200 
ttcatagaag agactaatgc tgtgcttcaa 1260 
gccctgataa accaactaac tttggtggaa 1320 
agggcatctg ccgagaccct gcacagtttg 1380 
gcatttggtc acctcctctg aaacaaaagt 1440 
gtggtggctg cccccaggac atgcaggatt 1500 
gtgaggctgt gagtgaaggt ggacaagctg 1560 
taaagtgctg aactgtgagg agagaggcgg 1620 
cgtgtgtggt ctgtcaccac ggggcctgct 1680 
agtggttgtg cttttaagat gctctgatac 1740 
tgtggggcag tgtgaggtag tcctggatcc 1800 
cctgtgtggc tgcactgagg tgggtgttga 1860 
gaggagggaa tgtcctctaa gcatgctcct 1920 
tcacttggga agaatgacta gctcagccag 1980 
cctgggcagg cctttccacc tggggagctg 2040 
cctgtctgct tgattctggg gttcagtgta 2100 
ttggcttctg ttcttattct tgagttttga 2160 
cctgcacagc tctcagcggc ctgtggcctt 2220 
gctggtcctg ttcaggcccg tgctggggac 2280 
tttaccctcc cagggttcat tcttcccaag 2340 
tgaaaccaaa tgaacgggac ctgctggcct 2400 
ttctcatgat ttcttgaaca tctttccctg 2460 
gtagctgcag tatatttttt ttcaatattc 2520 
gtatggagag tgggcagact tctgtggagg 2580 
acctgtggtc ttagtcccag cgattctgca 2640 
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gagcggccat cggcagcatg tcaaccattt gcatggctgg gctccaggga aactactgac 2700 
aacgacaggt ggtgggccat agtttcctga cccctgtgct atgccagaat ttctttttcc 2760 
tcctccctat gagtggacct aaatatgtta attccttttc acctttcaaa acggacagcc 2820 



<210> 12132 

<211> 440 

<212> PRT 

<213> Homo sapiens 

<400> 12132 

Met G I n Lys G I y Lys G I y Arg Thr Ser Arg 1 1 e Arg Arg Arg Lys Leu 

1 5 10 15 

Cys Gly Ser Ser Glu Ser Arg Gly Val Asn Glu Ser His Lys Ser Glu 

20 25 30 

Phe lie Glu Leu Arg Lys Trp Leu Lys A I a Arg Lys Phe G I n Asp Ser 

35 40 45 

Asn Leu Ala Pro Ala Cys Phe Pro Gly Thr Gly Arg Gly Leu Met Ser 

50 55 60 

Gin Thr Ser Leu Gin Glu Gly Gin Met lie Me Ser Leu Pro Glu Ser 
65 70 75 80 

Cys Leu Leu Thr Thr Asp Thr Val lie Arg Ser Tyr Leu Gly Ala Tyr 

85 90 95 

1 1 e Thr Lys Trp Lys Pro Pro Pro Ser Pro Leu Leu A I a Leu Cys Thr 

100 105 110 

Phe Leu Val Ser Glu Lys His Ala Gly His Arg Ser Leu Trp Lys Pro 

115 120 125 

Tyr Leu Glu lie Leu Pro Lys Ala Tyr Thr Cys Pro Val Cys Leu Glu 

130 135 140 

Pro Glu Val Val Asn Leu Leu Pro Lys Ser Leu Lys Ala Lys Ala Glu 
145 150 155 160 

Glu Gin Arg Ala His Val Gin Glu Phe Phe Ala Ser Ser Arg Asp Phe 

165 170 175 

Phe Ser Ser Leu Gin Pro Leu Phe Ala Glu Ala Val Asp Ser lie Phe 

180 185 190 

Ser Tyr Ser Ala Leu Leu Trp Ala Trp Cys Thr Val Asn Thr Arg Ala 

195 200 205 

Val Tyr Leu Arg Pro Arg Gin Arg Glu Cys Leu Ser Ala Glu Pro Asp 

210 215 220 

Thr Cys Ala Leu Ala Pro Tyr Leu Asp Leu Leu Asn His Ser Pro His 
225 230 235 240 

Val Gin Val Lys Ala Ala Phe Asn Glu Glu Thr His Ser Tyr Glu Me 

245 250 255 

Arg Thr Thr Ser Arg Trp Arg Lys His Glu Glu Va I Phe 1 1 e Cys Tyr 

260 265 270 

Gly Pro His Asp Asn Gin Arg Leu Phe Leu Glu Tyr Gly Phe Val Ser 
275 280 285 



cottgaacat taaaaaottc gcagaccct 



2849 
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13 1 U 


Lys 


rne 


1 nr 


Cys Trp 


Lys Lys va i 


Leu 


Leu uiy 


u 1 u 


va 1 


1 1 A 

1 1 e 


oer 






oob 






OCA 






oob 








Asp 


Thr 


Asn 


Glu 


Lys Thr 


Ser Leu Asp 


1 le 


Ala Gin 


Lys 


1 le 


Cys 


Tyr 




370 








375 




380 










Tyr 


Phe 


1 le 


Glu 


Glu thr 


Asn Ala Val 


Leu 


Gin Lys 


Val 


Ser 


His 


Met 


385 








390 






395 








400 


Lys 


Asp 


Glu 


Lys 


Glu Ala 


Leu 1 1 e Asn 


Gin 


Leu Thr 


Leu 


Val 


Glu 


Ser 










405 




410 








415 




Leu 


Trp 


Thr 


Glu 


Glu Leu 


Lys 1 1 e Leu 


Arg 


Ala Ser 


Ala 


Glu 


Thr 


Leu 








420 




425 








430 






His 


Ser 


Leu 


Gin 


Thr Ala 


Phe Thr 















435 440 



<210> 12133 
<211> 2106 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (134). . (1567) 
<400> 12133 

accaggcgcg gtccggaggc cgagggcgac cacagcagcc tccgcctcct gctgctccgg 60 
actattctgc gctgggotag tcggcggtga cccggactgc gcccggcagt ggottcgcgg 120 
gcgaogogtc gccatgggct ctcgctggag cagogaagag gagaggcagc cgctgctggg 180 
gcccgggctc gggcctgggc tgggggcctc ctggagaagc cgggaggcgg cggcggcggc 240 
gctgcccgcg gcggtcocgg gtcccgggcg ggtatacggg cgccgotggo tggtgctgct 300 
gotottotcg ctgctggcgt tcgttcaggg cctggtctgg aacacctggg gtcccatcca 360 
gaactcggcg cgccaggcct acggcttctc cagctgggac atcgcgctgc tcgtgctgtg 420 
ggggcccato ggcttcctgo cotgcttogc gttcatgtgg ctcotggaca agagaggtot 480 
coggataact gtgctcctga catccttcct tatggttttg ggaactggtc taagatgcat 540 
acctatatca gacttaatcc ttaaaagaag attaattoat ggaggacaga tgttaaatgg 600 
attggcaggt coaactgtaa tgaatgcagc accatttcto tctacgaogt ggttttctgc 660 
agatgaaagg gccacagcca cagctattgc atcaatgctc agttatcttg ggggagcatg 720 
tgcattttta gttggaccao ttgttgttcc agctcccaat gggacatcac ctcttcttgc 780 
tgcagagagc agcagggcgc atattaaaga tcgcatagag gotgtgttat atgoagaatt 840 
tggagttgtc tgcttaatat tttctgcaac actagcttat ttcccacccc gacctcctot 900 
tcctcccagt gttgctgcag ctagccagog gotgagttat cggagaagcg tttgtagatt 960 
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attaagcaat tttcgatttt tgatgattgc 
tgctggctgg tctggagttc tggacttaat 
tgctggctgg attggatttt ggtccatagt 
aaggtttgca gattttatca ggggtatgct 
agctacactg tcatccacgt ggttcaccct 
tttaaccaca gtgacattgt atgcctcctg 
cgtgcctata ttttttgagc tttttgtgga 
ttgtggagtt gtcacttttt taagtaatat 
attttatcat acagagttgt cttggttcaa 
tctcctcctc attctgtgct tcagggaatc 
ctccgtttaa tagcacagac ttgaaggagt 
actgcacatt tgctcagaat tgcacatcta 
attcagaggt tttgttaggt tacagattat 
taatgggaga cttgagtgat aataggggat 
ctgcttctgg ggttggaagt gtgacttctt 
ctctgttttg tgccagtgct aaactactga 
tgtctatcat atgaagataa cgccttccct 
actaacttct aaagaagttc aaaccctgta 
tatatcgatg atggaaatta gccacatgta 
tatatg 



tttagcatat gccataccac ttggtgtatt 1020 
tttaacacca gcgcatgtca gccaagtaga 1080 
tggaggctgt gttgttggaa tagctatggc 1140 
gaaactaatt cttctcctcc tgttttcggg 1200 
gacctgtttg aacagcatca cacacctacc 1260 
tattctcctg ggagtgttct tgaatagcag 1320 
aactgtctac ccagttccag aaggaattac 1380 
gtttatggga gtacttttat tttttctcac 1440 
ctggtgcctt cccgggtcgt gtttgctcag 1500 
ctatgacaga ctctatcttg atgtggttgt 1560 
ttaaaaggag gctggaaatc aatactgcac 1620 
acaggaaaag agggagaaga aagaaacttc 1680 
cacattaatt taattactac taggtaataa 1740 
tttaaaactc tacagatggc atacctgtgc 1800 
acacataaag cactacctaa gtaattctct 1860 
ttacttgtaa ttatgaaaag aaataaaggg 1920 
aagtcacata tcagaatagg aagatatgcc 1980 
tccaatttta atgataaaat agccaagagg 2040 
cactacattt tttctaataa agccatttct 2100 

2106 



<210> 12134 
<211> 478 
<212> PRT 

<213> Homo sapiens 



<400> 12134 


Met 


Gly 


Ser Arg 


1 






Pro 


Gly 


Leu Gly 






20 


Ala 


Ala 


Ala Ala 






35 


Gly 


Arg 


Arg Trp 




50 




Gin 


Gly 


Leu Val 


65 






Gin 


Ala 


Tyr Gly 


Gly 


Pro 


1 le Gly 






100 


Lys 


Arg 


Gly Leu 






115 


Leu 


Gly 


Thr Gly 




130 




Arg 


Arg 


Leu 1 le 


145 







Trp 


Ser 


Ser 


Glu 


5 








Pro 


Gly 


Leu 


Gly 


Leu 


Pro 


Ala 


Ala 








40 


Leu 


Val 


Leu 


Leu 






55 




Trp 


Asn 


Thr 


Trp 




70 






Phe 


Ser 


Ser 


Trp 


85 








Phe 


Leu 


Pro 


Cys 


Arg 


Me 


Thr 


Val 








120 


Leu 


Arg 


Cys 


1 le 






135 




His 


Gly 


Gly 


Gin 




150 







Glu 


Glu 


Arg Gin 




10 




Ala 


Ser 


Trp Arg 


25 






Val 


Pro 


Gly Pro 


Leu 


Phe 


Ser Leu 






60 


Gly 


Pro 


1 le Gin 






75 


Asp 


1 le 


Ala Leu 




90 




Phe 


Ala 


Phe Met 


105 






Leu 


Leu 


Thr Ser 


Pro 


1 le 


Ser Asp 






140 


Met 


Leu 


Asn Gly 






155 



Pro 


Leu 


Leu 


Gly 






15 




Ser 


Arg Glu 


Ala 




30 






Gly 


Arg Val 


Tyr 


45 








Leu 


Ala 


Phe 


Val 


Asn 


Ser 


Ala 


Arg 








80 


Leu 


Val 


Leu 


Trp 






95 




Trp 


Leu 


Leu 


Asp 




110 






Phe 


Leu 


Met 


Val 


125 








Leu 


1 le 


Leu 


Lys 


Leu 


Ala 


Gly 


Pro 








160 
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1 nr 


Va 1 


Met 


Asn 


Ala A 1 a 


rro 


rne 
















Asp 


U 1 U 


Arg Ala 


\ nr A 1 a 


1 nr 


A 1 o 

A 1 a 








180 








u 1 y 


u 1 y 


Ala Cys 


Aia rrie 


Leu 


\/o 1 

va 1 






195 








zuu 


Asn 


u 1 y 


Thr 


Ser 


Pro Leu 


Leu 


A 1 o 

A 1 a 




Z 1 u 








Z 1 D 




Lys 


Asp 


Arg 


1 le 


/2 1 ■ 1 A 1 4 

u 1 u A 1 a 


va 1 


Leu 










ZoU 






Leu 


\ \ e 


Phe 


Ser 


Ala inr 


Leu 


A 1 A 

A 1 a 










Z40 






rro 


rro 


Ser 


Val 


A 1 4 A 1 

Ala Ala 


Ala 


Ser 








260 








va 1 


uys 


Arg Leu 


Leu Ser 


Asn 


Phe 






275 








280 


Tyr 


A 1 ^ 

A 1 a 


1 le 


Pro 


Leu u 1 y 


Val 


Phe 




zyu 








295 




Leu 


1 1 e 


Leu 


Thr 


rro A 1 a 


His 


Val 


oup 








o 1 u 






u 1 y 


rrie 


Trp Ser 


1 1 e va 1 


Gly Gly 










oZO 






Arg 


rhe 


Ala 


Asp 


rhe 1 1 e 


Arg Gly 








340 








Leu 


rrie 


Ser 


Gly 


A 1 TU^ 

Ala 1 nr 


Leu 


Ser 






355 








360 


Leu 


Asn 


Ser 


1 le 


1 nr MIS 


Leu 


Pro 




o /U 








375 




oer 


oys 


1 le 


Leu 


Leu G 1 y 


Val 


Phe 


OOO 














rne 


U 1 u 


Leu 


Phe 


Va 1 u 1 u 


Thr 


Val 










405 






Cys 


Gly 


Va! 


Val 


Thr Phe 


Leu 


Ser 








420 








Phe 


Phe 


Leu 


Thr 


Phe Tyr 


His 


Thr 






435 








440 


Leu 


Pro 


Gly Ser 


Cys Leu 


Leu 


Ser 




450 








455 




Glu 


Ser 


Tyr Asp 


Arg Leu 


Tyr Leu 


465 








470 







<210> 12135 
<211> 3935 
<212> DNA 
<213> Homo sapiens 



Leu 


oer 


1 nr 


1 nr 


irp 


rne 


oer Aia 




1 /u 










1 #0 


I 1 A 

I I e 


A 1 o 

A 1 a 


oer 


Ma+ 

wiex 


Leu 


oer 


Tyr Leu 


1 oO 










1 on 

1 




la I y 


rro 


Leu 


va 1 


1 

va 1 


rro 


A 1 <t 

Aia rro 










zuo 






A 1 o 

A 1 a 


13 1 U 


oer 


oer 


Arg 


A 1 'a 

A 1 a 


M 1 0> 1 1 A 

ri 1 s lie 








220 








Tyr 


A 1 o 

A 1 a 


Glu 


Phe 


u 1 y 


va 1 


va 1 oys 






235 










Tyr 


rne 


Pro 


Pro 


Arg 


rro 


Pro Leu 




ZOU 










zoo 


fx 1 n 

u 1 n 


Arg 


Leu 


Ser 


Tyr 


Arg 


Arg Ser 


Zoo 










Z /U 




Arg 


rne 


Leu 


Met 


1 1 e 


A 1 ^ 

A 1 a 


1 Al 1 A 1 A 

Leu A 1 a 










Zoo 






A 1 o 

A 1 a 


u 1 y 


Trp Ser 


fx 1 \f 
u 1 y 


va 1 


Leu ASp 








300 








oer 


u 1 n 


Val 


Asp 


A 1 <s 

A 1 a 


u 1 y 


T*-r* 1 1 A 

1 rp lie 






315 








oZU 


Cys 


va 1 


Val 


Gly 


1 1 e 


A 1 A 

A 1 a 


Ua4- a I A 

Mex Ala 




ooU 










ooO 


wex 


Leu 


Lys 


Leu 


1 1 e 


Leu 


Leu Leu 












ooU 




oer 


1 nr 


Trp Phe 


1 nr 


Leu 


Tl>^M* 0««A 

1 nr uys 










oOD 






Leu 


1 nr 


Thr 


Val 


1 nr 


Leu 


Tyr Ala 








380 








Leu 


Asn 


Ser 


Ser 


va 1 


rro 


1 1 e rne 






395 








Ann 


Tyr 


Pro 


Val 


Pro 


Glu 


Gly 


\ le Thr 




410 










415 


Asn 


Met 


Phe 


Met 


Gly 


Val 


Leu Leu 


425 










430 




Glu 


Leu 


Ser Trp 


Phe 


Asn 


Trp Cys 










445 






Leu 


Leu 


Leu 


1 le 


Leu 


Cys 


Phe Arg 








460 








Asp 


Val 


Val 


Val 


Ser 


Val 





475 



<220> 
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<221> CDS 

<222> (1591). . (2013) 
<400> 12135 

tacacataca ataggaattc tctataattc 
tagaacactc aaagctcaat tggttaaaca 
ccccagatgc aacttaatct agcactctat 
cagaccacta cctctgcaga acaacatctt 
aaactgattt ggtggaaaga taataaaaat 
tgggggagag gttttgcttg tgtttcacca 
actagacatt taaagttcta caatgaactc 
gagacacccc aatcgactcg ccaggtaaac 
ttgccttcca tcaaggaagc agagttgcca 
ttagctaaaa aaaaaagcct agagaataca 
cttgcagctc tgatgattgt atcaacggtg 
gcagctaatt atacttactg ggcctatgtg 
tagatggata atcctattga agtagatgtt 
gatgactgtt gccctgccca acctgaagaa 
ccttatcctc ctgtttgcct agggaaggca 
tggttggtag aagtacctac agtcagtgct 
ggaatgtcac agataaataa tttacaggac 
cctaagggga aggcttgccc caaggaaatt 
gtctgcggag aatgtgtggc tgatactgca 
tgatagactg ggtcccttga ggccaattat 
gttcacaggc cccatccatc tggcccatta 
ggctggacca ggtttataga aggttagaat 
gaatttcatc accttgacca aagttagtcc 
aagcttactg tggcctcaca ccacattaga 
agagatcgta agtcatatta tactatcaac 
aattgtgtaa aactccctta tattgctagt 
tcccaaacca taatctgtga aaattgtgga 
tggcagcacc gtattctact aggaagagca 
gaccgaccat gggaggcttc gctatccatc 
ctaactagat ccaaaagatt catttttact 
gtcacagcta ctgctgcggc tgctggaatt 
tacgtaaatg attggcaaaa gaattcctca 
caaaaattgg caaaccaaat taatgatctt 
catgagcttg gaatatcttt ttcagttacg 
tacaccacaa gcctataatg agtctgagca 
aggaggagaa gataatctta ctttagacat 
gagacagagt ctcgctctgt cgcccaggct 
caagttccgc ctcctgggtt tacaccattc 
tacaggagcc caccaccatg cctggctaat 
tcaccgtgtt agccaggatg gtctcgatct 
cccaaagtgc tgggattaca gtcgtgagcc 
gcatcaaaag cccatttaaa tttggtgcca 
agcctcacaa atcttaagcc agtcacttgg 
aatttcatat taatccttgt atgcctgttc 



ccaaggacag gccataattg aaagaactaa 60 
aaaaaaagga aaagacagga gtataacact 120 
actttaaatg ttttaaacat ttatagaaat 180 
actggtaaaa ggaacagccc acatgaagga 240 
aaaacatggg aaatggggaa ggtgataacg 300 
ggagaaaatc agcttcctgt ttggataccc 360 
actggagatg caaagaaaag tgtggagatg 420 
aaaatggtga tatcagaaga acagaaaaag 480 
atataggcac aattaaagaa gctgacacag 540 
aaggtgacac caactccaga gagtatgctg 600 
gtaagtcttc ccaagtctgc aggagcagct 660 
cctttcccac ccttaattcg ggcagttaca 720 
aataatagtg catgggtgcc tggccccaca 780 
ggaatgatga tgaatatttc cattgggtat 840 
ccaggatgct taatgcctac aacccaaaat 900 
accagtagat ttacttatca catggtaagt 960 
ccttcttatc aaagatcatt acaatgtagg 1020 
cccaaagaat caaaaagccc agaagtctta 1080 
gtgtagtaca aaacaatgaa ttttgaacta 1140 
atcataactg tacaggccag actcattcat 1200 
atccagccta tgacggtgat gtaactgaaa 1260 
cactctgtcc aaggaaatgg ggtgaaaagg 1320 
tgttactggt cctgaacatc cagaattagg 1380 
atttgttctg gaaatcaagc tataggaaca 1440 
ctaaattcca gtctgacaat tcctttgcaa 1500 
tgtaggaaaa acatagttat taaacctgat 1560 
atgtttactt gcattgattt gacttttaat 1620 
agagagggtg tgtggatcct tgtgtccatg 1680 
catattttaa cggaagtatt aaaaggaatt 1740 
ttgatggcag tgattatggg cctcattgca 1800 
gctttacact cctctgttca aactgcagaa 1860 
aaattgtgga attctcagat ccaaatagat 1920 
agacaaactg tcatttggat gggagaggct 1980 
atgtgactgg aatacatcag atttttgtgt 2040 
tcactgggac atggttagat gccatctgca 2100 
ttcaaaatta aaagaatttt ttttttcttt 2160 
ggagtgcagt ggcgtgatct cagctcactg 2220 
tcctgcctca gcctcccaag tagttgggac 2280 
tttttttggg tttttaatag agatggagtt 2340 
cctgaccttg tgatctgccc accttggcct 2400 
accgtgccca gccaagaaaa aatttttgag 2460 
ggaacggaga caatcgtgaa agctgctgat 2520 
gttaaaagca tcagaagttt cactattgta 2580 
tgtctgttgt tagtctacag gtgtatccag 2640 
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cagctccaaa gagacagcaa ccagcaagaa tgagccatag tgacgatggt ggttttgtca 2700 
aaaagaaaag ggggggatat gtaaggaaaa gagagatcag actttcactg tgtctatgta 2760 
gaaaaggaag acataagaaa ctccattttg atctgtacta agaaaaattg ttttgccttg 2820 
agatgctgtt aatctgtaac tttagcccca accctgtgct cacggaaaca tgtgctgtaa 2880 
ggtttaaggg atctagggct gtgcaggatg taccttgtta acaatatgtt tgcaggcagt 2940 
atgtttggta aaagtcatcg ccattctcca ttctcgatta accaggggct caatgcactg 3000 
tggaaagcca caggaacctc tgcccaagaa agcctggctg ttgtgggaag tcagggaccc 3060 
cgaatggagg gaccagctgg tgctgcatca ggaaacataa attgtgaaga tttcttggac 3120 
atttatcagt ttccaaaatt aatactttta taatttctta cacctgtctt actttaatct 3180 
cttaatcctg ttatctttgt aagctgagga tatacgtcac ctcaggacca ctattgtaca 3240 
aattgattgt aaaacatgtt cacatgtgtt tgaacaatat gaaatcagtg caccttgaaa 3300 
atgaacagaa taacagtgat tttagggaac aaaggaagac aaccataagg tctgactgcc 3360 
tgaggggtcg ggcaaaaagc catatttttc ttcttgcaga gagcctataa atggacgtgc 3420 
aagtaggaga gatattgcta aattcttttc ctagcaagga atataatact aagaccctag 3480 
ggaaagaatt gcattcctgg ggggaggtct ataaacggcc gctctgggag tgtctgtcct 3540 
atgtggttga gataaggact gagatacgcc ctggtctcct gcagtaccct caggcttact 3600 
aggattggga aaccccagtc ctggtaaatt tgaggtcagg ccggttcttt gctctgaacc 3660 
ctgttttctg ttaagatgtt tatcaagaca atacatgcac cgctgaacat agacccttat 3720 
caggagtttc tgattttgct ctggtcctgt ttcttcagaa gcatgtcatc tttgctctgc 3780 
cttctgccct ttgaagcatg tgatctttgt gacctactcc ctgttcatac acccctcccc 3840 
ttttaaaatc cctaataaaa acttgctggt tttgtggctc aggggggcat catggaccta 3900 
ccaatacgtg atgtcacccc cggtggccca gctgt 3935 



<210> 12136 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 12136 



Met Phe Thr Cys 1 1 e Asp 


Leu 


Thr 


Phe 


Asn 


Trp Gin 


H 1 s Arg 1 1 e Leu 


1 5 








10 






15 


Leu Gly Arg Ala Arg Glu 


Gly 


Val 


Trp 


1 le 


Leu 


Val 


Ser Met Asp Arg 


20 






25 








30 


Pro Trp Glu Ala Ser Leu 


Ser 


1 le 


His 


lie 


Leu 


Thr 


Glu Val Leu Lys 


35 




40 










45 


Gly Me Leu Thr Arg Ser 


Lys 


Arg 


Phe 


Me 


Phe 


Thr 


Leu Met Ala Val 


50 


55 










60 




lie Met Gly Leu 1 le Ala 


Val 


Thr 


Ala 


Thr 


Ala 


Ala 


Ala Ala Gly 1 le 


65 70 










75 




80 


Ala Leu His Ser Ser Val 


Gin 


Thr 


Ala 


Glu 


Tyr Val 


Asn Asp Trp Gin 


85 








90 






95 


Lys Asn Ser Ser Lys Leu 


Trp 


Asn 


Ser 


Gin 


1 le 


Gin 


1 1 e Asp G 1 n Lys 


100 






105 








110 


Leu Ala Asn Gin 1 le Asn 


Asp 


Leu 


Arg 


Gin 


Thr 


Val 


1 le Trp Met Gly 


115 




120 










125 


Glu Ala His Glu Leu Gly 


1 le 


Ser 


Phe 


Ser 


Val 


Thr 


Met 


130 


135 










140 
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<210> 12137 

<211> 4823 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38) . . (877) 

<400> 12137 

ttatttgaat attggtgagg aaggctgcac 
tcctgtggga tttgcttcaa ccaccactat 
ctctagcagt gggattgcct otgagttcag 
tgaagtgggg tccactgctt ctgatgagca 
toogaggoca gagcggcgct gcagcctoca 
coagccttct tctgctacct tctccagtaa 
tgaccagccc gttgaggggg tcataaccaa 
ocactgctgc agggggaggg atctggagaa 
cctgtgttct gaggaacatg ctagagggtc 
gaatagtggc atgctcctgc caatgagcaa 
cacctcctgc ctctatggga agaaactotc 
ootgaacctc attgaagtgg ccacagaagt 
ccccactoag atggaaccag aggaocagtt 
gaaggaacaa atgaaacagc accaggaoag 
tcggaccgag ccGccggagg agttcgacao 
tgggaggagg ctgtgcaggg ttggggtagg 
tctttttgtt tgttcgtttt ttttttgttt 
gctcaggctg gagtgcaatg gtggggtctc 
agccattctc ctgtctcagc ctcccgagta 
cggotaagtt ttattttttt ttttagagac 
tgaactcttg acctcaggtg atccaccctc 
ootcagocac catgcccagc cctgcgtcta 
actcggagcc aaaaagtgtg agagccatca 
tatcagtgtt aagtttoaca tttaacctgo 
gcagotgtto tgtatcagtc ctaccacctg 
tgagaatttg octgcotggg caggaaaggg 
tgattctctt tactagttgc tgctgatgga 
gactaatggg gtgtgatgtg actagtcaca 
gcotatcaaa atgatgtctg ttggaaatgt 
taatgtaatg agagcacttt tcattgactg 
gccaatcttc ttagaggcag cccggcaoct 
tggagactta ttcgagggta taggaagggo 
agaotgtgaa agctcctgag aaacttgggg 
gggaaggcgt gaggacctag actacttctc 
acaaatatga tacctgctag gtatttccca 
gcatgtggag gaattggcag acagcttcct 



ttgtgaaatg aatgggctca ccctcccagg 60 
caaggatgcc cctaagccag ccactccatc 120 
oagtgagatg tccacctcag aggtgagcag 180 
taatgctggg ggcctggaca ctgcottgot 240 
cccaacaccc acctctgggc tgtttcagcg 300 
ccagtctgac aacggcctgg acagtgatga 360 
tggcggcaag gtagaggtgg aagtagacat 420 
ctcaccccct ctcatagaga gttctootao 480 
gtgttttggg atccgaagac agaacagtgt 540 
ggacaggatg gagttacaga agtctccctc 600 
caatggctct attgtgcccc tagaggacag 660 
gcccaagagg aaaactggot attttgotgc 720 
tgttgtgcct catgacctgg aagaagaagt 780 
ccggctcgag cctgagcccc atggagagga 840 
agoactgtga otgccccact gggcacagtg 900 
gacttgctag aggcattctg cctctacatt 960 
gtttgttttg agacggagtc ttgctcagtc 1020 
gggtcactgc agcctctgtc cctgggttca 1080 
gctgggatta caggcacctg ccattatgcc 1140 
ggggtttcac catgttggcc aggctggtgt 1200 
otctgcctoc caaagtgctg tgattaoagg 1 260 
catttctaaa ccatagctgt gtggggttga 1320 
ggggctggct ctggataaac tggtagccac 1380 
attggaagtc coaggggtac tgggaagaaa 1440 
ccattaaccc tttctotcct aggatoattt 1500 
actatttctg tggaggaaaa aagtgaagat 1560 
tctctgtgac agagaaatca ccttatctca 1620 
tggcttttca ttottctcta cgagaataca 1680 
agaaccaatc aaacagataa tttatgtatg 1740 
tgaactttct atttttgaat ctgcactoga 1800 
tcatccatag gcagagagag aactgggtgt 1860 
octgtgaagt tgatttaact tttggatgtc 1920 
taataggatc ttottttggg gatgaaaatg 1980 
cctagatcag aaaaagagaa ttaccccttg 2040 
gggaaattta gggattggcc tctttcccta 2100 
aagggogggg agcgggggcc caaggcogac 2160 
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actgcttgca tccacgtgac cttaagttat 
atgagaacag atggatggag cactcaggtt 
agggatggtt ctctagaatg ttggaggtga 
gtgtactctt ctgaaaactg catatccact 
ctaagaaaga cacttcattg agaaattctt 
attccacata accctagcaa aatgcagttt 
agatttgctt aggaaaatta attcctattt 
ttacccaatg gggaatgtgc tttgaatttt 
gggccatttt taatttgttt catcagaaac 
attttcgtgt gtatttttgg gaagattttt 
tgtccataat aattatgtgt cttcatcttc 
attgggatac actcttgggg gatttggtac 
cgagaatctg aacttgagtc cccagattgt 
gaactcaggt ctttgatttg aagtagggaa 
ttagaaagat gggaacaaga gtgttttgcc 
atgaagaaaa aatgaaaaat aacaggatga 
agatggcaga accttcgggt tgtagaatag 
atacaccact ttaatagtat agtcttataa 
ctgctattcg tttcccaacc tacttattgg 
cttaccaaaa gtaaatgtat ttatttttta 
ttctgtgtgg tagaattttt tttcaggaac 
ggcgatacca aaactgatta ttcttttttg 
ttgctctgta ttaaaacagg gtaaaaaggc 
actctttgac ctatgaggta acttacagac 
agcccgtatc tgtctccagg tgaatgtaat 
attccccagg tgggcagagt acagttgatc 
atattctcag gtctctgtgt gtacctccca 
gagaagaaca ctgctgattg tgggagcagt 
tgtgtcttgg cagccatggt gtatttttgt 
tgaatgttgg tatgacataa agctgcagtg 
tcctgataca gggctttatt gtactactgt 
tcatttactg gtgtacggaa gagccagcag 
cagttgcttg tagtgagtgc tgttttccag 
actgaatatc aaatgatgct cttcttccca 
aagccacagg ctcaccttct ctatctatcc 
ggagcagctg gctgttatcg ataaatgtac 
tcagtgatgt cttcagcatc actataggac 
gtggaggctt tccgactccc aatcatgaag 
gccccatagt tggggtaagc acttcctaga 
tctgtttgcc tcatttggtg atcagtcagt 
atgcacttct cccagatgct atagggtttt 
acagtgggct catatcttac ggttttgtgc 
attatagtgt atttttgata tttttgaaat 
ccagagcatg ttgcagcaaa tctattgttt 
ataaagtgga atctttttca tgg 



ggcagatgac tctgaaacgg actgaggcca 2220 
agacttgttc cttctcctat gctggaggag 2280 
gttgagagct cgcctcttga atgttgaaca 2340 
ttatgtggtt tcagaatact gggctcaata 2400 
aagcttacag aaaacctata ctctttgcac 2460 
cttcatactt ctgtcacttt ttccattgga 2520 
attcccacaa aatgttggca ttgcttgatt 2580 
tggaacactt ttacaattaa aaataaagta 2640 
tatgttaaag agagggttaa atataaatat 2700 
gttcaaagca atagtcaaaa tcagatgacc 2760 
tcagaggccc catgctcata tgcacgtgtc 2820 
actctaatgg atgtctaatg ttcaacccct 2880 
caaactactg gtcagctatt gagaatttta 2940 
catagtggct cacacagagt ttaggtgctg 3000 
accttatttt tatatgggaa atttttttta 3060 
tagtgatgag tgatgtaaaa catcttactt 3120 
tgatgtctaa aaattaaagt tattttggga 3180 
aaattattca ttatggtgaa cccttcttgt 3240 
aaccacctca aaacccagtt ctgaaatgac 3300 
gtcagcagaa ctctgtaatt ccaaatgttg 3360 
cattaggttg tattgaaaat ctttgttata 3420 
cagtctgctt taattcatgt ccttctgcag 3480 
catagcccat tatgaaaaat ataatacaaa 3540 
attgtgtttt ctaaacaggc tgtcagtgaa 3600 
ttacttccga gtactttacc cagaggatgt 3660 
tctagcacag acagagattc tggcctctgc 3720 
ttgagtagag aagcttaaga taatttctga 3780 
ttaggagtcc atggaagaaa gaaaaataca 3840 
ccaaatggat tggaaggata tttgaatatt 3900 
cactatagag tcaagtcatt gaattaccac 3960 
gaagtgtatg tgtgcaatac attggtgagt 4020 
gagcagcgtg gtcattgctg ggtgctatta 4080 
gagatggagc cagttgggtg tggcagatct 4140 
tgtagacctt cagcaaaagc cggtacttgg 4200 
aataattatt aatgaagaga cctccataag 4260 
caattattaa ataattagtc tccaagccat 4320 
tgtctagtgt cactttttac ttccttctgg 4380 
gcaagttaat ctttccagtt agtgactttt 4440 
ttgagaaaaa gcagctacag tcaatcctgc 4500 
cacacataag ttccttgtat tctaaatttc 4560 
ctctcactgt tgccaatgga tgtcatccag 4620 
aatcattgtc gtattgtagt cttaagactc 4680 
gtgttaaatt ttttaattca ataatatgag 4740 
gtaaaaataa caataacaat aataaataaa 4800 

4823 



<210> 12138 
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<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 12138 
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<210> 12139 
<211> 3118 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (59) . . (2017) 

<400> 12139 

gXgtggcgag gcggggaagg aagacacggt ggaagaggag gaaggcaagt ttaacctcat 60 
gctcatggag tgctccatct gcaatgaaat catccaccct ggatgcctta agattaagga 120 
gtcagagggt gtggtcaacg acgagcttcc aaactgctgg gagtgtccga agtgtaacca 180 
cgccggcaag accgggaaac aaaagcgtgg ccctggcttt aagtacgcct ccaacctgcc 240 
cggctccctg ctcaaggagc agaagatgaa ccgggacaac aaggaagggc aggaacctgc 300 
caagcggagg agtgagtgtg aggaggcgcc ccggcgcagg tcggatgagc actcgaagaa 360 
ggtgccgccg gacggccttc tgcgcagaaa gtctgacgac gtgcacctga ggaagaagcg 420 
gaaatacgag aagccccagg agctgagtgg acgcaagcgg gcctcatcgc ttcaaacgtc 480 
ccccggttcc tcctctcacc tctcgccgag gccccctcta ggcagcagcc tcagcccctg 540 
gtggagatcc agtctcactt acttccagca gcagctcaaa cctggcaaag aagataagct 600 
tttcaggaaa aagcggcggt cctggaagaa cgccgaggac cgcatggcgc tggccaacaa 660 
gcccctccgg cgcttcaagc aggaacccga ggacgaactg cccgaggcgc cccccaagac 720 
cagggagagc gaccactccc gctccagctc ccccaccgcg ggacccagca ccgaaggggc 780 
cgagggcccg gaggagaaga agaaggtgaa gatgcgccgg aagcggcggc ttcccaacaa 840 
ggagctgagc agggagctga gcaaggagct caaccacgag atccagagga cggagaacag 900 
cctggccaac gagaaccagc agcccatcaa gtcggagcct gagagcgagg gcgaggagcc 960 
caagcggccc ccgggcatct gcgagcgtcc ccaccgcttc agcaaggggc tcaacggcac 1020 
cccccgggag ctgcggcacc agctggggcc cagcctgcgc agcccgcccc gtgtcatctc 1080 
ccggccccca ccctccgtgt ccccgcccaa gtgtatccag atggagcgcc atgtgatccg 1140 
gccacccccc atcagccccc cgcctgactc gctacccctg gacgatgggg cagcccacgt 1200 
catgcacagg gaggtgtgga tggccgtctt cagctacctc agccaccaag acctgtgtgt 1260 
gtgcatgcgg gtctgcagga cctggaaccg ctggtgctgc gataagcggt tgtggacccg 1320 
cattgacctg aaccactgca agtctatcac acccctgatg ctgagtggca tcatccggcg 1380 
acagcccgtc tccctcgacc tcagctggac caatatctcc aagaagcagc tgagctggct 1440 
catcaaccgg ctgcctgggc tccgggactt ggtgctgtca ggctgctcat ggatcgcggt 1500 
ctcggccctt tgcagctcca gttgtccgct gctccggacc ctggatgtcc agtgggtgga 1560 
gggactaaag gatgcccaga tgcgggatct cctgtccccg cccacagaca acaggccagg 1620 
tcagatggac aatcggagca agctccggaa catcgtggag ctgcgcctgg caggcctgga 1680 
catcacagat gcctccctgc ggctcatcat ccgccacatg cccctgctct ccaagctcca 1740 
cctcagttac tgtaaccacg tcaccgacca gtctatcaac ctgctcactg ctgttggcac 1800 
caccacccga gactccttaa ccgagatcaa cctgtctgac tgcaataagg tcactgatca 1860 
gtgcctgtcc ttcttcaaac gctgtggaaa catctgtcat attgacctga ggtactgcaa 1920 
gcaagtcacc aaggaaggct gtgagcagtt catagccgag atgtctgtga gtgtccagtt 1980 
tgggcaagta gaagaaaaac tcctgcaaaa actgagttag tccaaggata agtatgtaaa 2040 
tacggggcgg gctctgggag gggagagact ttacaaaaat gagggctttt attttccatt 2100 
tggaacgtgg gacaacagac cacaacgcaa ttccattttg caagtctttc caagggagaa 2160 
gctgttcaac cacccgtttg ggggatgagt gagccgacac tttcctttgg tctttctgaa 2220 
tcgtaactgc actgctttct ggaccatttc taaggcggcc tttacaagaa gacattcctg 2280 
tcggagagga gggtggactt cggagaaatt ctcatactga agcatgagct taggagtttc 2340 
tgttagtggt agtggtgttt tggacacttc attccttgca acaccgaggt tttgggtgtt 2400 
gacataaagt ggaccacaca ccacatctgc tgccgtcttg acactttttt ttgtttggtt 2460 
ggttttgtta catcttacat tatgcagaac tatttttgta caaattgttt aaaagttatt 2520 
tatgcaaggt ttgaatgcat accagtgttt ttattgtttt gagattgcca attttcctga 2580 
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tttccttaag gtaggagaga atttaacgtg 
tgcccagatc taacaaagta ggctaagacc 
tgagagtctg ctttgtacct caagagttac 
agtcaaagta agatactctg ccaagtttcc 
aaaatttcga cttcagcctt tgcactcagg 
tacatagatc taatttatac agtgagtcaa 
tcttttgctt ttgcttctct cctctgaagt 
atggctattt cctagttgta aagttctgca 
ttcctagacc ttccctgatg cgattttacc 



tacttcatcg acacaaccca tctacaaatg 2640 
ttccacttaa aagcatgttt aactggaagt 2700 
atgagcatgt tgtggataaa tgtaaattat 2760 
tctgtagaga attcactttt ctcaaatttt 2820 
aggttctgct ccagcatgag ctcttgtact 2880 
gacgtagaat aaatgctccc acacagcctt 2940 
gtgagttgag ttctcattta ggtttgtaac 3000 
tttataagtg ccattgttgt aaggtggtgt 3060 
tttgttgaat ttgtataaac aattgtac 3118 



<210> 12140 
<211> 653 
<212> PRT 

<21 3> Homo sap i ens 
<400> 12140 

Met Leu Met Glu Cys Ser Me Cys Asn Glu Me Me His Pro Gly Cys 

1 5 10 15 

Leu Lys Me Lys Glu Ser Glu Gly Val Val Asn Asp Glu Leu Pro Asn 

20 25 30 

Cys Trp Glu Cys Pro Lys Cys Asn His Ala Gly Lys Thr Gly Lys Gin 

35 40 45 

Lys Arg Gly Pro Gly Phe Lys Tyr Ala Ser Asn Leu Pro Gly Ser Leu 

50 55 60 

Leu Lys Glu Gin Lys Met Asn Arg Asp Asn Lys Glu Gly Gin Glu Pro 
65 70 75 80 

Ala Lys Arg Arg Ser Glu Cys Glu Glu Ala Pro Arg Arg Arg Ser Asp 

85 90 95 

Glu His Ser Lys Lys Val Pro Pro Asp Gly Leu Leu Arg Arg Lys Ser 

100 105 110 

Asp Asp Val His Leu Arg Lys Lys Arg Lys Tyr Glu Lys Pro Gin Glu 

115 120 125 

Leu Ser Gly Arg Lys Arg Ala Ser Ser Leu Gin Thr Ser Pro Gly Ser 

130 135 140 

Ser Ser His Leu Ser Pro Arg Pro Pro Leu Gly Ser Ser Leu Ser Pro 
145 150 155 160 

Trp Trp Arg Ser Ser Leu Thr Tyr Phe Gin Gin Gin Leu Lys Pro Gly 

165 170 175 

Lys Glu Asp Lys Leu Phe Arg Lys Lys Arg Arg Ser Trp Lys Asn Ala 

180 185 190 

Glu Asp Arg Met Ala Leu Ala Asn Lys Pro Leu Arg Arg Phe Lys Gin 

195 200 205 

Glu Pro Glu Asp Glu Leu Pro Glu Ala Pro Pro Lys Thr Arg Glu Ser 

210 215 220 

Asp His Ser Arg Ser Ser Ser Pro Thr Ala Gly Pro Ser Thr Glu Gly 
225 230 235 240 

Ala Glu Gly Pro Glu Glu Lys Lys Lys Val Lys Met Arg Arg Lys Arg 
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245 250 255 

Arg Leu Pro Asn Lys 6lu Leu Ser Arg Glu Leu Ser Lys Glu Leu Asn 

260 265 270 

His Glu Me Gin Arg Thr Glu Asn Ser Leu Ala Asn Glu Asn Gin Gin 

275 280 285 

Pro Me Lys Ser Glu Pro Glu Ser Glu Gly Glu Glu Pro Lys Arg Pro 

290 295 300 

Pro Gly Me Cys G I u Arg Pro H i s Arg Phe Ser Lys G I y Leu Asn G I y 
305 310 315 320 

Thr Pro Arg Glu Leu Arg His Gin Leu Gly Pro Ser Leu Arg Ser Pro 

325 330 335 

Pro Arg Va I Me Ser Arg Pro Pro Pro Ser Va I Ser Pro Pro Lys Cys 

340 345 350 

I le Gin Met Glu Arg His Val I le Arg Pro Pro Pro I le Ser Pro Pro 

355 360 365 

Pro Asp Ser Leu Pro Leu Asp Asp Gly Ala Ala His Val Met His Arg 

370 375 380 

Glu Val Trp Met Ala Val Phe Ser Tyr Leu Ser His Gin Asp Leu Cys 
385 390 395 400 

Val Cys Met Arg Val Cys Arg Thr Trp Asn Arg Trp Cys Cys Asp Lys 

405 410 415 

Arg Leu Trp Thr Arg I le Asp Leu Asn His Cys Lys Ser I le Thr Pro 

420 425 430 

Leu Met Leu Ser Gly Me Me Arg Arg G I n Pro Va I Ser Leu Asp Leu 

435 440 445 

Ser Trp Thr Asn I le Ser Lys Lys Gin Leu Ser Trp Leu I le Asn Arg 

450 455 460 

Leu Pro Gly Leu Arg Asp Leu Val Leu Ser Gly Cys Ser Trp lie Ala 
465 470 475 480 

Val Ser Ala Leu Cys Ser Ser Ser Cys Pro Leu Leu Arg Thr Leu Asp 

485 490 495 

Va I Gin Trp Va I Glu Gly Leu Lys Asp Ala Gin Met Arg Asp Leu Leu 

500 505 510 

Ser Pro Pro Thr Asp Asn Arg Pro Gly Gin Met Asp Asn Arg Ser Lys 

515 520 525 

Leu Arg Asn II e Va I Glu Leu Arg Leu Ala Gly Leu Asp 1 1 e Thr Asp 

530 535 540 

Ala Ser Leu Arg Leu Me Me Arg His Met Pro Leu Leu Ser Lys Leu 
545 550 555 560 

His Leu Ser Tyr Cys Asn His Val Thr Asp Gin Ser I le Asn Leu Leu 

565 570 575 

Thr Ala Val Gly Thr Thr Thr Arg Asp Ser Leu Thr Glu Me Asn Leu 

580 585 590 

Ser Asp Cys Asn Lys Val Thr Asp Gin Cys Leu Ser Phe Phe Lys Arg 

595 600 605 

Cys Gly Asn Me Cys His Me Asp Leu Arg Tyr Cys Lys Gin Val Thr 

610 615 620 

Lys Glu Gly Cys Glu Gin Phe Me Ala Glu Met Ser Val Ser Val Gin 
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625 630 635 640 

Phe Gly Gin Val Glu Glu Lys Leu Leu Gin Lys Leu Ser 
645 650 



<210> 12141 
<211> 3716 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (89) . , (3028) 

<400> 12141 

ggctgactta tgttttttgg tgcagcatta tgatttggct tacagttgct atcatactgc 60 
aaagaaagat tttottaatg atcaagcaat gctttatgca gctggtgcct tggaaatggc 120 
agcagtgtct gottttcttc aacoaggagc acctaggoca tatcctgctc attacatgga 180 
tacagcaatt cagacataca gagatatctg caagaatatg gtgttggctg aaagatgtgt 240 
gttgcttagt gctgaacttt taaaaagcoa aagoaaatat toagaggotg cagototoct 300 
aataoggttg acoagtgagg attctgatct tcgaagtgca cttcttttgg aacaggcagc 360 
acattgcttt ataaacatga aaagtcccat ggttagaaaa tatgcatttc atatgatatt 420 
ggcaggccat cgatttagta aagoagggca gaaaaagoat gctttacgot gttattgtca 480 
agccatgoaa gtttacaaag gaaaaggctg gtctcttgca gaggatcaca ttaatttcac 540 
tattgggcgc cagtcctata ctcttagaca gctggataat gctgtgtctg cttttaggca 600 
tattctaatt aatggaagta aaoaatctgo tgotcaacag ggggctttcc tcagagaata 660 
totttatgtt tacaagaatg taagtoagct gtcaccagat ggtcctttgo cacagcttcc 720 
tttaccgtat attaacagtt cagcaacacg ggtttttttt ggocatgaca gacgaccagc 780 
ggatggtgaa aaaoaagcag otactcatgt aagtcttgat caagaatatg attctgaatc 840 
ototcagcag tggcgagaac ttgaggaaca agttgtttct gtggttaaca aaggagtaat 900 
tccatccaat tttcatccca cacaatactg tttgaacagt tactcagata attcaagatt 960 
tccacttgca gttgtagaag aaccaattac agtggaagtg gcttttagaa aoootttgaa 1020 
agttotactt ttgttgactg atttgtcatt gctttggaag tttcatccta aagatttcag 1080 
tggaaaggat aatgaagaag ttaaacaact agttacaagt gaacctgaaa tgattggagc 1140 
tgaagttatt tcagagttct taattaatgg cgaagaatca aaagtggoaa gaotaaagct 1200 
ctttccccat cacatagggg agctgcatat tctgggagtt gtttataatc ttggcactat 1260 
tcagggctct atgacagtag atggcattgg tgctcttccc ggatgtcaca caggaaaata 1320 
ttccttgagt atgtcagtcc gagggaagca ggatttagaa attcaaggtc ctcgacttaa 1380 
caacacaaaa gaagagaaaa catctgttaa atatggccot gatcgacgtt tagatocoat 1440 
aatcacagaa gaaatgccac tgttggaggt gttctttata cattttocta cagggcttct 1500 
ctgtggagaa atcogaaaag catatgtaga atttgtcaat gtcagcaaat gtooacttac 1560 
tggattgaag gttgtttota aacgtccaga gttctttact ttcggtggta atactgctgt 1620 
tctaacacca ctaagtccct cagcttctga gaattgtagt gcttacaaga ctgttgtgac 1680 
agatgctacc tctgtgtgta cagcactcat atcatcagot tcttotgtag aotttggoat 1740 
tggcacagga agtcaaocag aggtgattcc tgttoccott cctgaoaotg ttottctaoc 1800 
cggagcctca gtgcagotgc caatgtggtt acgtgggcct gatgaagaag gtgtccatga 1860 
aattaacttt ttgttttact atgaaagtgt caaaaagcag aoaaaaatac ggcacagaat 1920 
attaagacac actgcaatta tttgtaocag toggtcttta aatgtacggg ccactgtotg 1980 
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cagaagtaat tctcttgaaa atgaagaagg cagaggaggc aatatgctag tctttgtgga 2040 
tgtggaaaat accaatacta gtgaagcagg cgttaaggaa ttccacatag tgcaagtatc 2100 
aagtagtagc aaacactgga agttacagaa atctgtaaat ctttctgaaa acaaagatac 2160 
caaacttgcc agtagggaga agggaaagtt ttgctttaag gcaataagat gtgagaaaga 2220 
agaagcggcc acacagtcct ctgaaaaata tacctttgca gatatcatct ttggaaatga 2280 
acagataata agttcagcaa gcccatgtgc agacttcttt tatcgaagtt tatcttctga 2340 
attgaaaaaa ccacaagctc acttgcctgt gcatacagaa aaacagtcaa cagaggatgc 2400 
tgtgagattg attcaaaaat gcagtgaggt agatttgaat attgtcatat tatggaaggc 2460 
atacgttgtg gaagacagta aacagcttat tttggaaggt caacatcatg ttattcttcg 2520 
cactatagga aaagaagcct tttcatatcc tcagaaacag gagccaccag aaatggaact 2580 
attgaaattt ttcaggccag aaaacattac agtttcctca aggccatcag tagagcagct 2640 
ttctagtctc attaaaacga gtcttcacta cccagaatca tttaatcatc catttcatca 2700 
aaaaagcctt tgtttagtac cagtcactct tttactttcc aattgttcta aggctgatgt 2760 
agatgtcata gttgatcttc ggcataaaac aacaagtcca gaagcactgg aaatccatgg 2820 
atcattcaca tggcttggac aaacacagta taaacttcaa cttaaaagcc aggagattca 2880 
cagtctgcag ctgaaagcat gctttgttca tacaggtgtt tataaccttg gaactcctag 2940 
ggtatttgcc aagttatcgg accaagttac agtgtttgaa acaagtcagc agaattccat 3000 
gcctgccctg atcatcatca gtaatgtgtg acaacttgga aatttgtact gaaatccaca 3060 
ataatcagtt tttgctggat gggttttaca gcagtatttg atatacctaa cttgttatgg 3120 
aggttgattg atatctgatc cctgcaaaat actttgactt gtcattttgt tgatgatgca 3180 
aagcacgttg gactgagaat acttaacatt ctttttctgt atttctttaa accctgagaa 3240 
taatttacat gctcataata caggatatca gcatatttgt gcaccttatt aagccccatc 3300 
ttaagaaaac acaaagtcta agtctgctgt tacaacttgt caatggtata cgaatattag 3360 
gagatgattc tgagaaagga aaggccttgt tggcagtact cctgttaagc cattagtctc 3420 
taaattccag ctttactgtg aagttctata gagtgttaaa tacaaatttt cctgtcttgc 3480 
ttcacacagt tccttaaaat cagttttgaa ctttggtcat agagtcttca tatttcagta 3540 
tttggtggtc cctatgactt atacataact ttgtaaaaag aaaaaaaaat tttttctgat 3600 
gctttgaata tagttttgaa aggagttttg acttttttcc cctcattcat ctcagtatag 3660 
agtgcgctat ttcacaatac aatttttgtc attaaaatta ccatattctt tattat 3716 



<210> 12142 
<211> 980 
<212> PRT 

<213> Homo sapiens 



<400> 12142 



Met Leu Tyr Ala Ala 


Gly Ala Leu Glu Met Ala 


Ala 


Val 


Ser Ala Phe 


1 5 


10 






15 


Leu Gin Pro Gly Ala 


Pro Arg Pro Tyr Pro Ala 


His 


Tyr 


Met Asp Thr 


20 


25 






30 


Ala 1 le Gin Thr Tyr 


Arg Asp Me Cys Lys Asn 


Met 


Val 


Leu Ala Glu 


35 


40 




45 




Arg Cys Val Leu Leu 


Ser Ala Glu Leu Leu Lys 


Ser 


Gin 


Ser Lys Tyr 


50 


55 


60 






Ser Glu Ala Ala Ala 


Leu Leu 1 1 e Arg Leu Thr 


Ser 


Glu 


Asp Ser Asp 


65 


70 75 






80 


Leu Arg Ser Ala Leu 


Leu Leu Glu Gin Ala Ala 


His 


Cys 


Phe 1 le Asn 
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85 90 95 

Met Lys Ser Pro Met Val Arg Lys Tyr Ala Phe His Met Me Leu Ala 

100 105 110 

Gly His Arg Phe Ser Lys Ala Gly Gin Lys Lys His Ala Leu Arg Cys 

115 120 125 

Tyr Cys Gin Ala Met Gin Val Tyr Lys Gly Lys Gly Trp Ser Leu Ala 

130 135 140 

G I u Asp His Me Asn Phe Thr Me Gly Arg G I n Ser Tyr Thr Leu Arg 
145 150 155 160 

Gin Leu Asp Asn Ala Val Ser Ala Phe Arg His lie Leu I le Asn Gly 

165 170 175 

Ser Lys Gin Ser Ala Ala Gin Gin Gly Ala Phe Leu Arg Glu Tyr Leu 

180 185 190 

Tyr Val Tyr Lys Asn Val Ser Gin Leu Ser Pro Asp Gly Pro Leu Pro 

195 200 205 

Gin Leu Pro Leu Pro Tyr Me Asn Ser Ser Ala Thr Arg Val Phe Phe 

210 215 220 

Gly His Asp Arg Arg Pro Ala Asp Gly Glu Lys Gin Ala Ala Thr His 
225 230 235 240 

Val Ser Leu Asp Gin Glu Tyr Asp Ser Glu Ser Ser Gin Gin Trp Arg 

245 250 255 

Glu Leu Glu Glu Gin Val Val Ser Val Val Asn Lys Gly Val Me Pro 

260 265 270 

Ser Asn Phe His Pro Thr Gin Tyr Cys Leu Asn Ser Tyr Ser Asp Asn 

275 280 285 

Ser Arg Phe Pro Leu Ala Val Val Glu Glu Pro Me Thr Val Glu Val 

290 295 300 

Ala Phe Arg Asn Pro Leu Lys Val Leu Leu Leu Leu Thr Asp Leu Ser 
305 310 315 320 

Leu Leu Trp Lys Phe H i s Pro Lys Asp Phe Ser G I y Lys Asp Asn G I u 

325 330 335 

Glu Val Lys Gin Leu Val Thr Ser Glu Pro Glu Met Me Gly Ala Glu 

340 345 350 

Val I le Ser Glu Phe Leu I le Asn Gly Glu Glu Ser Lys Val Ala Arg 

355 360 365 

Leu Lys Leu Phe Pro His His Me Gly Glu Leu His Me Leu Gly Va I 

370 375 380 

Val Tyr Asn Leu Gly Thr I le Gin Gly Ser Met Thr Val Asp Gly I le 
385 390 395 400 

Gly Ala Leu Pro Gly Cys His Thr Gly Lys Tyr Ser Leu Ser Met Ser 

405 410 415 

Va I Arg G I y Lys G I n Asp Leu Glu Me Gin Gly Pro Arg Leu Asn Asn 

420 425 430 

Thr Lys Glu Glu Lys Thr Ser Val Lys Tyr Gly Pro Asp Arg Arg Leu 

435 440 445 

Asp Pro Me Me Thr Glu Glu Met Pro Leu Leu Glu Va I Phe Phe 1 1 e 

450 455 460 

His Phe Pro Thr Gly Leu Leu Cys Gly Glu Me Arg Lys Ala Tyr Val 
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Aid 






475 




♦loU 


u 1 U rric Vd 1 Asn 


va 1 oer Lys 


Cys Pro 


Leu 


Thr Gly 


Leu 


Lys vai va 1 








490 








ocr I_ys Ar g ri O 


u 1 u rne rne 


Thr Phe 


Gly 


Gly Asn Thr 


Ala vai ueu 






505 








0 \ \j 


inr rro i-eu oer 


Pr*n a 1 0 

rro oer Aia 


Ser Glu 


Asn 


Cys Ser Ala 


1 yr Lys i nr 


O 1 o 




520 






525 




va 1 va 1 1 nr Asp 


Aia 1 nr oer 


Val Cys 


Thr 


Ala Leu 


1 le 


Cak* Cav A 1 0 

oer oer a i a 


oou 


000 






540 






oer oer vai Asp 


Pho nix/ 1 1 A 

rne u i y lie 


Gly Thr Gly 


Ser Gin 


Pro 


1 1 1 \/o 1 1 1 A 

u 1 u va 1 lie 


0*fO 


oou 






555 




oou 


rro va i rro t-eu 


Pvn Aon Tl^f 

rro Asp 1 nr 


Val Leu 


Leu 


Pro Gly 


Ala 


Qa»^ \/o I ^ 1 n 
oer va i u i n 




000 




570 






0/0 


Leu rro mex i rp 


1 Ail A.^tT \ \l 

Leu Arg u 1 y 


Pro Asp Glu 


Glu Gly Val 


M i 0 1 1 A 

n 1 s u 1 u lie 


oou 




585 








oyu 


Aon PI^A 1 Al 1 PI^A 

Asn rne Leu rne 


T\/^ T\/i^ 1 1 1 

1 yr 1 yr u i u 


Ser Val 


Lys 


Lys Gin 


Thr 


Lys 1 1 e Arg 






600 






605 




n 1 s Arg 1 1 e Leu 


Arg n 1 s 1 nr 


Ala lie 


1 le 


Cys Thr Ser 


A vnr Qak* 1 ai i 

Arg oer Leu 


O 1 u 


0 1 0 






620 






Aon \/ ol Avnr AI4 

Asn va 1 Arg a i a 


ThK- Vo 1 Pwo 

1 nr va i oys 


Arg Ser Asn 


Ser Leu 


Glu 


Ac^n /111! \ t t 

Asn u 1 u u 1 u 


0/.0 


oou 






635 




otu 


^lu Ar-cr 

u 1 y Arg u 1 y u i y 


Aon Ma^ 1 Ai 1 

Asn iviex Leu 


Val Phe 


Val 


Asp Val 


Glu 


A ^ n 1 r\ 1^ A^m 

Asn 1 nr Asn 








650 






000 


1 nr oer u i u a i a 


1 \f Uo 1 1 \/o 

u 1 y va 1 Lys 


Glu Phe 


His 


1 le Val 


Gin 


va 1 oer oer 


oou 




665 








0 /u 


oer oer Lys n i s 


1 rp Lys Leu 


Gin Lys 


Ser 


Val Asn 


Leu 


oer u 1 u Asn 


0/0 




680 






685 




li/o Aon Tk^i^ li#o 

Lys Asp 1 nr Lys 


1 AI 1 A 1 0 0 ^ 

Leu A 1 a oer 


Arg Glu 


Lys 


Gly Lys 


Phe 


K/ys rne Lys 


OaU 


0^0 






700 






A 1 a lie Arg oys 


fi \ t t 1 \/o ^ 1 1 1 

u 1 u Lys u 1 u 


Glu Ala 


Ala 


Thr Gin 


Ser 


Cak" 1 1 ■ 1 I/O 

oer la 1 u Lys 


/uo 


71 n 
/ 1 u 






715 




790 

/zu 


Tv/r- Thr* Pho A 1 ^ 

1 yr 1 nr rne Aia 


Aon 1 1 A 1 1 A 

Asp lie lie 


Phe Gly 


Asn 


Glu Gin 


1 le 


1 1 A Ca»^ CaK* 

lie oer oer 




79^ 




730 






1 00 


A 1 0 Cor" Pi^n P\/o 

Ala oer rro vys 


A 1 0 A on Pl^ A 

A 1 a Asp rne 


Phe Tyr Arg 


Ser Leu 


Ser 


QaI^ \ W \ AI 1 

oer u 1 u Leu 


7 An 

/HU 




745 








7Rn 
/ ou 


1 I/O 1 %/o Pk*/^ 1 n 

Lys Lys rro u i n 


A 1 0 1-1 1 0 1 Ai 1 

Aia n 1 s Leu 


Pro Val 


His 


Thr Glu 


Lys 


uin oer inr 






760 






765 




1 1 1 Aon Al^ \/o 1 

u 1 u Asp A 1 a va i 


A^n* 1 AI 1 11^ 

Arg Leu 1 1 e 


Gin Lys 


Cys 


Ser Glu 


Val 


Aon 1 All Aon 

Asp Leu Asn 


770 


77R 






780 






1 le Val 1 le Leu 


Trp Lys Ala 


Tyr Val 


Val 


Glu Asp Ser 


Lys Gin Leu 


785 


790 






795 




800 


1 le Leu Glu Gly 


Gin His His 


Val lie 


Leu 


Arg Thr 


1 le 


Gly Lys Glu 




805 




810 






815 


Ala Phe Ser Tyr 


Pro Gin Lys 


Gin Glu 


Pro 


Pro Glu 


Met 


Glu Leu Leu 


820 




825 








830 


Lys Phe Phe Arg 


Pro Glu Asn 


Me Thr 


Val 


Ser Ser Arg 


Pro Ser Val 


835 




840 






845 




Glu Gin Leu Ser 


Ser Leu 1 le 


Lys Thr Ser 


Leu His 


Tyr 


Pro Glu Ser 
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850 










855 








860 










r 1 ic 


Aon 


Hi Q 
n 1 o 


r ro 


Pho 


H i o 

n 1 s 


^ 1 n 
u 1 n 


1 \/o ^Ar 
l_ys ocr 


I-6U 




1 Al 1 

LcU 


va 1 


r ro 


va 1 


Thr 

1 nr 












ft7n 








O / \J 










OOU 


1 ^1 1 
1_CLI 


1 ^1 1 




Ocr 


Aon 

885 






1 \/c A 1 St 


A ork 
Mop 

890 


Va 1 


Aon 
nop 


Va 1 


1 1 A 

1 1 6 


va 1 
895 


Asp 






Hi Q 
n 1 o 


Lys 
900 


Thr 

1 nr 


Thr 
1 nr 


^Ar 


Prn ^ 1 1 1 

905 


A 1 a 

fx 1 a 


1 Al 1 

Leu 


u 1 U 


1 1 A 

1 1 e 


H i c 
n 1 o 

910 


u 1 y 


Cor- 

oer 


rne 


1 nr 


1 rp 
915 


Leu 


u 1 y 


u 1 n 


1 nr 


u 1 n 1 yr 
920 


Lys 


Leu 


1 n 

u 1 n 


Leu 
925 


Lys 


oer 


u 1 n 


Glu 


1 le 
930 


His 


Ser 


Leu 


Gin 


Leu 
935 


Lys Ala 


Cys 


Phe 


Val 
940 


His 


Thr 


Gly 


Val 


Tyr 


Asn 


Leu 


Gly 


Thr 


Pro 


Arg 


Val Phe 


Ala 


Lys 


Leu 


Ser 


Asp 


Gin 


Val 


945 










950 








955 










960 


Thr 


Val 


Phe 


Glu 


Thr 
965 


Ser 


Gin 


Gin Asn 


Ser 
970 


Met 


Pro 


Ala 


Leu 


Me 
975 


1 le 


1 le 


Ser 


Asn 


Val 
980 

























<210> 12143 

<211> 1134 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (301). . (990) 

<400> 12143 

aatcatcttg ttggcoctga cctcgttgga aaaogaagct ccccgcaggg tcccggcctc 60 
tagggctgct gtgcgggcgg gggtggcctg gagotatttc cattcggcgg cgggaacagg 120 
tgccggcgcG tccgccccat ccccaggggc cgcctccccc ggggcggcct ccaggctgoo 180 
gagacctata aaggcgcoag gttttctcaa tgaagcoggg aogcaotcog gagogcactg 240 
cgtggtGgca ccctacccgg gctgccttgg aagtcgtccc cgcogcooct ccgcaccggc 300 
atgaagctca tcgtgggcat cggaggcatg accaacggcg gcaagaccac gctgacoaac 360 
agcctgctca gagccctgoc caactgotgc gtgatccatc aggatgaott ottcaagcoc 420 
caagacoaaa tagcagttgg ggaagacggc ttcaaacagt gggacgtgct ggagtctctg 480 
gacatggagg ccatgctgga caccgtgcag gcctggctga gcagcccgca gaagtttgcc 540 
cgtgcccacg gggtoagcgt coagccagag gootoggaca cccacatcct cctcotggaa 600 
ggcttcotgc tctacagcta caagcccotg gtggacttgt acagccgccg gtacttcctg 660 
acogtcccgt atgaagagtg caagtggagg agaagtaccc gcaactacao agtccotgat 720 
ccccccggco tcttcgatgg ccacgtgtgg cccatgtacb agaagtatag gcaggagatg 780 
gaggccaacg gtgtggaagt ggtctacctg gacggcatga agtcccgaga ggagctcttc 840 
cgtgaagtcc tggaagacat tcagaactcg ctgctgaacc gctcccagga atcagccccc 900 
tccocggctc gcccagccag gacacaggga cccggaogcg gatgcggcca cagaacggco 960 
aggcotgcag cgtcccagca ggacagcatg tgagcgtttc cctatggggg tgtctgtacg 1020 
taggagagtg gaggccccac tcccagttgg gcgtcccgga gctcagggac tgagccccaa 1080 
gacgcototg taaoctcgct goagcttcag tagtaaaotg ggtcctgttt tttt 1134 
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<210> 12144 
<211> 230 
<212> PRT 

<213> Homo sapiens 



<400> 12144 





Lys 


Leu 


1 1 £X 

\ \ e 


Ma \ u 1 y lie 


la 1 y 


1 








o 






Leu 


1 nr- 


Asn 


oer Leu Leu 


Arg 








on 






n 1 S 


la 1 n 


Asp 


Asp 


rne rne Lys 


rro 














Asp 


ti 1 y 


rne 


Lys 


la 1 n 1 rp Asp 


va 1 




ou 






Do 




ivieL 


Leu 


Asp 


1 nr 


va 1 (a i n A 1 a 


\ rp 


DO 








/u 




Arg 


A 1 o 


n 1 s 


u 1 y 


va 1 oer vai 


b 1 n 














Leu 


Leu 


Leu 


G 1 u 


Gly Phe Leu 


Leu 








100 






Leu 


Tyr 


Ser 


Arg 


Arg Tyr Phe 


Leu 






115 






120 


Trp 


Arg 


Arg 


Ser 


Thr Arg Asn 


Tyr 




130 






135 




Phe 


Asp 


Gly 


His 


Val Trp Pro 


Met 


145 








150 




Glu 


Ala 


Asn 


Gly 


Val Glu Val 


Val 










165 




Glu 


Glu 


Leu 


Phe 


Arg Glu Val 


Leu 








180 






Asn 


Arg 


Ser 


Gin 


Glu Ser Ala 


Pro 






195 






200 


Gin 


Gly 


Pro 


Gly 


Arg Gly Cys 


Gly 




210 






215 




Ser 


Gin 


Gin 


Asp 


Ser Met 




225 








230 





R 1 V/ 

la 1 y 


nrw^ Aon 
meL inr Asn 


la 1 y 


la 1 y 


Lys 


1 nr 




1 n 

1 u 






1 D 




A 1 o 

A 1 a 


Leu rro Asn 


uys 


oys 


va 1 


1 1 A 
1 1 e 








oU 






la 1 n 


Asp la 1 n lie 


A 1 a 


va 1 


la 1 y 


la 1 U 






HO 








Leu 


la 1 u oer Leu 


Asp 


ifie L 


la 1 u 


A 1 <% 

A 1 a 




fin 










Leu 


oer oer rro 


u 1 n 


Lys 


rne 


A 1 M 

A 1 a 




/O 








ou 


Pro 


Glu Ala Ser 


Asp 


Thr 


His 


1 le 




90 






95 




Tyr 


Ser Tyr Lys 


Pro 


Leu 


Val 


Asp 


105 






110 






Thr 


Val Pro Tyr 


Glu 


Glu 


Cys 


Lys 






125 








Thr 


Val Pro Asp 


Pro 


Pro 


Gly 


Leu 




140 










Tyr 


Gin Lys Tyr 


Arg 


Gin 


Glu 


Met 




155 








160 


Tyr 


Leu Asp Gly 


Met 


Lys 


Ser 


Arg 




170 






175 




Glu 


Asp Me Gin 


Asn 


Ser 


Leu 


Leu 


185 






190 






Ser 


Pro Ala Arg 


Pro 


Ala 


Arg 


Thr 






205 








His 


Arg Thr Ala 


Arg 


Pro 


Ala 


Ala 



220 



<210> 12145 
<211> 3680 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (358) . . (2448) 
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<400> 12145 

gtttcaggtc agacagataa atgtagggag 
gaaaaaaatt caggacattc tacaagcaaa 
agaagaaaaa ctgaggaaat tctgaaaagt 
tcctccaagt cattagtgcg acaagggagc 
cccatagaac ttattcccca tataaataaa 
ttaacatctg caagtagaat acgagaaaga 
gacacaaccG ttattctaaa agacacagaa 
cgtgaagata ataaaactga tgaaggacca 
atttcaccag aatctgatgt agatacagct 
gaaagaaagt caacccaaaa gcgaaagagt 
acaggttctc cttccaaaga tgttacaaaa 
gaaaagaaaa caaaaagtcg ttccacagat 
gttcagtcca gtgggagaat aagacagccc 
tctagtgtac ctcattctgc catctctgat 
tgtaaacctc atggacggac tccacttacc 
gaaggaagta aagtaacgaa atctaagact 
tcaaccaccc ttccaaggcc acgacctacc 
ggtgaagctt cagacagtga acttgctgat 
tccacaacaa gttctacatc aaaacctccc 
ttattggctc agcctcgtag aacacgactt 
gcaacaattt ctagaagtag tgcctcttcg 
gccagactag taccatcaga taaattttct 
ctctcagact ccaaggtcaa aagtatgacc 
agatggaggc gctttcctac tgattatgct 
cgtaattccc ctaaacatac ccgtctacgt 
cagagcgctg gatcagcaat gcctactagt 
gaagactaca tccgagattg gactgctcat 
cttgctctca ttgctcggga gatcaacgat 
tcaggcactg cccctagtac cacagtaagc 
gacactagag aagagttggt tgatcgtgtt 
cctccattag ttcattccaa aacaccagaa 
cctcaagcag cagagcctcc cgatcactta 
gatgaagtca tgggagataa tctgctgctg 
agacaatcta tagataagac agctggaaag 
aattgggatg acatagaaag caaattaaga 
tcaagcatgg agatttcttc tatcttacag 
gcaatcaatg ctatgattga tcctgatgga 
cccagtgcta tgttgccatc tccaccgaaa 
agcccgggtc agacaccaac acttggccaa 
gtttcagccg cagctgaatt tgagaatgct 
aatagattca accccgatgg ggaagaggaa 
gattgttgaa aaatcattac ctgtggaatg 
atgtacgcaa aacaagacag cttggtcagc 
ttatttattt atttttgacg tataatgtag 
ccacttgatg cacaaatagg aaaaagcaga 
gattttcaaa ttgaatttaa tgattacacc 



gaaactttta aacaagaatc acaacctcca 60 
ggagacagag tggcacaaag tgagagcaag 120 
cagactccaa agggaggaga caagaaggaa 180 
ttcactatag aaaaacccag cccaaacata 240 
cagacttcct ctactccttc ttctttagca 300 
agtgagtctt tggatcctga ttctagtatg 360 
gcagtaatgg cttttctaga agctaaacta 420 
gatactccca gttataatag agacaattct 480 
agtacaatca gtctggttac tggagaaact 540 
ttcactagcc tctataaaga taggtgttcc 600 
tcatcatctt caggtgctag ggaaaaaatg 660 
gtgggttcaa gagcagatgg tcgtaaattt 720 
tcagtagact taacagatga tgaccaaacc 780 
attatgtcat ctgatcaaga aacttactct 840 
tcagctgatg agcatgtaca ttccaaactg 900 
tctccggtgg tatctggttc atctagtaaa 960 
aggacttccc tcttgcgcag agcacgactt 1020 
gctgacaaag catctgttgc ttctgaagta 1080 
acaggaaggc gtaacatctc tcggattgat 1140 
ggctcactgt cagctcgtag tgactctgaa 1200 
aggaccgcag aagccatcat tagaagtgga 1260 
cctagaatta gagctaacag tatctctcga 1320 
tcagctcatg gctctgcttc agtaaattca 1380 
tccacctcag aagatgaatt tggatcaaac 1440 
acttctccag ccctgaaaac cactcgcttg 1500 
tcttcattca aacaccggat taaagagcag 1560 
cgagaagaga tagccaggat cagccaagat 1620 
gtagcaggag agatagattc agtgacttca 1680 
actgctgcca ccacccctgg ctctgccata 1740 
tttgatgaaa gcctcaactt ccgaaagatt 1800 
ggaaacaacg gtcgatctgg tgatccaaga 1860 
acaattacaa ggcggagaac ctggagcagg 1920 
tcatccgtct ttcagttctc taagaagata 1980 
atcagaatat tatttaaaga caaagatcgg 2040 
gccgaaagtg aagcccctat tgtgaaaacc 2100 
gaactgaaaa gagtagaaaa gcagctgcaa 2160 
actttggagg ctctgaacaa catgggattt 2220 
cagaagtcca gccctgtgaa taaccaccac 2280 
ccagaagcta gggctcttca tcctgctgct 2340 
gaatctgagg ctgatttcag tatacatttc 2400 
gatgttacag tacaagaatg actttctctt 2460 
gctaggaata ttggaagcag catagtgttg 2520 
tacaatcttg gaatccctgt cttcttaatt 2580 
tatatcaatc ctttcaaact atttagataa 2640 
ttgtggcagt gtcgcctttt gtggttttat 2700 
ctttcccttc atagatcttt tttctttttt 2760 
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ttaagccatg ctgtgaccta caagcaaact 
tcctgtgcca agctgctccc tgaaatggac 
tctatttgct tcttaataat aggatttata 
ataagtactc tccacagtaa agcagacctt 
tccaacatag atgtgattta tataactttg 
aaattaacta ttatgtttgc actaagattt 
atcaataagg actaaccgtc tttttttgta 
taagcccaca gtgttttact ccactttcaa 
ttttaatgga aataagattt ggtctctcat 
actagacaga tagtttaggt ggagtatatt 
gtgttaccaa gtttatatgt gacagttgaa 
taaaattttc ttcattaggg gacttggaga 
cactcccaag caatgaattg cttctgtgtg 
tctgtcttac acatttataa ggaccctgca 
actaaacaag aagcctatga aaaatttctt 
gttcacattt ggataatttt 



aaatagccaa catttctgaa cccctaagtc 2820 
ttcttcatct gtacagattt gttaaaccat 2880 
ttagtactca ttaccattgg acacaatgac 2940 
tcacaacaat cactctgtgt cctaaaattt 3000 
ttgatacgta aattgtcttg gggtttacgg 3060 
gctgggagtg gtaggtggac atatctatat 3120 
cataggagat tgataatact gtatttgttt 3180 
aaagatcaat ttggcacttt ttttcatttt 3240 
tttaggttaa atgataacta gaaagattaa 3300 
tttaaaactc agaacatgta tattggtcct 3360 
aaagaaattc ccttgaaatg atcatgaggt 3420 
accagtagtc gtaagattag ttgatagttt 3480 
tttccctgta ggactcaata gtaaatgctg 3540 
agacgacgac aaaggccttt ggcctgtgct 3600 
ctttaaactt gttttttctc tttccagtaa 3660 

3680 



<210> 12146 
<211> 697 
<212> PRT 

<213> Homo sapiens 
<400> 12146 



Met 


Asp 


Thr Thr 


Leu 


1 le 


Leu 


Lys 


1 






5 








Leu 


Glu 


Ala Lys 


Leu 


Arg 


Glu 


Asp 






20 










Thr 


Pro 


Ser Tyr 


Asn 


Arg 


Asp 


Asn 






35 








40 


Asp 


Thr 


Ala Ser 


Thr 


1 le 


Ser 


Leu 




50 








55 




Ser 


Thr 


Gin Lys 


Arg 


Lys 


Ser 


Phe 


65 








70 






Ser 


Thr 


Gly Ser 


Pro 


Ser 


Lys 


Asp 








85 








Ala 


Arg 


Glu Lys 


Met 


Glu 


Lys 


Lys 






100 










Gly 


Ser 


Arg Ala 


Asp 


Gly 


Arg 


Lys 






115 








120 


Arg 


Gin 


Pro Ser 


Val 


Asp 


Leu 


Thr 




130 








135 




Pro 


His 


Ser Ala 


1 le 


Ser 


Asp 


1 le 


145 








150 






Ser 


Cys 


Lys Pro 


His 


Gly 


Arg 


Thr 








165 








Val 


His 


Ser Lys 


Leu 


Glu 


Gly 


Ser 



180 



Asp 


Thr 


Glu Ala 


Val 


Met 


Ala 


Phe 




10 








15 




Asn 


Lys 


Thr Asp 


Glu 


Gly 


Pro 


Asp 


25 








30 






Ser 


1 le 


Ser Pro 


Glu 


Ser 


Asp 


Val 








45 








Val 


Thr 


Gly Glu 


Thr 


Glu 


Arg 


Lys 






60 










Thr 


Ser 


Leu Tyr 


Lys 


Asp 


Arg 


Cys 






75 








80 


Val 


Thr 


Lys Ser 


Ser 


Ser 


Ser 


Gly 




90 








95 




Thr 


Lys 


Ser Arg 


Ser 


Thr 


Asp 


Val 


105 








110 






Phe 


Val 


Gin Ser 


Ser 


Gly 


Arg 


1 le 








125 








Asp 


Asp 


Asp Gin 


Thr 


Ser 


Ser 


Val 






140 










Met 


Ser 


Ser Asp 


Gin 


Glu 


Thr 


Tyr 






155 








160 


Pro 


Leu 


Thr Ser 


Ala 


Asp 


Glu 


His 




170 








175 




Lys 


Val 


Thr Lys 


Ser 


Lys 


Thr 


Ser 



185 190 
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Pro Val Val Ser Gly Ser Ser Ser Lys Ser Thr Thr Leu Pro Arg Pro 

195 200 205 

Arg Pro Thr Arg Thr Ser Leu Leu Arg Arg Ala Arg Leu Gly Glu Ala 

210 215 220 

Ser Asp Ser Glu Leu Ala Asp Ala Asp Lys Ala Ser Val Ala Ser Glu 
225 230 235 240 

Val Ser Thr Thr Ser Ser Thr Ser Lys Pro Pro Thr Gly Arg Arg Asn 

245 250 255 

1 1 e Ser Arg 1 1 e Asp Leu Leu Ala Gin Pro Arg Arg Thr Arg Leu G I y 

260 265 270 

Ser Leu Ser Ala Arg Ser Asp Ser Glu Ala Thr I le Ser Arg Ser Ser 

275 280 285 

Ala Ser Ser Arg Thr Ala Glu Ala He Me Arg Ser Gly Ala Arg Leu 

290 295 300 

Va I Pro Ser Asp Lys Phe Ser Pro Arg I I e Arg A I a Asn Ser 1 1 e Ser 
305 310 315 320 

Arg Leu Ser Asp Ser Lys Val Lys Ser Met Thr Ser Ala His Gly Ser 

325 330 335 

Ala Ser Val Asn Ser Arg Trp Arg Arg Phe Pro Thr Asp Tyr Ala Ser 

340 345 350 

Thr Ser Glu Asp Glu Phe Gly Ser Asn Arg Asn Ser Pro Lys His Thr 

355 360 365 

Arg Leu Arg Thr Ser Pro Ala Leu Lys Thr Thr Arg Leu Gin Ser Ala 

370 375 380 

G I y Ser A I a Met Pro Thr Ser Ser Ser Phe Lys H I s Arg I I e Lys G I u 
385 390 395 400 

Gin Glu Asp Tyr 1 1 e Arg Asp Trp Thr Ala His Arg Glu Glu lie Ala 

405 410 415 

Arg 1 1 e Ser G I n Asp Leu A I a Leu Me Ala Arg Glu Me Asn Asp Va I 

420 425 430 

Ala Gly Glu I le Asp Ser Val Thr Ser Ser Gly Thr Ala Pro Ser Thr 

435 440 445 

Thr Val Ser Thr Ala Ala Thr Thr Pro Gly Ser Ala I le Asp Thr Arg 

450 455 460 

Glu Glu Leu Val Asp Arg Val Phe Asp Glu Ser Leu Asn Phe Arg Lys 
465 470 475 480 

1 1 e Pro Pro Leu Va I His Ser Lys Thr Pro Glu Gly Asn Asn G I y Arg 

485 490 495 

Ser Gly Asp Pro Arg Pro Gin Ala Ala Glu Pro Pro Asp His Leu Thr 

500 505 510 

I le Thr Arg Arg Arg Thr Trp Ser Arg Asp Glu Val Met Gly Asp Asn 

515 520 525 

Leu Leu Leu Ser Ser Va I Phe G I n Phe Ser Lys Lys I I e Arg G I n Ser 

530 535 540 

Me Asp Lys Thr Ala Gly Lys Me Arg Me Leu Phe Lys Asp Lys Asp 
545 550 555 560 

Arg Asn Trp Asp Asp I le Glu Ser Lys Leu Arg Ala Glu Ser Glu Ala 
565 570 575 
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r r O 


1 1a 
1 1 c 


Va 1 


Lys 
580 


Thr 


ocr oer 


ITIC L 


n III 

585 


1 

1 1 c 


oer ocr 


1 1 A 


1 Ol 1 

Leu 
590 


n 1 n 
u 1 n 


1 11 

U 1 u 




i_ys 


595 


Vcl 1 


H 111 


1— y o u 1 1 1 


600 


U 1 1 1 


A 1 2) 


1 1 A Aon 
1 1 c noi 1 


A 1 A 

605 


ifiex 


1 1 A 
1 1 e 


Aon 


r ru 


Aon 
nop 

610 


n 1 V 
u 1 y 


Thr 
1 nr 


1 oil 

UcU 


n 1 II Ala 
U 1 U n 1 d 

615 


1 Ol 1 


Aon 
Moll 


Aon 
Aoll 


wfiG L u 1 y 
620 


Ph^ 


rro 


oer 


A 1 a 
A 1 a 


iVie L 


Leu 


rrO 


oer 


rro 


Pro Lys 


fx 1 n 

u 1 n 


Lys 


ocr 


oer rro 


va 1 


Asn 


Asn 


kl i o 
n 1 S 


625 










630 








635 








640 


His 


Ser 


Pro 


Gly 


Gin 
645 


Thr Pro 


Thr 


Leu 


Gly 
650 


Gin Pro 


Glu 


Ala 


Arg 

655 


Ala 


Leu 


His 


Pro 


Ala 
660 


Ala 


Val Ser 


Ala 


Ala 
665 


Ala 


Glu Phe 


Glu 


Asn 
670 


Ala 


Glu 


Ser 


Glu 


Ala 
675 


Asp 


Phe 


Ser 1 le 


His 
680 


Phe 


Asn 


Arg Phe 


Asn 
685 


Pro 


Asp 


Gly 


Glu 


Glu 
690 


Glu 


Asp 


Val 


Thr Val 
695 


Gin 


Glu 















<210> 12147 
<211> 3017 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (186). . (623) 

<400> 12147 

accgcgggca tttacccgtg otttcccaag cctggaagaa ctcgtcatgc tctttgtagc 60 
gtggtgcttc tgttgctcac agaggtgcct gcttcccctt ctgooatgat tggaagttto 120 
ctgaggcoto oocagocatg tggaaotgac aacttgcctt tgatgatttt caagagagtt 180 
gtgctatgat gtggcaaaag tatgcaggaa gcaggcggtc aatgcctctg ggagtaagga 240 
tccttttcoa oggtgtgttc tatgccgggg gctttgccat tgtgtattac ctoattcaaa 300 
agtttcattc cagggcttta tattacaagt tggcagtgga gcagctgcag agccatcccg 360 
aggoacagga agctctgggc CGtcototca acatccatta tctcaagcto atcgacaggg 420 
aaaacttcgt ggacattgtt gatgccaagt tgaagattcc tgtctctgga tccaaatcag 480 
agggocttot otacgtccac toatocagag gtggcccctt toagaggtgg caccttgacg 540 
aggtcttttt agagctoaag gatggtcagc agattcotgt gttcaagctc agtggggaaa 600 
acggtgatga agtgaaaaag gagtagagac gacccagaag acccagcttg cttctagtcc 660 
atccttocct catctctaco atatggocao tggggtggtg goocatctca gtgacagaca 720 
otcctgoaac ccagttttoc agccaccagt gggatgatgg cotccctatt coctgagaca 780 
caacagtatt gaaattgggc caattaataa ctccacagtg gcctctcact aaatgtgaga 840 
ggtgaggaag ctgcaggaga aaatttgaag otagoagtgt toatgagatg taagtaaaga 900 
agooatotcc ataaaagtac aacgtgacgc agoaagtgct gatggagaag otgtagaagt 960 
tacacagaag atctagcttg gaccatcgat gaaagtggct acactaaaca acagatttta 1020 
aatgtagata aaacagcatt ttattgaaaa aaagatgcca tctaggactt tcatagttag 1080 
agaaactcaa tgcctggctt caaaggacaa gotgactctt gtcaggggot agtgcagotg 1140 
tgactttcag ttaaagccaa tgctcattga ctattctgaa aatcccaggg occttaagat 1200 
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atgctgtata aacgcaacaa caaagcctgg atggcgttgg gtctgtttac agcctggtct 1260 
actgagtaag cccactgttg agacctagtg ctcagaaaaa atagatttct ttcaaaatat 1320 
ggctgggtgc agtggctcac accggtaatc ccagcacttt gggaggctgg ggcgggtgga 1380 
ttgcttgatg ccaggagttc aagaccagcc tgggcaacat ggtgaaaccc tgtctcaaaa 1440 
aacaaatcca aaaaaccaaa atattgctac tcattaacaa tgcacctggt tacccaagag 1500 
ctctgatgga gatgtacaag gagatgaata ctgttttcat gcctgctaac acagtatcca 1560 
ttctgctgct gatagatcaa gaagtacttt tgactttcaa aacttgttat ttaagaaata 1620 
cattttgtgg tttctctgat ggttctgggc agtcagttca aaaccttctg gaaaggattc 1680 
accattctag atgccatcaa gagcattcaa ttcacgggag gaggtcaaaa tatcaacatt 1740 
aattggaatt tggaagaaat agattccaat cctcatggag gacttggagg gtttcaagac 1800 
ttcagaggag gaaggaactg tagatgggct gaaaatagca agagaactag aagtggaggg 1860 
gcctagagat gtgaccgaat tgctgtaacc tcaggatcaa acttgtatgg atgagaagtt 1920 
ccttctcatg gacgagcaaa gaaggtgatt tcttgaaatg gaatctactc ctggtgaaga 1980 
tgctatgaac attgttgaaa tgacaaaaga tttagaatat tccataaact tagctgtggc 2040 
cagggtttga gaggattgac tcctaatttt gaagttctac tgtgggtaaa tgctgtcaaa 2100 
cagcattgca tgccacagag gaatctctca tgaaagagtt aataaatgca gcaaacttca 2160 
ctgttgtctt actttaagaa actgccacag tcactgcagg cttcagcaac ttatcttttc 2220 
ctaccctcct ctcgcattta aaagtacttt taaattaatg tatgtacatt atttttaggc 2280 
ataacactgc tgctcattta aaaaaactac agtatgaacc atgttatatg cagtggaaag 2340 
gcaaaaaatt catgtgactt acttgcttgt atttggttta ttgcagtggt ctggaactga 2400 
aagtgatgcg tatttctgag ttatgcctgt atttaagaag ctgagtgaaa cccaaagaag 2460 
tccatgatag gacagacttc tgaaaactaa agacagaaaa aagcttgaaa gcatcaagaa 2520 
agaagtgaaa tcttaactag agggaaaagt aactcagatg acagtggatt tctctctgga 2580 
aaccatggag gccagaagga agtgagacaa gttcttttag tgccagaaga actatcaact 2640 
tgtggctggg cacggtggct cacacctgta atcccagcac tttgggagac caaggtgggc 2700 
agatcacttg aagtcaggag tttgagacca gcctgaccaa catggcaaaa ccctgtctct 2760 
actaaaaata caaaaattag ccaggcatgg tggcacatgc ctgtaatctc agctacttgg 2820 
gaggctgagg cacgagaatt acttgaaccc gggaggtgga ggttgcagtg agccaagatc 2880 
ctgccactgc actccagcct gggcaacaga gcaagactgc ctcaaaacaa aactctgtca 2940 
actccaaatt cctatttggt gaaatgatcc ttcaggattg atggggtaat aaaaacattc 3000 
tcggttgata gaaaact 3017 



<210> 12148 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<400> 12148 

Met Met Trp Gin Lys Tyr Ala Gly Ser Arg Arg Ser Met Pro Leu Gly 

1 5 10 15 

Val Arg lie Leu Phe His Gly Val Phe Tyr Ala Gly Gly Phe Ala lie 

20 25 30 

Val Tyr Tyr Leu Me Gin Lys Phe His Ser Arg Ala Leu Tyr Tyr Lys 

35 40 45 

Leu Ala Va I G I u Gin Leu G I n Ser H I s Pro Glu Ala Gin Glu Ala Leu 

50 55 60 

Gly Pro Pro Leu Asn Me His Tyr Leu Lys Leu I le Asp Arg Glu Asn 
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65 70 75 80 

Phe Val Asp Me Val Asp Ala Lys Leu Lys Me Pro Val Ser Gly Ser 

85 90 95 

Lys Ser Glu Gly Leu Leu Tyr Val His Ser Ser Arg Gly Gly Pro Phe 

100 105 110 

Gin Arg Trp His Leu Asp Glu Val Phe Leu Glu Leu Lys Asp Gly Gin 

115 120 125 

Gin Me Pro Val Phe Lys Leu Ser Gly Glu Asn Gly Asp Glu Val Lys 

130 135 140 

Lys Glu 
145 



<210> 12149 
<211> 3421 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (786) . . (3224) 
<400> 12149 

aactccagga atttgtggcg gagagggcaa 
tcgcaccatg tcgaggcgca agcaggcgaa 
gggcgagcag oagccgcago agcagaocoo 
cgoggcgggg gagctgggtg ctccagtgaa 
ggatgaagco acagtaaagc ggcttcgtcg 
tgcggagttc ttcagcatct otgagttcct 
acctgtcctc atcatgaatg acagcgaggg 
tgtactgago oaccagccoa ccagtccogg 
cagctcagag gacatgaagg agaagocgga 
gacagccctg ccccaccccc caggacataa 
ctaaogtgao cttgcaggca otaoggggca 
atgcactccc tgcccccgtg cctggtgcca 
tgtgtotgca goagcagcag ctacagoaga 
tgaacatgtg ggcctcccao gccctccact 
ccttgggcag Gcacatgtct cagcaggttt 
otggaagoca aggtctgtct ctggatgcct 
tcccttctgc caccagctcc ctgtccccag 
ggaocogggt gctocogaac gtcatgtooo 
cgggctcggt gctcttccag agocctttct 
ggaaggggaa gccaccgaac atctccgcgg 
tctacaagca caagtgtaag taotgtagca 
tccacctccg ctcccacact ggagagagac 
tcaccaccaa gggcaaccto aaggtgcact 
cccagctgtt tgccgagttc caggacaaag 
tctotgtacc tgaccccata gatgaaccga 



ataactgcgg ctctcccggc gocccgatgo 60 
accccagcac atcaactcgg aggaggacca 120 
ggagtttgoa gatgoggocc oagoggcgoo 180 
ccacccaggg aatgacgagg tggcgagtga 240 
ggaggagacg cacgtctgtg agaaatgctg 300 
ggaaoataag aaaaattgoa ctaaaaatcc 360 
gcctgtgcct tcagaagact tctccggagc 420 
cagtaaggac tgtcacaggg agaatggcgg 480 
tgcggagtct gtggtgtacc taaagacaga 540 
gotatttagc caaaggcaaa gtggccaaca 600 
ccaaggtggc ggtgaatcag cggagcgcgg 660 
acagcatccc gtgggtcctc gagcagatct 720 
tccagotcac cgagoagato cgcatccagg 780 
caagcggggc aggggccgac actctgaaga 840 
ctgoagctgt ggctttgctc agccagaaag 900 
tgaaacaagc caagotacct caogcoaaca 960 
ggctggcacc cttcactctg aagccggatg 1020 
gcctcccgag cgctttgott cctcaggccc 1080 
ccactgtggc gctagacaca tccaagaaag 1140 
tggatgtcaa acccaaagac gaggcggccc 1200 
aggtttttgg gactgatagc tccttgoaga 1260 
ccttcgtgtg ctctgtctgt ggtcatcgct 1320 
ttcaccgaca tocccaggtg aaggcaaacc 1380 
tggcggccgg caatggcatc occtatgcac 1440 
gtctttcttt agacagcaaa cctgtccttg 1500 
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taaccacctc tgtagggcta cctcagaatc 
cgggtggctc cttgcccggt gaccggcagc 
ccacactccc tggggtggga ccaaactata 
gtgggacccc tgagccaggg tcagagaccc 
acaaggccac cactgatccc aacgaatgtc 
gctccctcaa gatgcattat cgcacccaca 
gtggccgagc cttttctacc aaaggtaacc 
acacgtccat taagacgcag cattcgtgcc 
tgatgctgca gcaacatatt cggatgcaca 
cagagaatcc ctgtgacttt acgggttctg 
ccggcgctat ctgccatgat gatgtcatcg 
aggaggctcc cagcagctcc tccaaggtcc 
cacccacgct agggtttgcc atgatggctt 
ccccttttaa cctgcagcgc cagggcagca 
tgaccaacga ctcatcctcg ctgatgggag 
tcctggaaac cacatccttc caggcactct 
agtcaaagtc tcccgatgct gggagcaaag 
tggaaggtcg gagcagtctc ccttccacgt 
ttgaagttcc tggcacattt gtgggaccct 
tagcagccca gccacgccga caggccaagc 
tctcgtctgc tagcgctctt cagatccacg 
tgtgcaacat ttgtgggcga gcttttacca 
cacacggggc gaacaataac tcagcccgcc 
tggctctgtt aggtacggac ggaaaaagag 
ccccttcagt gaatgtggac cctgttgtgt 
gtctggccgt gaagaccaat gagatctctg 
cggtttcctt gggggccacc tccgttgtga 
cccagtcggg tatcagtgca gatgtggaaa 
accagtttcc tcacttcctg gaagaaaaca 
tggaaggagc aatgcagaca cagtgaaatc 
atctcctcct gttttctttt tcttactgat 
accacaacct caggcaagtg ctacaatcac 
g 



tttcttcggg gactaatccc aaggacctca 1560 
ctgggccttc tccagaaagt gagggtggac 1620 
attccccaag ggctggtggc ttccaaggga 1680 
tgaaattgca gcagttggtg gagaacattg 1740 
tcatttgcca ccgagtctta agctgtcaga 1800 
ccggggagag accgttccag tgtaagatct 1860 
tgaagacaca ccttggggtt caccgaacca 1920 
ccatctgcca gaagaagttc actaatgccg 1980 
tgggcggtca gattcccaac acgcccctgc 2040 
agccaatgac cgtgggtgag aacggcagca 2100 
aaagcatcga tgtagaggaa gtcagctccc 2160 
ccacgcctct tcccagcatc cactcggcat 2220 
ccttagatgc cccagggaaa gtgggtcctg 2280 
gagaaaacgg ttccgtggag agcgatggct 2340 
accaggagta tcagagccga agcccagata 2400 
ccccggccaa tagtcaagcc gaaagcatca 2460 
cagagagctc cgagaacagc cgcactgaga 2520 
ttatccgagc cccgccgacc tatgtcaagg 2580 
cgacattgtc cccagggatg acccctttgt 2640 
aacatggctg cacacggtgt gggaagaact 2700 
agcggactca cactggagag aagccttttg 2760 
ccaaaggcaa cttaaaggtt cactacatga 2820 
gtggaaggaa gttggccatc gagaacacca 2880 
tctcagaaat ctttcccaag gaaatcctgg 2940 
ggaaccagta caccagcatg ctcaatggcg 3000 
tgatccagag tgggggggtt cctaccctcc 3060 
ataacgccac tgtctccaag atggatggct 3120 
aaccaagtgc tactgacggc gttcccaaac 3180 
agattgcggt cagctaaggg agaacttgcg 3240 
tctagaatct gctttgtttt gtaagaactc 3300 
atgcaaatga tgtttactac gttggttgtg 3360 
gattgttgct atgctgcttt gcaaaaagtt 3420 

3421 



<210> 12150 
<211> 813 
<212> PRT 

<213> Homo sapiens 
<400> 12150 

Met Trp Ala Ser His Ala Leu His Ser Ser Gly Ala Gly Ala Asp Thr 

1 5 10 15 

Leu Lys Thr Leu Gly Ser His Met Ser Gin Gin Val Ser Ala Ala Val 

20 25 30 

Ala Leu Leu Ser Gin Lys Ala Gly Ser Gin Gly Leu Ser Leu Asp Ala 

35 40 45 

Leu Lys Gin Ala Lys Leu Pro His Ala Asn Me Pro Ser Ala Thr Ser 
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50 55 
Ser Leu Ser Pro Gly Leu Ala 
65 70 
Arg Val Leu Pro Asn Val Met 
85 

Gin Ala Pro Gly Ser Val Leu 
100 

Leu Asp Thr Ser Lys Lys Gly 
115 

Val Asp Val Lys Pro Lys Asp 
130 135 
Lys Tyr Cys Ser Lys Val Phe 
145 150 
Leu Arg Ser His Thr Gly Glu 
165 

His Arg Phe Thr Thr Lys Gly 
180 

Pro Gin Val Lys Ala Asn Pro 
195 

Val Ala Ala Gly Asn Gly I le 
210 215 
I le Asp Glu Pro Ser Leu Ser 
225 230 
Thr Ser Val Gly Leu Pro Gin 
245 

Asp Leu Thr Gly Gly Ser Leu 
260 

Pro Glu Ser Glu Gly Gly Pro 
275 

Asn Ser Pro Arg Ala Gly Gly 
290 295 
Gly Ser Glu Thr Leu Lys Leu 
305 310 
Ala Thr Thr Asp Pro Asn Glu 
325 

Cys Gin Ser Ser Leu Lys Met 
340 

Pro Phe G I n Cys Lys 1 1 e Cys 
355 

Leu Lys Thr His Leu Gly Val 
370 375 
Gin His Ser Cys Pro 1 1 e Cys 
385 390 
Leu Gin Gin His Me Arg Met 
405 

Pro Leu Pro Glu Asn Pro Cys 
420 

Val Gly Glu Asn Gly Ser Thr 



Pro Phe Thr Leu 
75 

Ser Arg Leu Pro 
90 

Phe Gin Ser Pro 
105 

Lys Gly Lys Pro 
120 

Glu Ala Ala Leu 

Gly Thr Asp Ser 
155 

Arg Pro Phe Val 
170 

Asn Leu Lys Val 
185 

Gin Leu Phe Ala 
200 

Pro Tyr Ala Leu 

Leu Asp Ser Lys 
235 

Asn Leu Ser Ser 
250 

Pro Gly Asp Arg 
265 

Thr Leu Pro Gly 
280 

Phe Gin Gly Ser 

Gin Gin Leu Val 
315 

Cyis Leu I le Cys 
330 

His Tyr Arg Thr 
345 

Gly Arg Ala Phe 
360 

His Arg Thr Asn 

Gin Lys Lys Phe 
395 

His Met Gly Gly 
410 

Asp Phe Thr Gly 
425 

Gly Ala I le Cys 



60 

Lys Pro Asp 

Ser Ala Leu 

Phe Ser Thr 
110 

Pro Asn 1 1 e 

125 
Tyr Lys His 
140 

Ser Leu Gin 

Cys Ser Val 

His Phe His 
190 

Glu Phe Gin 

205 
Ser Val Pro 
220 

Pro Val Leu 

Gly Thr Asn 

Gin Pro G I y 
270 

Val Gly Pro 

285 
Gly Thr Pro 
300 

Glu Asn I le 

His Arg Val 

His Thr Gly 
350 

Ser Thr Lys 

365 
Thr Ser 1 1 e 
380 

Thr Asn Ala 

Gin I le Pro 

Ser Glu Pro 
430 

His Asp Asp 



Gly Thr 
80 

Leu Pro 
95 
Val Ala 

Ser Ala 

Lys Cys 

I le His 
160 
Cys Gly 
175 

Arg His 

Asp Lys 

Asp Pro 

Val Thr 
240 
Pro Lys 
255 

Pro Ser 

Asn Tyr 

Glu Pro 

Asp Lys 
320 
Leu Ser 
335 

Glu Arg 

Gly Asn 

Lys Thr 

Val Met 
400 
Asn Thr 
415 

Met Thr 
Val lie 
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435 440 445 

Glu Ser Me Asp Val Glu Glu Val Ser Ser Gin Glu Ala Pro Ser Ser 

450 455 460 

Ser Ser Lys Val Pro Thr Pro Leu Pro Ser lie His Ser Ala Ser Pro 
465 470 475 480 

Thr Leu Gly Phe Ala Met Met Ala Ser Leu Asp Ala Pro Gly Lys Val 

485 490 495 

Gly Pro Ala Pro Phe Asn Leu Gin Arg Gin Gly Ser Arg Glu Asn Gly 

500 505 510 

Ser Val Glu Ser Asp Gly Leu Thr Asn Asp Ser Ser Ser Leu Met Gly 

515 520 525 

Asp Gin Glu Tyr Gin Ser Arg Ser Pro Asp I le Leu Glu Thr Thr Ser 

530 535 540 

Phe Gin Ala Leu Ser Pro Ala Asn Ser Gin Ala Glu Ser lie Lys Ser 
545 550 555 560 

Lys Ser Pro Asp Ala Gly Ser Lys Ala Glu Ser Ser Glu Asn Ser Arg 

565 570 575 

Thr Glu Met Glu Gly Arg Ser Ser Leu Pro Ser Thr Phe Me Arg Ala 

580 585 590 

Pro Pro Thr Tyr Val Lys Val Glu Val Pro Gly Thr Phe Val Gly Pro 

595 600 605 

Ser Thr Leu Ser Pro Gly Met Thr Pro Leu Leu Ala Ala Gin Pro Arg 

610 615 620 

Arg Gin Ala Lys Gin His Gly Cys Thr Arg Cys Gly Lys Asn Phe Ser 
625 630 635 640 

Ser Ala Ser Ala Leu Gin Me His Glu Arg Thr His Thr Gly Glu Lys 

645 650 655 

Pro Phe Val Cys Asn I le Cys Gly Arg Ala Phe Thr Thr Lys Gly Asn 

660 665 670 

Leu Lys Val His Tyr Met Thr His Gly Ala Asn Asn Asn Ser Ala Arg 

675 680 685 

Arg Gly Arg Lys Leu Ala Me Glu Asn Thr Met Ala Leu Leu Gly Thr 

690 695 700 

Asp G I y Lys Arg Va I Ser Glu Me Phe Pro Lys Glu Me Leu A I a Pro 
705 710 715 720 

Ser Val Asn Val Asp Pro Val Val Trp Asn Gin Tyr Thr Ser Met Leu 

725 730 735 

Asn Gly Gly Leu Ala Va I Lys Thr Asn Glu Me Ser Va I 1 1 e G I n Ser 

740 745 750 

Gly Gly Val Pro Thr Leu Pro Val Ser Leu Gly Ala Thr Ser Val Val 

755 760 765 

Asn Asn Ala Thr Val Ser Lys Met Asp Gly Ser Gin Ser Gly Me Ser 

770 775 780 

Ala Asp Val Glu Lys Pro Ser Ala Thr Asp Gly Val Pro Lys His Gin 
785 790 795 800 

Phe Pro His Phe Leu Glu Glu Asn Lys Me Ala Val Ser 
805 810 
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<210> 12151 
<211> 1702 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (39). . (1577) 



<400> 12151 

gagggagagc tggggcctgc tcccggagag 
cggatgtgat ccgccttatt atgcagtact 
ccaccttgca ggaggagact actgtgtotc 
tggctgacat taacagtggc cattgggata 
tgccagacaa aaccctcatt gacctctatg 
gtgaattggg tgctgccagg tcacttttga 
aaacacagco agagcgatat attcatctgg 
otcgtgaggc atacocagat ggaagtagca 
cottagctgg ogaagtoagt gtggtgcctc 
cactgaagtg gcagcagcat cagggattgo 
gaggcaaggc agctgtcaaa gatgtggaag 
atattaagtt tggtcagaaa tcacatgtgg 
atttggtoac tgggtotgtt gatggattca 
tcagaaagga tcttaagtac caggcccaag 
tctgcatgtg tttcagcaga gatacagaaa 
tcaaggtgtg gaagattoag agtggaoaat 
agggtgtcac ctgtotaagc ttttctaagg 
accagacaat tagaattcat ggtttaaaat 
attcotcctt tgttaaogaa goaacattta 
octotgatgg cactgtaaag atotggaata 
aatccctggg cagcaccgca gggacagata 
aaaaccctga gcactttgtg gtgtgcaaca 
aggggcagat tgtoagaago ttcagttctg 
gtgccctctc tccccgtggt gaatggatct 
gtttcagtac agtcactggc aaactggaga 
ttggtattgc acatcaccot catcagaaoo 
taaagctctg gaaaccataa ttcaactttt 
aaatgaagca tattcatgta atgtgctttt 
agattgtctg aattagtcac ag 



atacggctat gtcgiatcgaa atcgaatctt 60 
tgaaggagaa cagtttacat cgggogttag 120 
tgaatactgt ggacagcatt gagagttttg 180 
ctgtgttgca ggctatacag tctctgaaat 240 
aacaggttgt tctggaattg atagagctcc 300 
gaoagactga tcccatgato atgttaaaao 360 
agaaoctttt ggocaggtct tactttgatc 420 
aagaaaagag aagagcagca attgcccagg 480 
catctcgtct catggcattg ctgggaoagg 540 
ttcctcGtgg tatgaccata gatttgtttc 600 
aagaaaagtt tcctacacaa ctgagcaggc 660 
agtgtgotcg attttctoca gatggtcagt 720 
ttgaagtatg gaactttact actggaaaaa 780 
ataactttat gatgatggat gatgctgtcc 840 
tgttagcaac tggggcccaa gatggaaaaa 900 
gtttaaggag atttgagagg gcacacagta 960 
atagcagtca gatccttagt gcttcttttg 1020 
ctgggaaaac cctgaaggaa tttcgtggcc 1080 
oaoaagatgg aoattacatt attagtgcat 1140 
tgaagaccac agaatgttca aataccttta 1200 
ttaccgtcaa cagtgtgatt ctacttccta 1260 
gatcaaacao ggtggtcatc atgaacatgc 1320 
gtaaaagaga aggtggggac tttgtttgct 1380 
actgtgtagg ggaggacttt gtgctctact 1440 
gaactttgac agtgcacgag aaggatgtga 1500 
ogattgotao otacagtgaa gatggactcc 1560 
ctttttaaat cagctcgaaa gcatgtactt 1620 
tttttttttt gccagctttt ctaagcaaat 1680 

1702 



<210> 12152 
<211> 513 
<212> PRT 

<213> Homo sapiens 



<400> 12152 



-5788/13211- 



Ma+ 
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n 1 1 1 

u 1 U 


1 1 A 

1 1 e 


n 1 1 1 

u 1 U 


oer 


Qa^ Aon 

oer Asp 


Wo 1 

va 1 


1 1 e Arg 


Leu 


1 1 A 

1 1 e 


Ma*!- ft 1 n 
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Lys rne 


rro 


TVw ft 1 n 

1 nr u 1 n 


Leu 


oer 


Arg H 1 s 
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Lys 
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mex 
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1 rp 
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1 1 A 

1 1 e 


ft 1 n 

u 1 n 


oer 
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Leu Arg 
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rne 


ft 1 1 1 A v^tr 

la 1 u Arg 














z^o 
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oUU 








A 1 a 


M 1 S 
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Cys Leu 
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310 








315 






320 


Gin 


1 le 


Leu 


Ser 


Ala 


Ser 


Phe 


Asp Gin 


Thr 


1 1 e Arg 


1 le 


His 


Gly Leu 










325 








330 








335 


Lys 


Ser 


Gly 


Lys 


Thr 


Leu 


Lys 


Glu Phe 


Arg 


Gly His 


Ser 


Ser 


Phe Val 








340 








345 








350 




Asn 


Glu 


Ala 


Thr 


Phe 


Thr 


Gin 


Asp Gly 


His 


Tyr 1 le 


1 le 


Ser 


Ala Ser 






355 










360 






365 






Ser 


Asp 


Gly 


Thr 


Val 


Lys 


1 le 


Trp Asn 


Met 


Lys Thr 


Thr 


Glu 


Cys Ser 




370 










375 






380 
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Aon 
no! 1 


Thr 


r 1 ic 


i_ys 


Cor- 1 oi 1 ^ 1 v 


^pr 
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Aon 




Va 1 


1 1 p 
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Arg Gly Glu 


Trp 
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Phe Ser Thr 
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Lys Asp Val 


1 le 
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Phe 
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Gly 


Lys Leu 


Glu 


Arg 


Thr 


Leu 
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Gly 


1 le 


Ala His 


His 


Pro 


His 


Gin 
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495 




Asp 


Gly 


Leu Leu 


Lys 


Leu 


Trp 


Lys 


505 








510 







<210> 12153 
<211> 1981 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (78). . (1139) 

<400> 12153 

toctggtcat Ggatgtcatc cacgaggtgg 
acgccacgtg ggaagagatg tggctgagog 
tcaccaccga aacctacggt gctgccttca 
occtgcaocg goagatgaag ottotgggag 
agctggagco aggagtgaat cccagccacc 
actgottcgt gtactacctg tcccagctct 
tccgagccta tgtggagaag tacaagttoa 
cottcctgag cttcttocog gagctgaagg 
aattcgagcg ctggctcaat gccacaggcc 
gatcoagcct gacccggccc gtggaggccc 
accaggcago tgootcggcc agcgcoattg 
cactcttcct ggaccggctc ctggatgggt 
tgtccaagtg ctactcctcc ctgctggaot 
tgcagattga ggtocgcaao gactactato 
agagcoagat gtcaogcatg tacaccatcc 
tcaagtcctt cgcgctggag gtcttctacc 
goagagocat ccagoagatc otgtcooagg 
agcGcagcac ggagctgggc aaggctgaag 



occaoagttg gttoggcaac gctgtcacca 60 
agggcctggc cacctatgco cagcgccgta 120 
cctgcctgga gactgccttc cgcctggacg 180 
aggaoagcco ggtoagoaaa ctgcaggtoa 240 
tgatgaaoct gttcacctac gagaagggct 300 
gcggagaccc acagcgcttt gatgactttc 360 
coagogtggt ggcocaggac otgctggact 420 
agcagagcgt ggactgccgg goagggotgg 480 
cgccgctggc tgagccggao ctgtctcagg 540 
ttttcoagct gtggaocgca gaacctctgg 600 
acatctccaa gtggaggacG ttccagacag 660 
ccccgctgcc gcaggaggtg gtgatgagcc 720 
cgatgaacgc tgagatccgc atccgctggc 780 
ctgacctoca cagggtgogg ogcttcctgg 840 
cgctgtacga ggacctctgo acGggtgcoo 900 
agaogoaggg ccggotgoac GGoaacctgG 960 
gcctgggctc cagcacagag cccgcctcag 1020 
cagaoaoaga otoggaogoa caggccotgc 1080 
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tgcttgggga cgaggccccc agcagtgcca 
agccctgttg gcgggctgac cctcgacctc 
caggcctgcc atgactgcgt ctcggctctg 
ctcccctggg ctctcccagg cagggagaat 
gacctgtgga cctggcctcc ccactcccag 
ccgcacacac catgcctcct gtctcaacac 
acctgccagg tgccgccccg gggcaagggc 
tgccttaatg tctgccgggg gcccaggctg 
gatctgagcc accctccccg cacagccctg 
tggcccctgg cagaggaaca aggacacaga 
agggagagga tggttgtccc tggggagggc 
gaacagggag tcccaggacc cagggagagt 
ttcctggggt gggaggcaca ggggcaaagc 
ggtgctctct ccaggcccac catgctggga 
gggactgctg tgatggggta tcacggtgat 
g 



tctctctcag ggacgtcaat gtgtctgcct 1140 
ccagacacca caattgtgcc ttctgtgggc 1200 
gccatgagct ctgcccaggc ccacaagccc 1260 
ggggagaggg acctccttgt gtctggcaga 1320 
ctctcttgca ctgcaggccc tggggccagc 1380 
tgacagctgt gcctagcccc ggatgccagc 1440 
cccagcagcc ctatggtgac cgccacactg 1500 
tgctgtccct gcagcacgcc tccttgcagg 1560 
caccccgccc ctggggttgg cagcctcagt 1620 
cattccctca gtgtgggggg caggggacac 1680 
cctctggccc caggcaacct tagcccctca 1740 
gtggggacag gacagcctgt ctcttgtagc 1800 
aataccccag ggaaagtggg aggtggtgct 1860 
gaggcggcca gagcctgggg cctccagcct 1920 
ggtcccatta aacttccact ctgcaaacct 1980 

1981 



<210> 12154 
<211> 354 
<212> PRT 

<213> Homo sapiens 



<400> 12154 
Met Trp Leu Ser 
1 

Thr Glu Thr Tyr 
20 

Leu Asp A I a Leu 
35 

Val Ser Lys Leu 
50 

Leu Met Asn Leu 
65 

Leu Ser Gin Leu 

Ala Tyr Val Glu 
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Leu Asp Ser Phe 
115 

Asp Cys Arg Ala 
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Pro Pro Leu Ala 
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Pro Val Glu Ala 
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Asp 


Val 


Asn 


Val 








340 


345 








350 






Ser 


Ala 





















<210> 12155 
<211> 1745 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (382). . (714) 

<400> 12155 

gaaaaaaccc tatgaatgta ogoagtgtgg 
aacacacata agaatgcact ctggagaaag 
cttttgttot gccaattcat ttcaaagaca 
taaatgcaag caatgtggta aagocttcat 
gattcacact ggagagaaac ctatgagtgt 
toacaoctto aattgcatgg taggactcao 
tgtgggaaag cottcagatc tatgaagaac 
gtaagaatac actctggaga aagaocttat 
tgtcocaaat oattgcaaag acatgaaaaa 
aagcaatgtg gtgaagcctt cagtagttcc 
actggagaga aaocctataa atgcaagoaa 
ottcgaatgc atggtaggac toacoctgaa 
aaagccttca gatctgcctc aoacctttga 
ccatgaatgt aaagaatgtg ggaaaccctt 



gaaagcatta tcctctctta caagttttca 60 
accttatgaa tgtaagatat gtgggaaagg 120 
tgaaaaaaot oaoagtggag agaaacccta 180 
tcattccagt tcccttcgtt atcatgaaag 240 
aagcaatgtg ggaaggcctt cagatcttcc 300 
actggagaga agccctatga atgtcaggaa 360 
cttcaaagtc atgaaaggac acaaacacac 420 
aaatgtaagc tatgtgggaa aggcttttat 480 
actcacactg gagagaaact otatgaatgc 540 
agttcctttc gataccatga aaggactcac 600 
tgtgggaaag ccttcagagc tgcctcagtc 660 
gataaaccct atgagtgtaa gcaatgaggg 720 
atgcatggta ggacacacaa tcaagagaaa 780 
caggtctgcc cagaaccttc gaattcagta 840 



-5792/13211- 



aaggacacaa gcacacataa gaatgcattc tggatagctg aacaaaaggc agcagaaact 900 
tctgcagact taaatgtccc tgtctgacag ctttgaagag agtagcagtc ctcccagcat 960 
ggagtttgag atctaagaat ggacagtctg cctcctcaag tgggtccctg atctccaagt 1020 
agcctaactg ggaggcactt cccagtaggg gccaactgac acctcatacg gccgtgtgcc 1080 
cctctgtgac gaagcttcca gaggaaggat caggcaacaa catttgccgt tctgcaatat 1140 
ttgctgttct gcagcccctg ctggtgatac ccaggcaaac agggtctgga gtggacctca 1200 
agcaaaatcc aacagacctc agctgagggt cctgactgtt agaaggaaaa ctaacaaaca 1260 
gaaaggacaa ccacaccaaa acccatctgt acatcaccat catcaaagac caaaagtaga 1320 
taaaaccaca aagatgggga gaaaccagag cagaaaagct gaaaattcta aacatcagag 1380 
cgcctcttct cctccaaagg aacgcagctc ctcgccagca atggaacaaa gctggacttt 1440 
gactttgacg agctgagaga agaaggcttc agatgatcgg taataacaaa cttctccaag 1500 
ctaaaggagg atgttcgaac ccatcacaaa gaagctaaaa accttgaaaa aagattagac 1560 
aaaatggcta actagaataa acagtgtaga gaagacctta aatgacccga tggagctgaa 1620 
aaccatggca cgagaactat gtgatgcatg cacaagcttc agtagctgat tcaatcaagt 1680 
ggaagaaaag gtatcagtaa ttgaagatca aatggatgaa atgaagtgag aagagaagtt 1740 
tagag 1745 



<210> 12156 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 12156 



Met 


Lys 


Asn 


Leu 


Gin 


Ser His Glu Arg 


Thr 


Gin Thr 


His 


Val 


Arg 


1 le 


1 








5 




10 








15 




His 


Ser 


Gly 


Glu 


Arg 


Pro Tyr Lys Cys 


Lys 


Leu Cys 


Gly 


Lys 


Gly 


Phe 








20 




25 








30 






Tyr Cys 


Pro 


Lys 


Ser 


Leu Gin Arg His 


Glu 


Lys Thr 


His 


Thr 


Gly 


Glu 






35 






40 






.45 








Lys 


Leu 


Tyr 


Glu 


Cys 


Lys Gin Cys Gly 


Glu 


Ala Phe 


Ser 


Ser 


Ser 


Ser 




50 








55 




60 










Ser 


Phe 


Arg 


Tyr 


His 


Glu Arg Thr His 


Thr 


Gly Glu 


Lys 


Pro 


Tyr 


Lys 


65 










70 




75 








80 


Cys 


Lys 


Gin 


Cys 


Gly 


Lys Ala Phe Arg 


Ala 


Ala Ser 


Val 


Leu 


Arg 


Met 










85 




90 








95 




His 


Gly 


Arg 


Thr 


His 


Pro Glu Asp Lys 


Pro 


Tyr Glu 


Cys 


Lys 


Gin 










100 




105 








110 







<210> 12157 
<211> 2676 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (293).. (754) 
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<400> 12157 

ctggtgcttc tgcttctccg tgaccctgat 
ggcccgcttc cccctgtctt ggcgcaactt 
cttctgcctc tcggcctcca tcatctaccc 
ccgttcgcgg gaccacgcca tcgccgccac 
cgccaccgaa gtggcctgga cccgggcccg 
cgtacccggg ctgctgaagg tgctggagac 
cagcgacccc aacctgtacc agcaccagcc 
catctgcttc atcctagcgg ccatcgccat 
gctacccatc cccttcccca gcttcctgtc 
tgccaccgcc cttgttctct ggcccctcta 
tcggcgctcg agagatgtaa gctgcagccg 
ccgccgactg. gctgtggcca tcctgacggc 
ggtgcactct gcccacctgg tttttgtcaa 
ccctctccaa cctctttgtt cttcttgccc 
cgcctttcct ctgttttcct cttcctgtct 
caattccttg cactctaacc agttcttgga 
gtttccttcc tgtgttgttt tgttgcccac 
ttttcttttc tttctttttt tttttttttt 
ggagtgcagt ggtgcgatct cagctcactg 
tcctgcccca gcctcccaag tagctgggag 
ttctcttttt ccactcttct tttttctcat 
atctgcctgt tttgcaagca ccttctcctg 
tccttgcctc cacccacctc caaaggtgct 
catgccacag ccccccaagg ggccccattg 
cttagtcagt gtgtacgtgt gtgtgtgtgt 
ggattgggcc ctctttctcc cagtggagga 
aaaaacatat atatatatat atttggaggt 
gcaccgaccc tgggtcccta ggccccgcct 
gaatttttgc caggcttaca gaacacccac 
gctggatgcc tttcatccca actattctct 
aggagtcggg gccgggcgtg gtggctcacg 
tcaggcaatc atctgaagtc aggagttcaa 
tctctattaa aaatacaaaa attagccggg 
tttgggggga ctgagacagg agaatccctt 
aagatggcac cactgtgctc cagcctgggg 
aggaatcgga cgaagaacca caggatgttg 
cagcgatgtg gccctctgtg ttaagaataa 
agccactgcc cgctttcaag gcaagatcga 
ttttcctggc caagaggaca aaaattactg 
agctgttctc ttttgcccgt aggtgggagg 
tggctttgct tgaatgtgta gtgcacacgc 
gctgctgctt cctgcttgtc tgggactcac 
aaatgtataa atatatattt tatttttttt 
ttcctgttgt taatcgtaga accgttgtcc 
ttttctttta aatatcaata taaaggtaaa 



catcctcatc gtggagctgt gcgggctcca 60 
ccccatcacc ttcgcctgct atgcggccct 120 
caccacctat gtccagttcc tgtcccacgg 180 
cttcttctcc tgcatcgcgt gtgtggctta 240 
gcccggcgag atcactggct atatggccac 300 
cttcgttgcc tgcatcatct tcgcgttcat 360 
ggccctggag tggtgcgtgg cggtgtacgc 420 
cctgctgaac ctgggggagt gcaccaacgt 480 
ggggctggcc ttgctgtctg tcctcctcta 540 
ccagttcgat gagaagtatg gcggccagcc 600 
cagccatgcc tattacgtgt gtgcctggga 660 
catcaaccta ctggcgtatg tggctgacct 720 
ggtctaagac tctcccaaga ggctcccgtt 780 
gagttttctt tatggagtac ttctttcctc 840 
cccctccctc ccaccttttt ctttccttcc 900 
tgcatcttct tccttccctt tcctcttgct 960 
atcctgtttt cacccctgag ctgtttctct 1020 
aagacggatt ctcactctgt ggcccaggct 1080 
caacccccgc ctcctgggtt caagcgattc 1140 
gacaggtgtg agctgccgca cccagcctgt 1200 
ctcttttctg ggttgcctgt cggctttctt 1260 
tgtccttggg agccctgaga cttctttctc 1320 
gagctcacat ccacacccct tgcagccgtc 1380 
ccaaagcatg cctgcccacc Gtcgctgtgc 1440 
gtgtttgggg ggtggggggt gggtagctgg 1500 
aggtgtgcag tgtacttccc ctttaaatta 1560 
cagtaatttc caatgggcgg gaggcattaa 1620 
ggcactcagc cttgCGagag attggctcca 1680 
tgcctagagg ccatcttaaa ggaagcaggg 1740 
gtggtatgaa aaagaaaaaa aaaaaaaaga 1800 
cctgtaatcc cagcactttg ggagaccaag 1860 
gaccagcctg gccaacatgg tgaaagcatg 1920 
cgtggtggcg ggcgcctgta atcccaggta 1980 
caacccggga ggtggaggtt gcagtaagtc 2040 
gacagagcga gactccatct caaaaaaaaa 2100 
aagacaactg tctgaagtat ttgtgaggga 2160 
cgtgtcctgc tttggcagag agaagaaaat 2220 
ccttttctgt tttgttttgt ttttctttct 2280 
agtggccctt aaagagggaa gtttgttttc 2340 
gtggggattg ctgcgtccta gctagaggaa 2400 
acgggtgttt ctgtgtgcta gttgcttctt 2460 
atacataacg tgatatatat atatatatat 2520 
taaatccttg gagcttctgg ttcctatcag 2580 
cttcccccat tcccgtatcc atcatgttct 2640 
agaagg 2676 
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<210> 12158 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 12158 



Ma-I- 


A 1 a 


1 nr 


va 1 


rro u 1 y Leu 


Leu Lys 


va 1 


Leu u 1 u 


1 nr 


rne 


va 1 


A 1 4 

A 1 a 


1 








c 
O 












1 c 

1 o 




i#ys 


1 1 6 


1 1 6 


rne 


A 1 a rne 1 1 e 


oer Asp 


rro 


A n 1 All 

Asn Leu 


Tyr 


u 1 n 


n 1 s 


u 1 n 








20 




25 








30 






Pro 


Ala 


Leu 


Glu 


Trp Cys Val 


Ala Val 


Tyr 


Ala 1 le 


Cys 


Phe 


lie 


Leu 






35 






40 






45 








Ala 


Ala 


1 le 


Ala 


1 le Leu Leu 


Asn Leu 


Gly 


Glu Cys 


Thr 


Asn 


Val 


Leu 




50 






55 






60 










Pro 


1 le 


Pro 


Phe 


Pro Ser Phe 


Leu Ser 


Gly 


Leu Ala 


Leu 


Leu 


Ser 


Val 


65 








70 






75 








80 


Leu 


Leu 


Tyr 


Ala 


Thr Ala Leu 


Val Leu 


Trp 


Pro Leu 


Tyr 


Gin 


Phe 


Asp 










85 




90 








95 




Glu 


Lys 


Tyr 


Gly 


Gly Gin Pro 


Arg Arg 


Ser 


Arg Asp 


Val 


Ser 


Cys 


Ser 








100 




105 








110 






Arg 


Ser 


His 


Ala 


Tyr Tyr Val 


Cys Ala 


Trp 


Asp Arg 


Arg 


Leu 


Ala 


Val 






115 






120 






125 








Ala 


1 le 


Leu 


Thr 


Ala Me Asn 


Leu Leu 


Ala 


Tyr Val 


Ala 


Asp 


Leu 


Val 




130 






135 






140 










His 


Ser 


Ala 


His 


Leu Val Phe 


Val Lys 


Val 













145 150 



<210> 12159 
<211> 2730 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (181). . (1557) 
<400> 12159 

tctcaaataa agatagatgc acacctgaac aaagtatgtc caaccactga gaccatttac 60 
aatgatgagt totataotaa acaagatgta attattaoag oattagataa tgtggaagco 120 
aggagatacg tagacagtcg ttgcttagca aatctaaggc ctcttttaga ttctggaaca 180 
atgggcacta agggacacac tgaagttatt gtaccgcatt tgactgagtc ttacaatagt 240 
catogggato ccccagaaga ggaaatacca ttttgtactc taaaatcctt tcoagctgct 300 
attgaacaca ccatacagtg ggcaagagat aagtttgaaa gttccttttc ocacaaacct 360 
tcattgttta acaaattttg goaaaootat toatctgoag aagaagtctt aoagaagata 420 
cagagtggac acagtttaga aggctgtttt caagttataa agttacttag cagaagacct 480 
agaaattggt cccagtgtgt agaattagca agattaaagt ttgaaaaata ttttaaccat 540 
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aaggctcttc agcttcttca ctgtttccct cttgacatac gattaaaaga tggcagttta 600 
ttttggcagt caccaaagag gccaccctct ccaataaaat ttgatttaaa tgagcctttg 660 
cacctcagtt tccttcagaa tgctgcaaaa ctatatgcta cagtatattg tattccattt 720 
gcagaagagg acttatcagc agatgccctc ttgaatattc tttcagaagt aaagattcag 780 
gaattcaagc cttccaataa ggttgttcat acagatgaaa ctgcaaggaa accagaccat 840 
gttcctatta gcagtgaaga tgagaggaat gcaattttcc aactagaaaa ggctatttta 900 
tctaatgaag ccaccaaaag tgaccttcag atggcagtgc tttcatttga aaaagatgat 960 
gatcataatg gacacataga tttcatcaca gctgcatcaa atcttcgtgc caaaatgtac 1020 
agcattgaac cagctgaccg tttcaaaaca aagcgcatag ctggtaaaat tatacctgct 1080 
atagcaacaa ccactgctac agtttctggc ttggttgcct tggagatgat caaagtaact 1140 
ggtggctatc catttgaagc ttacaaaaat tgttttctta acttagccat tccaattgta 1200 
gtatttacag agacaactga agtaaggaaa actaaaatca gaaatggaat atcatttaca 1260 
atttgggatc gatggaccgt acatggaaaa gaagatttca ccctcttgga tttcataaat 1320 
gcagtcaaag agaagtatgg aattgagcca acaatggtgg tacagggagt caaaatgctt 1380 
tatgttcctg taatgcctgg tcatgcaaaa agattgaagt taacaatgca taaacttgta 1440 
aaacctacta ctgaaaagaa atatgtggat cttactgtgt catttgctcc agacattgat 1500 
ggagatgaag atttgccggg acctccagta agatactact tcagtcatga cactgattaa 1560 
tacaagttgt cttaacgtta ctccaggacc acttgatttt ggaaagagtg cacttaattc 1620 
agaagctaaa gaaaatcagt tcataatact atggatttct ctttcattaa gccttaattt 1680 
taagggaaac atcagtaaga aactgcactg aagaattata aaacattttg gggcatagca 1740 
tacacttgtc taacggttca cacgtggcta tgatcacaag caactttgaa ctggaatgct 1800 
atttacaaaa gttttgtgta ttaatctgtg tattaatctc tctggataaa aagaaggaaa 1860 
aaatatgtat gaccagaaca gatatggatg aagaaattga aagcaacgaa tgcaactatt 1920 
caaaaagttt aattttatga atttcttttt tgtttagtct tgaagactga ttttctatgc 1980 
aaatagtgtt tggcatcctg cacctctgat atgatttggc tttgagaatt taataccact 2040 
gggaagaagt atggtagtgg tggatgaagg gtggatattt taaattgtgc agttacagtt 2100 
tactgtccta ttacctctgc tcgtttaacc agtttgttat atcactgtgt ccccaaaatc 2160 
aggatttttg ttgatagcat cagtgttgta ggagcaatag gtcagatgag acatattaac 2220 
ttagactaaa cgtgaacagt attatatgga ctctcacaac gctcttagag aatccgtgaa 2280 
tgtgaacaga caaatgtggc taaccatttg attcttcagt atgccttcta atgtggctat 2340 
tttatttatg tgagactcta aacctgattg tcctaatata taaaactaaa agattttgta 2400 
aagggagtgt ctttagaaat agatgaaatg tagaatgtta aaaattattg ctagggtagt 2460 
ctttttttcc agaaacctaa ttagggtatt aaattttgtg tttttttttt tttttttttt 2520 
ttaaacagaa gcatgttatt tcattcccat tcccagaaag ggagttaatg aagataaaaa 2580 
tttatttttt aaggtcttta ttgagagaaa ctttgttttc tgatatgaac tattgcagat 2640 
gtttttataa atactttcat taaaatgatg taaacagtag tacccaacac tgtaaactca 2700 
gtgaaaatag taaatgattc ttttattact 2730 



<210> 12160 
<211> 459 
<212> PRT 

<213> Homo sapiens 
<400> 12160 

Met Gly Thr Lys Gly His Thr Glu Val Me Val Pro His Leu Thr Glu 

15 10 15 

Ser Tyr Asn Ser His Arg Asp Pro Pro Glu Glu Glu Me Pro Phe Cys 
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20 25 30 

Thr Leu Lys Ser Phe Pro Ala Ala Me Glu His Thr Me Gin Trp Ala 

35 40 45 

Arg Asp Lys Phe Glu Ser Ser Phe Ser His Lys Pro Ser Leu Phe Asn 

50 55 60 

Lys Phe Trp Gin Thr Tyr Ser Ser Ala Glu Glu Val Leu Gin Lys Me 
65 70 75 80 

Gin Ser Gly His Ser Leu Glu Gly Cys Phe Gin Val Me Lys Leu Leu 

85 90 95 

Ser Arg Arg Pro Arg Asn Trp Ser Gin Cys Val Glu Leu Ala Arg Leu 

100 105 110 

Lys Phe Glu Lys Tyr Phe Asn His Lys Ala Leu Gin Leu Leu His Cys 

115 120 125 

Phe Pro Leu Asp I le Arg Leu Lys Asp Gly Ser Leu Phe Trp Gin Ser 

130 135 140 

Pro Lys Arg Pro Pro Ser Pro 1 1 e Lys Phe Asp Leu Asn G I u Pro Leu 
145 150 155 160 

His Leu Ser Phe Leu Gin Asn Ala Ala Lys Leu Tyr Ala Thr Val Tyr 

165 170 175 

Cys Me Pro Phe Ala Glu Glu Asp Leu Ser Ala Asp Ala Leu Leu Asn 

180 185 190 

Me Leu Ser Glu Val Lys Me Gin Glu Phe Lys Pro Ser Asn Lys Val 

195 200 205 

Val His Thr Asp Glu Thr Ala Arg Lys Pro Asp His Val Pro Me Ser 

210 215 220 

Ser Glu Asp Glu Arg Asn Ala Me Phe Gin Leu Glu Lys Ala Me Leu 
225 230 235 240 

Ser Asn Glu Ala Thr Lys Ser Asp Leu Gin Met Ala Val Leu Ser Phe 

245 250 255 

G I u Lys Asp Asp Asp H i s Asn G I y H i s Me Asp Phe I I e Thr Ala Ala 

260 265 270 

Ser Asn Leu Arg A I a Lys Met Tyr Ser Me Glu Pro A I a Asp Arg Phe 

275 280 285 

Lys Thr Lys Arg I le Ala Gly Lys Me Me Pro Ala I le Ala Thr Thr 

290 295 300 

Thr Ala Thr Val Ser Gly Leu Val Ala Leu Glu Met Me Lys Val Thr 
305 310 315 320 

Gly Gly Tyr Pro Phe Glu Ala Tyr Lys Asn Cys Phe Leu Asn Leu Ala 

325 330 335 

Me Pro Me Val Val Phe Thr Glu Thr Thr Glu Val Arg Lys Thr Lys 

340 345 350 

I le Arg Asn Gly I le Ser Phe Thr I le Trp Asp Arg Trp Thr Val His 

355 360 365 

Gly Lys Glu Asp Phe Thr Leu Leu Asp Phe I le Asn Ala Val Lys Glu 

370 375 380 

Lys Tyr Gly Me Glu Pro Thr Met Val Val Gin Gly Val Lys Met Leu 
385 390 395 400 

Tyr Val Pro Val Met Pro Gly His Ala Lys Arg Leu Lys Leu Thr Met 
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405 410 415 

His Lys Leu Val Lys Pro Thr Thr Glu Lys Lys Tyr Val Asp Leu Thr 

420 425 430 

Val Ser Phe Ala Pro Asp I le Asp Gly Asp Glu Asp Leu Pro Gly Pro 

435 440 445 

Pro Val Arg Tyr Tyr Phe Ser His Asp Thr Asp 
450 455 



<210> 12161 

<211> 2454 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (24). . (1892) 

<400> 12161 

ttcaagtago acotctatca gttatggcta aatcctgtcc atctgtgtgt cgctgcgatg 60 
cgggtttcat ttactgtaat gatcgctttc tgacatccat tocaacagga ataccagagg 120 
atgctacaac tctctacctt cagaacaacc aaataaataa tgctgggatt ccttcagatt 180 
tgaaaaaott gotgaaagta gaaagaatat aootataoca caacagttta gatgaattto 240 
ctaccaacot cccaaagtat gtaaaagagt tacatttgoa agaaaataac ataaggacta 300 
tcacttatga ttcactttca aaaattccct atctggaaga attacattta gatgacaact 360 
otgtctotgo agttagcata gaagagggag cattccgaga cagcaactat ctccgactgo 420 
ttttcctgtc ccgtaatcac cttagcacaa ttccctgggg tttgcocagg actatagaag 480 
aactacgctt ggatgataat cgcatatcca ctatttcatc accatctctt caaggtctca 540 
otagtotaaa aogcctggtt ctagatggaa acctgttgaa oaatoatggt ttgggtgaca 600 
aagttttctt caacctagtt aatttgacag agctgtccot ggtgcggaat tocctgactg 660 
ctgcaccagt aaaccttcca ggcacaaacc tgaggaagct ttatcttcaa gataaccaca 720 
toaatogggt goocccaaat gctttttott atctaaggca gctctatoga ctggatatgt 780 
ccaataataa cctaagtaat ttacctcagg gtatctttga tgatttggac aatataacac 840 
aactgattct tcgcaacaat occtggtatt gcgggtgcaa gatgaaatgg gtacgtgact 900 
ggttaoaato actaootgtg aaggtcaaog tgogtgggct oatgtgccaa gcccoagaaa 960 
aggttcgtgg gatggctatt aaggatctca atgoagaact gtttgattgt aaggacagtg 1020 
ggattgtaag caccattcag ataacoaotg caatacccaa cacagtgtat octgcGcaag 1080 
gacagtggcc agotcoagtg aocaaacagc cagatattaa gaaocccaag ctcactaagg 1140 
atcaccaaac cacagggagt ccctcaagaa aaaoaattac aattactgtg aagtctgtca 1200 
octctgatao oattcatatc tottggaaac ttgototaoc tatgactgct ttgagaotoa 1260 
gotggcttaa aotgggccat agoccggcat ttggatctat aacagaaaca attgtaacag 1320 
gggaacgcag tgagtacttg gtcacagccc tggagcctga ttcacoctat aaagtatgca 1380 
tggttcGcat ggaaaccago aaootctacc tatttgatga aactcctgtt tgtattgaga 1440 
ctgaaactgc accccttcga atgtacaacc ctacaaccac octcaatoga gagcaagaga 1500 
aagaacctta caaaaacccc aatttaoctt tggctgcoat oattggtggg gctgtggccc 1560 
tggttacoat tgoccttctt gctttagtgt gttggtatgt tcataggaat ggatcgotot 1620 
tctcaaggaa ctgtgcatat agcaaaggga ggagaagaaa ggatgactat gcagaagctg 1680 
gcactaagaa ggacaactot atcctggaaa toagggaaac ttcttttcag atgttaccaa 1740 
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taagcaatga acccatctcg aaggaggagt 
gaatgaatct gtacaaaaac aatcacagtg 
gtggtattcc agactcagat cactcacact 
tgttttgggt tttttaaacc taagggaggt 
actggaaaaa gagactgaaa aaaagcaatg 
aagaactttt tattaaaagt ttcaaatttc 
tgcctgaaca caattctata ttttagtatt 
aaatattgga gttataaacc atttactttg 
gtgaaagtga attttcttgc tgtgtcgaac 
tagtataagc acaggccatt tttcactttg 
gctgaatggc tgaatgagat aaaatttaat 
attattaaat ttgtattatc ccagtggtat 



ttgtaataca caccatattt cctcctaatg 1800 
aaagcagtag taaccgaagc tacagagaca 1860 
catgatgctg aaggactcac agcagacttg 1920 
gatggtagga accctgttct actgcaaaac 1980 
tactgtacat ttgccatata atttatattt 2040 
aggttactgc tgcgattgat gtagtggaga 2100 
ttttagtaat ttgtactgta ttttccttgc 2160 
tgttctactg agtaagatga cttgttgact 2220 
aatcaggact gcattcatat gagatccttg 2280 
gtattaataa aatgtaaaaa aaaaaaactg 2340 
tttaaaaaat ggttatgaaa taatgttcca 2400 
tcaataaatc aaaatgtgtg aagt 2454 



<210> 12162 
<211> 623 
<212> PRT 

<213> Homo sapiens 



<400> 12162 



Met 


Ala 


Lys Ser Cys 


Pro 


Ser 


Val 


1 






5 








Tyr 


Cys 


Asn Asp Arg 


Phe 


Leu 


Thr 






20 










Asp 


Ala 


Thr Thr 


Leu 


Tyr 


Leu 


Gin 






35 








40 


1 le 


Pro 


Ser Asp 


Leu 


Lys 


Asn 


Leu 




50 








55 




Tyr 


His 


Asn Ser 


Leu 


Asp 


Glu 


Phe 


65 








70 






Lys 


Glu 


Leu His 


Leu 


Gin 


Glu 


Asn 








85 








Ser 


Leu 


Ser Lys 


1 le 


Pro 


Tyr 


Leu 






100 










Ser 


Val 


Ser Ala 


Val 


Ser 


1 le 


Glu 






115 








120 


Tyr 


Leu 


Arg Leu 


Leu 


Phe 


Leu 


Ser 




130 








135 




Trp 


Gly 


Leu Pro Arg 


Thr 


1 le 


Glu 


145 








150 






1 le 


Ser 


Thr 1 le 


Ser 


Ser 


Pro 


Ser 








165 








Arg 


Leu 


Val Leu Asp 


Gly 


Asn 


Leu 






180 










Lys 


Val 


Phe Phe 


Asn 


Leu 


Val 


Asn 






195 








200 


Asn 


Ser 


Leu Thr 


Ala 


Ala 


Pro 


Val 




210 








215 





Cys 


Arg 


Cys Asp 


Ala 


Gly Phe 


1 le 




10 






15 




Ser 


1 le 


Pro Thr 


Gly 


1 le Pro 


Glu 


25 








30 




Asn 


Asn 


Gin 1 le 


Asn 


Asn Ala 


Gly 








45 






Leu 


Lys 


Val Glu 


Arg 


Me Tyr 


Leu 






60 








Pro 


Thr 


Asn Leu 


Pro 


Lys Tyr 


Val 






75 






80 


Asn 


1 le 


Arg Thr 


1 le 


Thr Tyr 


Asp 




90 






95 




Glu 


Glu 


Leu His 


Leu 


Asp Asp 


Asn 


105 








110 




Glu 


Gly 


Ala Phe 


Arg 


Asp Ser 


Asn 








125 






Arg 


Asn 


His Leu 


Ser 


Thr 1 le 


Pro 






140 








Glu 


Leu 


Arg Leu 


Asp 


Asp Asn 


Arg 






155 






160 


Leu 


Gin 


Gly Leu 


Thr 


Ser Leu 


Lys 




170 






175 




Leu 


Asn 


Asn His 


Gly 


Leu Gly 


Asp 


185 








190 




Leu 


Thr 


Glu Leu 


Ser 


Leu Val 


Arg 








205 






Asn 


Leu 


Pro Gly 


Thr 


Asn Leu 


Arg 



220 
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Lys Leu Tyr Leu Gin Asp Asn His 
225 230 
Phe Ser Tyr Leu Arg Gin Leu Tyr 
245 

Leu Ser Asn Leu Pro G I n G I y Me 
260 

G I n Leu 1 1 e Leu Arg Asn Asn Pro 
275 280 
Trp Val Arg Asp Trp Leu Gin Ser 

290 295 
G I y Leu Met Cys Gin Ala Pro G I u 
305 310 
Asp Leu Asn Ala Glu Leu Phe Asp 
325 

Thr I le Gin I le Thr Thr Ala I le 
340 

Gly Gin Trp Pro Ala Pro Val Thr 
355 360 
Lys Leu Thr Lys Asp His Gin Thr 

370 375 
Me Thr Me Thr Val Lys Ser Val 
385 390 
Trp Lys Leu Ala Leu Pro Met Thr 
405 

Leu Gly His Ser Pro Ala Phe Gly 
420 

Gly Glu Arg Ser Glu Tyr Leu Val 
435 440 
Tyr Lys Val Cys Met Val Pro Met 

450 455 
Asp G I u Thr Pro Va I Cys Me Glu 
465 470 
Tyr Asn Pro Thr Thr Thr Leu Asn 
485 

Lys Asn Pro Asn Leu Pro Leu Ala 
500 

Leu Va I Thr Me Ala Leu Leu A I a 
515 520 
Asn Gly Ser Leu Phe Ser Arg Asn 

530 535 
Arg Lys Asp Asp Tyr Ala Glu Ala 
545 550 
Leu Glu Me Arg G I u Thr Ser Phe 
565 

Pro Me Ser Lys Glu Glu Phe Va I 
580 

Gly Met Asn Leu Tyr Lys Asn Asn 
595 600 



I I e Asn Arg Val 
235 

Arg Leu Asp Met 
250 

Phe Asp Asp Leu 
265 

Trp Tyr Cys Gly 

Leu Pro Val Lys 
300 

Lys Val Arg Gly 
315 

Cys Lys Asp Ser 
330 

Pro Asn Thr Val 
345 

Lys Gin Pro Asp 

Thr Gly Ser Pro 
380 

Thr Ser Asp Thr 
395 

Ala Leu Arg Leu 
410 

Ser I le Thr Glu 
425 

Thr Ala Leu Glu 

Glu Thr Ser Asn 
460 

Thr Glu Thr Ala 
475 

Arg Glu Gin Glu 
490 

Ala Me Me Gly 
505 

Leu Val Cys Trp 

Cys Ala Tyr Ser 
540 

Gly Thr Lys Lys 
555 

Gin Met Leu Pro 
570 

I le His Thr I le 
585 

His Ser Glu Ser 



Pro Pro 

Ser Asn 

Asp Asn 
270 
Cys Lys 
285 

Val Asn 

Met Ala 

Gly I le 

Tyr Pro 
350 
Me Lys 
365 

Ser Arg 

I le His 

Ser Trp 

Thr I le 
430 
Pro Asp 
445 

Leu Tyr 

Pro Leu 

Lys Glu 

Gly Ala 
510 
Tyr Val 
525 

Lys Gly 

Asp Asn 

I le Ser 

Phe Pro 
590 
Ser Ser 
605 



Asn Ala 
240 
Asn Asn 
255 

I le Thr 

Met Lys 

Val Arg 

I I e Lys 
320 

Val Ser 
335 

Ala Gin 

Asn Pro 

Lys Thr 

I le Ser 
400 
Leu Lys 
415 

Val Thr 

Ser Pro 

Leu Phe 

Arg Met 
480 
Pro Tyr 
495 

Val Ala 

His Arg 

Arg Arg 

Ser I le 
560 
Asn Glu 
575 

Pro Asn 
Asn Arg 
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Ser Tyr Arg Asp Ser Gly Me Pro Asp Ser Asp His Ser His Ser 
610 615 620 



<210> 12163 
<211> 3198 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (337). . (3198) 
<400> 12163 

ctttcggagt tagcgoagcg ogaacgotgg gtgcggcgcc tttaagcgtc gcggtgacac 60 
gtgtgtgagg cgccggaggc ccggatggtg cgcgtgctgg gccgcgggcc gaaggagtcg 120 
ocagggctgc gtaggcttgt ggcgcgcccg oggagaggcc ggggototga ogcocgctct 180 
gcggottogg tgtttgaaoa ggccaoagtc caggagcgct tacattcagg agotoogogt 240 
agcacctgcc caaccaaact cagccctccg ttaagatcct ggttccatgc cgcagtagga 300 
cagcaggccc aagtctgcac atocoagtga tgcaocatgc caatagtgga taagttgaag 360 
gaggccctga aacccggccg caaggactcg gctgatgatg gagaaotggg gaagcttctt 420 
gcctcctctg ccaagaaggt cottttacag aaaatcgagt tcgagccagc cagcaagagc 480 
ttotcctacc agctggaggo cttaaagagc aaatatgtgt tgctoaacoc caaaacagag 540 
ggagctagtc gcoacaagag tggagatgac ocaooggcoa ggagacaggg cagtgagcac 600 
acgtatgaga gctgtggtga cggagtccca gccccgcaga aagtgotttt ccccacggag 660 
cgactgtcto tgaggtggga gcgggtcttc ogcgtgggcg caggactcoa caaccttggc 720 
aacacctgct ttotcaatgc caccatcoag tgcttgacot acacaccacc tctagccaac 780 
tacctgctct ccaaggagca tgctcgcagc tgccaccagg gaagcttctg catgctgtgt 840 
gtcatgcaga accacattgt ccaggccttc gocaaoagog gcaaogccat caagcccgtc 900 
tccttcatcc gagaoctgaa aaagatagcc cgacacttcc gctttgggaa ocaggaggac 960 
gcgcatgagt tcctgcggta caccatcgac gccatgcaga aagcctgcct gaatggctgt 1020 
gccaagttgg atcgtcaaac gcaggctact aocttggtoo atoaaatttt tggagggtat 1080 
otoagatcao gogtgaagtg ctccgtgtgc aagagcgtct cggacaccta ogaoocctac 1140 
ttggacgtcg cgctggagat ccggcaagct gcgaatattg tgcgtgctct ggaacttttt 1200 
gtgaaagcag atgtcctgag tggagagaat gcctacatgt gtgctaaatg caagaagaag 1260 
gttccagcoa gcaagcgott caccatccac agaacatooa acgtottaac cctttcccto 1320 
aagcgttttg ccaacttcag cggggggaag atcaccaagg atgtaggcta tccggaattc 1380 
ctcaacatac gtccgtatat gtcccagaat aatggtgatc ctgtcatgta tggactctat 1440 
gotgtootgg tgcaotcggg ctacagctgc catgocgggo aotattactg ctacgtgaag 1500 
gcaagcaatg gacagtggta ccagatgaat gattccttgg tccattccag caaogtcaag 1560 
gtggttotga accagcaggc ctacgtgctg ttctatotgo gaattccagg otctaagaaa 1620 
agtcoogagg gcctcatcto caggacaggo tcotcctcco ttcocggoog ocogagtgtg 1 680 
attccagatc actccaagaa gaacatcggc aatgggatta tttcctcccc actgactgga 1740 
aagcgacaag actctgggac gatgaagaag ccgcacacca ctgaagagat tggtgtgccc 1800 
atatocagga atggctccac cctgggoctg aagtcccaga aoggctgoat tcctccaaag 1860 
ctgccctcgg ggtccccttc ccccaaacto tcccagacac coacacacat gccaaccatc 1920 
ctagacgaoc otggaaagaa ggtgaagaag ccagctcctc cacagcaott ttoococaga 1980 
actgctcagg ggctgcctgg gacoagcaac tcgaatagca gcagatctgg gagcoaaagg 2040 
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cagggctcct ggggcagcag ggatgttgtc ctctctacct cacctaagct cctggctaca 2100 
gccactgcca acgggcatgg gctgaagggg aacgacgaga gcgctggcct cgacaggagg 2160 
ggctccagca gctccagccc agagcactcg gccagcagcg actccaccaa ggccccccag 2220 
acccccagga gtggagcggc ccatctctgc gattctcagg aaacgaactg ttccaccgct 2280 
ggccactcca aaacgccgcc aagtggagca gattctaaga cggtgaagct gaagtcccct 2340 
gtcctgagca acaccaccac tgagcctgca agcaccatgt ctcctccacc agccaaaaaa 2400 
ctggcccttt ctgccaagaa ggccagcacc ctgtggaggg cgaccggcaa tgacctccgt 2460 
ccacctcccc cctcaccatc ctccgacctc acccacccca tgaaaacctc tcaccccgtc 2520 
gttgcctcca cttggcccgt ccatagagcc agggctgtgt cacctgctcc ccaatcatcc 2580 
agccgcctgc aacccccctt cagcccccac cccacattgc tgtccagtac ccccaagccc 2640 
ccagggacgt cagaaccacg gagctgctcc tccatctcga cggcgctgcc tcaggtcaac 2700 
gaggaccttg tgtcccttcc acaccagttg ccagaggcca gtgagccccc ccggagcccc 2760 
tctgagaaga ggaaaaagac ctttgtggga gagccgcaga ggctgggctc agagacgtgc 2820 
ctcccacagc acatcaggga ggccactgcg gctccccacg ggaagaggaa gaggaagaag 2880 
aagaagcgcc cggaggacac agctgccagc gccctgcagg aggggcagac acagagacag 2940 
cctgggagcc ccatgtacag gagggagggc caggcacagc tgcccgctgt cagacggcag 3000 
gaagatggca cacagccaca ggtgaatggc cagcaggtgg gatgtgttac ggacggccac 3060 
cacgcgagca gcaggaagcg gaggaggaaa ggagcagaag gtcttggtga agaaggcggc 3120 
ctgcaccagg acccacttcg gcacagctgc tctcccatgg gtgatggtga tccagaggcc 3180 
atggaagagt ctccaagg 3198 



<210> 12164 
<211> 954 
<212> PRT 

<213> Homo sapiens 



<400> 12164 



Met 


Pro 


Me Val 


Asp Lys 


Leu 


Lys 


Glu 


Ala 


Leu Lys 


Pro 


Gly Arg 


Lys 


1 






5 








10 






15 




Asp 


Ser 


Ala Asp 


Asp Gly 


Glu 


Leu 


Gly 


Lys 


Leu Leu 


Ala 


Ser Ser 


Ala 






20 








25 








30 




Lys 


Lys 


Val Leu 


Leu Gin 


Lys 


Me 


Glu 


Phe 


Glu Pro 


Ala 


Ser Lys 


Ser 






35 






40 








45 






Phe 


Ser 


Tyr Gin 


Leu Glu 


Ala 


Leu 


Lys 


Ser 


Lys Tyr 


Val 


Leu Leu 


Asn 




50 






55 








60 








Pro 


Lys 


Thr Glu 


Gly Ala 


Ser 


Arg 


His 


Lys 


Ser Gly 


Asp 


Asp Pro 


Pro 


65 






70 










75 






80 


Ala 


Arg 


Arg Gin 


Gly Ser 


Glu 


His 


Thr 


Tyr 


Glu Ser 


Cys 


Gly Asp 


Gly 








85 








90 






95 




Val 


Pro 


Ala Pro 


Gin Lys 


Val 


Leu 


Phe 


Pro 


Thr Glu 


Arg 


Leu Ser 


Leu 






100 








105 








110 




Arg 


Trp 


Glu Arg 


Val Phe 


Arg 


Val 


Gly 


Ala 


Gly Leu 


His 


Asn Leu 


Gly 






115 






120 








125 






Asn 


Thr 


Cys Phe 


Leu Asn 


Ala 


Thr 


1 le 


Gin 


Cys Leu 


Thr 


Tyr Thr 


Pro 




130 






135 








140 








Pro 


Leu 


Ala Asn 


Tyr Leu 


Leu 


Ser 


Lys 


Glu 


His Ala 


Arg 


Ser Cys 


His 


145 






150 










155 






160 



0 
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Gln Gly Ser 

Ala Phe Ala 

Asp Leu Lys 
195 

Ala His Glu 

210 

Leu Asn Gly 
225 

Val His Gin 

Val Cys Lys 

Leu Glu Me 
275 

Val Lys Ala 

290 
Cys Lys Lys 
305 

Ser Asn Val 
Gly Lys I le 

Pro Tyr Met 

355 

Ala Val Leu 

370 
Cys Tyr Val 
385 

Leu Val His 

Val Leu Phe 

Leu I I e Ser 
435 

I I e Pro Asp 

450 
Pro Leu Thr 
465 

Thr Thr Glu 

Gly Leu Lys 

Ser Pro Ser 
515 

Leu Asp Asp 
530 



Phe Cys 
165 
Asn Ser 
180 

Lys I I e 

Phe Leu 

Cys Ala 

I le Phe 
245 
Ser Val 
260 

Arg Gin 

Asp Val 

Lys Val 

Leu Thr 
325 
Thr Lys 
340 

Ser Gin 

Val His 

Lys Ala 

Ser Ser 
405 
Tyr Leu 
420 

Arg Thr 

His Ser 

Gly Lys 

Glu I le 
485 
Ser Gin 
500 

Pro Lys 
Pro Gly 



Met Leu Cys 

Gly Asn Ala 

Ala Arg His 
200 

Arg Tyr Thr 

215 
Lys Leu Asp 
230 

Gly Gly Tyr 

Ser Asp Thr 

Ala Ala Asn 
280 

Leu Ser Gly 

295 
Pro Ala Ser 
310 

Leu Ser Leu 

Asp Val Gly 

Asn Asn Gly 
360 

Ser Gly Tyr 

375 
Ser Asn Gly 
390 

Asn Val Lys 

Arg I I e Pro 

Gly Ser Ser 
440 

Lys Lys Asn 

455 
Arg Gin Asp 
470 

Gly Val Pro 

Asn Gly Cys 

Leu Ser Gin 
520 

Lys Lys Val 
535 



Val Met 
170 
I I e Lys 
185 

Phe Arg 

I I e Asp 

Arg Gin 

Leu Arg 
250 
Tyr Asp 
265 

I le Val 

Glu Asn 

Lys Arg 

Lys Arg 
330 
Tyr Pro 
345 

Asp Pro 

Ser Cys 

Gin Trp 

Val Val 
410 
Gly Ser 
425 

Ser Leu 

I le Gly 

Ser Gly 

I le Ser 
490 
I le Pro 
505 

Thr Pro 
Lys Lys 



Gin Asn His 

Pro Val Ser 

Phe Gly Asn 
205 

Ala Met Gin 

220 
Thr Gin Ala 
235 

Ser Arg Val 

Pro Tyr Leu 

Arg Ala Leu 
285 

Ala Tyr Met 

300 
Phe Thr Me 
315 

Phe Ala Asn 

Glu Phe Leu 

Val Met Tyr 
365 

His Ala Gly 

380 
Tyr Gin Met 
395 

Leu Asn Gin 

Lys Lys Ser 

Pro Gly Arg 
445 

Asn Gly Me 

460 
Thr Met Lys 
475 

Arg Asn Gly 

Pro Lys Leu 

Thr His Met 
525 

Pro Ala Pro 
540 



I le Val Gin 

175 
Phe Me Arg 
190 

Gin Glu Asp 

Lys Ala Cys 

Thr Thr Leu 
240 

Lys Cys Ser 

255 
Asp Val Ala 
270 

Glu Leu Phe 

Cys Ala Lys 

His Arg Thr 
320 

Phe Ser Gly 

335 
Asn I I e Arg 
350 

Gly Leu Tyr 

His Tyr Tyr 

Asn Asp Ser 
400 

Gin Ala Tyr 

415 
Pro Glu Gly 
430 

Pro Ser Va I 

I le Ser Ser 

Lys Pro His 
480 

Ser Thr Leu 

495 
Pro Ser Gly 
510 

Pro Thr I I e 
Pro Gin His 
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rne oer 


rro Arg 1 nr Aia u i n 


Gly 


Leu 


Pro 


b 1 y 1 nr 


oer 


Asn 


Ser 


Asn 




oou 








OOO 








560 


ocr oer 


Arg oer uiy oer bin 


Arg Gin Gly 


oer 1 rp 


b 1 y 


oer 


Arg Asp 










570 








575 




va 1 va 1 


Leu oer inr oer rro 


Lys 


Leu 


Leu 


Aia 1 nr 


A 1 o 

A 1 a 


1 nr 


Ala 


Asn 




otsu 




585 














u 1 y HIS 


Gly Leu Lys Gly Asn 


Asp Glu 


Ser 


A 1 A fX\\g 

Aia b 1 y 


Leu 


Asp 


Arg Arg 






600 








QUO 








u 1 y oer 


oer oer oer oer rro 


Glu 


His 


Ser 


A 1 A Oa^ 

Aia oer 


O A ^ 

oer 


Asp 


Ser 


Thr 


O 1 u 


O 1 o 








OZU 










Lys Ala 


rro bin 1 nr rro Arg 


Ser Gly Ala 


A 1 A u ; A 
Aia n 1 S 


Leu 


oys 


Asp Ser 




OoU 
















640 


bin u 1 u 


inr Asn oys oer inr 


Ala Gly His 


Ser Lys 


1 nr 


rro 


Pro 


Ser 










DOU 








655 




pi.- A 1 

13 1 y Ala 


Asp Ser Lys Thr Va 1 


Lys 


Leu 


Lys 


Ser Pro 


va 1 


Leu 


Ser 


Asn 




DOU 




665 








D/U 






inr 1 nr 


inr biu rro Ala oer 


Thr 


Met 


Ser 


Dm* A DvA 

rro rro 


rro 


A 1 A 

A 1 a 


Lys 


Lys 




D/O 


680 








DoO 








Leu Aia 


Leu oer Aia Lys Lys 


Ala 


Ser 


Thr 


Leu Trp 


Arg 


A 1 o 

A 1 a 


Thr Gly 


con 










/UU 










Asn Asp 


Leu Arg Pro Pro Pro 


Pro 


Ser 


Pro 


Oav> Oav 

oer oer 


Asp 


Leu 


Thr 


His 


"7AC 


"71 n 
/1 u 








/ 1 O 








720 


rro Met 


Lys 1 nr oer n i s rro 


Val 


Val 


Ala 


Ser Thr 


T*^A 

Irp 


rro 


Val 


His 




/ZD 






730 








735 




Ak-rr A 1 ^ 

Arg A 1 a 


Arg A 1 a va I oer rro 


Ala 


Pro 


Gin 


Ser Ser 


oer 


Arg 


Leu 


Gin 




~!Af\ 




745 








/ou 






rro rro 


rne oer rro n i s rro 


Thr 


Leu 


Leu 


Oa^ Oa^ 

oer oer 


1 nr 


Dm* A 

rro 


Lys 


Pro 




/OO 


760 








/OO 








rro la 1 y 


TL^^ Pill A ^tfw 

1 nr oer b i u rro Arg 


Ser Cys 


Ser 


Oa»- I 1 A 

oer 1 1 e 


Cam- 

oer 


1 nr 


Ala 


Leu 


/ /u 


1 iO 








/oU 










rro u 1 n 


va 1 Asn biu Asp Leu 


Val 


Ser 


Leu 


rro n i s 


b 1 n 


Leu 


Pro 


Glu 


/oO 


/yu 
















800 


Aia oer 


b 1 u rro rro Arg oer 


Pro 


Ser 


Glu 


Lys Arg 


Lys 


Lys 


Thr 


Phe 










810 








815 




va 1 13 1 y 


b 1 u rro b 1 n Arg Leu 


Gly 


Ser 


Glu 


1 nr oys 


Leu 


Dw*A 

rro 


Gin 


His 




OZU 




825 








ooU 






1 1 e Arg 


1 1 1 Alo TWr- Alo Alo 

biu Ala inr Aia Aia 


Pro His Gly 


1 %#A A 

Lys Arg 


Lys 


Arg 


Lys 


Lys 




ooO 


840 
















Lys Lys 


Arg rro uiu Asp Inr 


Ala 


Ala 


Ser 


A 1 A 1 Al « 

Ala Leu 


1 A 

u 1 n 


b 1 U 


Gly 


Gin 


850 


855 








860 










Thr Gin 


Arg Gin Pro Gly Ser 


Pro Met Tyr 


Arg Arg 


Glu 


Gly 


Gin 


Ala 


865 


870 








875 








880 


Gin Leu 


Pro Ala Val Arg Arg 


Gin Glu Asp 


Gly Thr 


Gin 


Pro 


Gin 


Val 




885 






890 








895 




Asn Gly 


Gin Gin Val Gly Cys 


Val 


Thr Asp 


Gly His 


His 


Ala 


Ser 


Ser 




900 




905 








910 






Arg Lys 


Arg Arg Arg Lys Gly 


Ala 


Glu 


Gly 


Leu Gly 


Glu 


Glu 


Gly Gly 




915 


920 








925 
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Leu His Gin Asp Pro Leu Arg His Ser Cys Ser Pro Met Gly Asp Gly 

930 935 940 

Asp Pro Glu Ala Met Glu Glu Ser Pro Arg 
945 950 



<210> 12165 
<211> 2491 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40).. (1374) 

<400> 12165 

gctgctagot cgcggcgacg tcgggccgat tttcccagga tgaoagagct gaggcagagg 60 
gtggcGcatg agccggttgc gccaccogag gacaaggagt cagagtcaga agoaaaggta 120 
gatggagaga ctgcatcgga cagtgagagc cgggcagaat ccgcacccct gccagtotct 180 
gcagatgata ccccggaggt cctcaatagg gccctttcca acttgtcttc aagatggaag 240 
aaotggtggg tgagaggoat ootgactttg gccatgattg catttttctt catcatcatt 300 
tacctgggac caatggtttt gatgataatc gtgatgtgcg ttcagattaa gtgtttccat 360 
gagataatca ctattggcta caacgtotac oaotcatatg atctgccotg gttoaggaog 420 
otoagctggt actttctoot gtgtgtaaac tatttcttot atggtgagac agtgacggat 480 
taottcttca ccctggtcca gagagaagag cctttgcgga ttctcagtaa ataccaccgg 540 
ttcatttcct ttaotctcta tctaatagga ttotgoatgt ttgtactgag tctggtcaag 600 
aagcattatc gactgoagtt ctaoatgttt ggctggaccc atgtgacatt gctgattgtt 660 
gtaacacagt cacatcttgt tatccacaac ctatttgaag gaatgatctg gttcattgto 720 
cccatatctt gtgtgatctg taatgaoato atggcctata tgtttggctt tttctttggt 780 
cggaccccac tcatcaagct gtccccgaag aagacctggg aaggcttcat tgggggcttc 840 
tttgctactg tggtgtttgg ccttctgctg tcotatgtga tgtccgggta cagatgottt 900 
gtctgccctg tggagtacaa caatgacacc aacagcttca ctgtggaotg tgagcoctcg 960 
gacctgtttc gcctgcagga gtacaacatt cctggggtga tccagtcagt cattggctgg 1020 
aaaacggtcG ggatgtaooc ctcocagatt cacagcatcg ctctctccac otttgootog 1080 
ctcattggcc cctttggagg attcttcgoa agtggattca aacgagcctt taaaatcaaa 1140 
gactttgcca ataccattcc tggccatgga ggcatcatgg atcgctttga ctgcoagtat 1200 
otgatggcca cctttgtcaa tgtatacatc gccagtttta tcagaggccc taaoccaagc 1260 
aaactgattc agcagttcct gaotttacgg ccagatcagc agctccacat cttcaaoacg 1320 
ctgoggtctc atctgatcga caaagggatg otgacatoca ooacagagga cgagtagggg 1380 
coacccaggg ccaggagaac aggaacagaai ctgagcaggg goaggtctcc aaggcaagco 1440 
cagctggtgt gacttagaca atgacgaggo ttcaactcao tgtctttttt tttttttttt 1500 
tggagggtat tttttatttg tgggttoaaa aaatctgtat ataoagtcta tgtgtttaga 1560 
atttgtgttg taagtaaact acagctttga gttggaaaga agtcacgggt tgtaaaacca 1620 
tttggatttt tttaaaaoaa aagtattaat aatctggaag acagtgttgc ocaggtcagg 1680 
agtgttttct tggtggttcc agcccccatc aattgaactg tttctgggct cagtcagaca 1740 
cagacattca tctgtgtctg accaaatcag gggacttccc cacctgtggt gggaggcaca 1800 
gottagatgt tttgtacacc tggtcttttc tagaaatoco tgcttggagc tgcagaaggg 1860 
ttgccttctg taggtcggag gaatggaggc ttactaacca ggtaagcctt ctatgcatcc 1920 
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acaccaaaat cctgcagaat gtaagtaagc 
gcagactgaa agtttcagtt tttatttttt 
tctggagaaa aaacacactg taatatttca 
gccctttccc acatgtctag gctccaatgt 
cagggacaat gccatccatg tttgtgctgt 
actttctcat cgggcaggga gcagagggct 
catgtagctg ctgtgttgtg tatatattac 
ttttaaaagt cacttatttc ttacagtgat 
ccacaaagtc ctgcttaaaa ctatggaaaa 
aagattaaat gcacactttt tatataatgt 



tctgctttat aagatgggtt caccttcatc 1980 
tcagaaagca cgaaaaatta tttataatag 2040 
agtgtatgca gtagaatgta ctgtaactga 2100 
ctcctgtagg tccacctaac tgtgtgtttt 2160 
agacttgctg ctgctgaatc ctttctgggg 2220 
tctcgttcat gcaccctttg cctgaacacc 2280 
tcttaagagg agtgtgtgtg tctgtgtttg 2340 
ttcaattgca ccatgacttc ttcactaaaa 2400 
cctaacctga ttagagcctt gactattttg 2460 
g 2491 



<210> 12166 
<211> 445 
<212> PRT 

<213> Homo sapiens 



<400> 12166 



McX 


1 nr u 1 u Leu 


Arg 


u 1 n Arg 


va 1 


A 1 a n 1 s u 1 u rro va i a i a rro rro 


1 
1 




o 






1 U 1 o 


Rill 
U 1 U 


Asp Lys u 1 u 


aer 


ulu oer 


U 1 U 


Ala Lys val Asp uiy ulu inr Ala 




20 








25 30 


Ser 


Asp Ser Glu 


Ser 


Arg Ala 


Glu 


Ser Ala Pro Leu Pro Val Ser Ala 




35 






40 


45 


Asp 


Asp Thr Pro 


Glu 


Val Leu 


Asn 


Arg Ala Leu Ser Asn Leu Ser Ser 




50 




55 




60 


Arg 


Trp Lys Asn 


Trp 


Trp Val 


Arg 


Gly 1 le Leu Thr Leu Ala Met 1 le 


65 






70 




75 80 


Ala 


Phe Phe Phe 


1 le 


Me Me 


Tyr 


Leu Gly Pro Met Val Leu Met 1 le 






85 






90 95 


1 le 


Val Met Cys 


Val 


Gin 1 le 


Lys 


Cys Phe His Glu lie Me Thr 1 le 




100 








105 110 


Gly 


Tyr Asn Val 


Tyr 


His Ser 


Tyr 


Asp Leu Pro Trp Phe Arg Thr Leu 




115 






120 


125 


Ser 


Trp Tyr Phe 


Leu 


Leu Cys 


Val 


Asn Tyr Phe Phe Tyr Gly Glu Thr 




130 




135 




140 


Val 


Thr Asp Tyr 


Phe 


Phe Thr 


Leu 


Val Gin Arg Glu Glu Pro Leu Arg 


145 






150 




155 160 


1 le 


Leu Ser Lys 


Tyr 


His Arg 


Phe 


1 1 e Ser Phe Thr Leu Tyr Leu 1 1 e 






165 






170 175 


Gly 


Phe Cys Met 


Phe 


Val Leu 


Ser 


Leu Val Lys Lys His Tyr Arg Leu 




180 








185 190 


Gin 


Phe Tyr Met 


Phe 


Gly Trp 


Thr 


His Val Thr Leu Leu Me Val Val 




195 






200 


205 


Thr 


Gin Ser His 


Leu 


Val Me 


His 


Asn Leu Phe Glu Gly Met Me Trp 




210 




215 




220 


Phe 


1 le Val Pro 


1 le 


Ser Cys 


Val 


1 le Cys Asn Asp 1 le Met Ala Tyr 


225 






230 




235 240 
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ifie L 


Php 


ft 1 M 

u 1 y 


Phf» 
rne 


Php 

rne 


Php ft 1 \/ Ar'er Thr* Pr'/^ 1 pii I Ip 

rne u i y Arg i nr rro Leu i i e 


1 %/0 1 All 

Lys Leu 


oer 


rro 












9^n 








1 \/o 

Lys 


Lys 


Thr 


Trn 

1 rp 


ft 1 II 

u 1 U 


ftlu Php 1 lp ft 1 \# ftl\# Php Pho 

uiy rne i le uiy laiy rne rne 


A 1 9 Th»^ 

Aia 1 nr 


va 1 


va 1 














97ft 






r lie 


ft 1 V 

u 1 y 


Leu 


Leu 


Leu 


oer 1 yr va i me x oer u i y i yr 


Arg uys 


PhA 

rne 


va 1 












9ftn 

£.0\J 










r ro 




ft 1 11 

u 1 U 


1 yr 


Aon Aon Aon Tl^^ Aon DI^a 

Asn Asn Asp 1 nr Asn oer rne 


Thv \/o 1 

1 nr va i 


Asp 


^%#o 

uys 












90*^ 'inn 








1 II 


Pr-n 

r r U 


oer 


Aon 


1 Al 1 

Leu 


Pho AV'flr Iaii ftin ^lii Aon 

rne Arg Leu u i n u i u i yr Asn 


1 1 A Pr*n 

1 1 e rro 


ft 1 \i 
u 1 y 


va 1 












O 1 U O 1 o 








1 1 6 


ft 1 n 

u 1 n 


oer 


Va 1 


1 1 p 
1 1 e 


ft 1 \/ Tr*n 1 \/c Th»^ Vol Ar-o* Mo+ 

uiy 1 rp Lys inr vai Arg mex 


lyr rro 


ocr 


ft 1 n 

u 1 n 
















ooO 




1 1 o 

1 1 e 


Kl 1 o 

n 1 s 


^er 


1 1 o 

1 1 e 


A 1 o 


1 Al 1 Qav" Th^' PhA A 1 O Cav* 1 Al 1 

Leu oer inr rne Aia oer Leu 


1 1 A ft 1 \/ 

lie uiy 


rro 


PhA 

rne 




















u 1 y 


ft 1 \i 
u 1 y 


Pho 

r ne 


Pho 

rne 


A 1 o 
A 1 a 


Ca^ ft 1 \f PhA 1 \#o AK*(r A 1 o PKa 

oer Uiy rne Lys Arg Aia rne 


Lys 1 1 e 


Lys 


Asp 




















rne 


A 1 o 
A 1 3 


Asn 


\ nr 


1 1 e 


rro laiy his uiy uiy lie wie x 


Asp Arg 


rne 


Asp 




370 








375 380 








Cys 


Gin 


Tyr 


Leu 


Met 


Ala Thr Phe Val Asn Val Tyr 


1 le Ala 


Ser 


Phe 


385 










390 395 






400 


1 le 


Arg 


Gly 


Pro 


Asn 


Pro Ser Lys Leu Me Gin Gin 


Phe Leu 


Thr 


Leu 










405 


410 




415 




Arg 


Pro 


Asp 


Gin 


Gin 


Leu His lie Phe Asn Thr Leu 


Arg Ser 


His 


Leu 








420 




425 


430 






1 le 


Asp 


Lys 


Gly 


Met 


Leu Thr Ser Thr Thr Glu Asp 


Glu 










435 






440 


445 







<210> 12167 
<211> 3116 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (701). . (3046) 
<400> 12167 

tatacctaat gataatattt ctgatgagoo 
taatcaaaat gaaaatttag tacctaacaa 
gaatttagtt ggagagaaca atcatgatgt 
tgatcaagat gaaagtttgc tgttatttga 
totttcaccc ttgaacagta aaagcgaatc 
tgaaacgcct ctggtctctc agttcttaat 
tgaaotooaa gatoaaatoa coogtgatgo 
tgtacaggaa gaaaaagtga agaatcatga 
ttctgttacc tttgatttag gattctgtag 
tacatoagat agoaatagac otctagatga 



aagtctctgt gaotgtgatg tacataaaca 60 
tcgtgttcaa atacacagaa gccotgoaca 120 
tgataacagt gacctcccag tattgtooao 180 
agatgttaat acagagttcg acgatgtgag 240 
tttacctgtg tcagacaaaa ctgctattag 300 
ttctgatgaa ottttgttgg aoaataattc 360 
taatagtttt aaatctcgtg atcagagagg 420 
ggatattttt gattgctcta gggatttatt 480 
tccagattot gatgatgaaa tattggaaca 540 
tctatatgga aggtatttgg aaattaagga 600 
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gataagtgat gcaaattatg tttcgaatca agcactaata ccaagagatc atagtaaaaa 660 
ttttactagt ggaactgtta ttatcccatc aaatgaagat atgcagaatc caaattatgt 720 
acatttgcca ctgagtgcag caaaaaatga agaattgtta tctcctggtt attctcagtt 780 
ttctttacca gtgcaaaaaa aagttatgag tacaccactc tctaaatcaa acacattgaa 840 
ctcattttct aagataagaa aggaaatact taagacacca gattctggta aggaaaaagt 900 
aaacctacaa agattcaaag aagcattgaa ttcaactttt gattattcag aattttctct 960 
agaaaagtct aaaagcagtg gtccaatgta tctgcataaa tcctgtcatt ctgttgaaga 1020 
tggacaatta ttaacaagta acgaaagtga agatgacgag attttccgaa gaaaagttaa 1080 
aagagcaaaa ggaaatgttt taaactctcc tgaggatcag aaaaatagtg aagttgattc 1 1 40 
tccacttcat gctgtcaaaa agcgcagatt tcctataaac agatcagaat tatcatctag 1200 
tgatgagagt gagaattttc ccaaaccatg ttcacaatta gaagacttca aggtttgtaa 1260 
cgggaatgcc agaagaggca tcaaagtccc aaagagacag agtcacttaa agcatgtagc 1320 
taggaagttt ttagatgatg aagcagaact ttctgaagaa gatgcagaat atgtttcatc 1380 
agatgaaaat gatgagtcag aaaatgaaca agattcctca ttacttgact ttttaaatga 1440 
tgaaactcaa ctttcacagg ctataaatga ttctgaaatg agagctattt acatgaaatc 1500 
tttgcgtagt ccaatgatga acaataagta caaaatgatt cataagacac ataaaaacat 1560 
aaacattttc tcgcagattc ctgaacaaga tgaaacctat ttagaggata gtttttgtgt 1620 
tgatgaagag gagtcttgca aaggccaatc aagtgaagaa gaagtttgtg ttgattttaa 1680 
cttaataact gatgattgct ttgcaaatag taaaaagtat aaaactcgac gtgcagtaat 1740 
gctaaaagaa atgatggaac aaaattgtgc acattcaaaa aagaaattat ccagaattat 1800 
tttaccagat gattcaagtg aggaggagaa caatgtaaat gataaaagag aatctaatac 1860 
tgcggttaac ccaagcactg ttaagaagaa caaacaacag gaccattgtt taaattcagt 1920 
gccttctgga tcttctgcgc agtccaaggt gcgttctact ccaagagtta atccattagc 1980 
aaagcagagc aaacagacat tgctgaattt aaaggataca atttccgaag tctcagactt 2040 
caaacctcag aatcataatg aagtccagtc taccacacca cccttcacta ctgttgattc 2100 
acagaaagac tgtagaaaat ttccagttcc acagaagagg ttcggacatc tagcactaat 2160 
gtttcccatg ccctctgcct ctgcaaaaag aggagctcat ggtccacaggatttggcaga 2220 
ttactttgga aaggaaagct gggatggtag tgctttggag gattctagca cttcaggggc 2280 
atcctgttcc aagtcaagac cacatttagc tgggacacat acttctctta gacttccgca 2340 
ggaaggaaaa ggaacctgta ttcttgtagg tggtcatgaa atcacttctg gattagaagt 2400 
aatttcttcc ctaagagcaa ttcatgggtt gcaagtagaa gtttgtcctc ttaatggctg 2460 
tgattacatc gtgagtaatc gcatggtggt ggaaaggagg tctcaatctg agatgttaaa 2520 
tagtgtcaat aagaacaagt tcattgagca gatccagcac ctgcagagta tgtttgaaag 2580 
aatatgtgtg attgtggaaa aggacagaga aaaaacagga gacacatcaa ggatgtttag 2640 
gagaacaaag agctatgaca gcctgctgac taccttaatt ggcgctggaa tccgaattct 2700 
tttcagttcc tgccaagaag aaaccgcaga tttgctaaag gaactgtctt tagtggaaca 2760 
aagaaagaat gttggtattc atgttccaac agtggtgaat agtaataaaa gtgaggcact 2820 
ccagttttat ttaagtattc ccaatataag ttatataact gcattaaata tgtgtcacca 2880 
gttttcatct gtgaaaagga tggctaacag ctcacttcaa gaaatctcca tgtatgcaca 2940 
agtaactcat cagaaggctg aggagatcta tagatatatt cactatgtat ttgacataca 3000 
aatgttacca aatgatctta accaagatag actgaaatct gatatataat caagctgctc 3060 
aagatggggt tttcaaagac ctctcacaat attaaatgca cttcaataat caaaag 3116 



<210> 12168 
<211> 782 
<212> PRT 

<213> Homo sapiens 
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<400> 12168 
Met Glh Asn Pro 
1 



G 1 U 


G 1 U 


1 Ai ■ 

Leu 


Leu 










Lys 


Lys 


Va 1 


Met 










rhe 
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Lys 
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Glu 
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Val 
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Tyr 


Ser 
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Lys 
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Val 
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Ser 


Pro 
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Ser 
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Leu 


Cys 


Ser 
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Leu 








■1 on 


Ci ly 


1 le 


Lys 


Va 1 






1 




Lys 


rhe 


Leu 
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Val 


Ser 


Ser 


Asp 










Leu 


1 Ai ■ 
Leu 


Asp 


rhe 


Asp 


Ser 


Glu 


Met 








260 


Met 


Asn 


Asn 


Lys 






275 




1 le 


Phe 


Ser 


Gin 




290 






Phe 


Cys 


Val 


Asp 


305 








Glu 


Val 


Cys 


Val 


Ser 


Lys 


Lys 


Tyr 








340 


Glu 


Gin 


Asn 


Cys 






355 





Asn 


Tyr 


va 1 


n 1 s 


5 








Ser 


Pro 


Gly 


Tyr 


oer 


1 hr 


rro 


Leu 








40 


Arg 


Lys 


u 1 U 


1 1 A 

1 1 e 










Leu 


u 1 n 


Arg 


rhe 




/U 






rhe 


Ser 


Leu 


G 1 U 


85 








Ser 


Cys 


His 


Ser 


U 1 u 


Asp 


Asp 


G 1 U 








1 on 
1 ZU 


Va 1 


Leu 


Asn 


Ser 






1 oo 
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n 1 S 


A 1 ^ 

Ala 


Va 1 




1 CA 
1 OU 






Ser 


Ser 


oer 


Asp 


165 








Glu 


Asp 


Phe 


Lys 


Din- A 

rro 


Lys 


Arg 


G 1 n 








on A 
ZUO 


Asp 


u 1 U 


A 1 M 

A 1 a 


oil! 

G 1 U 






Zl o 




u 1 U 


Asn 


Asp 


G 1 U 




ZoU 






Leu 


Asn 


Asp 


G 1 U 


245 








Arg 


Ala 


1 le 


Tyr 


Tyr 


Lys 


Met 


1 1 A 
1 le 








280 


1 le 


Pro 


Glu 


Gin 






295 




Glu 


Glu 


Glu 


Ser 




310 






Asp 


Phe 


Asn 


Leu 


325 








Lys 


Thr 


Arg 


Arg 


Ala 


His 


Ser 


Lys 








360 



Leu 


rro 


Ucu oer 




1 n 




oer 


u 1 n 


PI^A Car* 

rne oer 
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Lys 
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Me 


Phe 


Arg Arg 


rro 


U 1 U 


Asp G 1 n 
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G 1 U 
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1 /u 
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uys 
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Ser 
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u 1 U u 1 U 
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Z.Z.U 
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1 nr 
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Leu Ser 
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zou 




ifie L 


Lys 


Ser Leu 








His 


Lys 


Thr His 


Asp 


Glu 


Thr Tyr 






300 


Cys 


Lys 


Gly Gin 






315 


1 le 


Thr 


Asp Asp 




330 




Ala 


Val 


Met Leu 


345 






Lys 


Lys 


Leu Ser 



A 1 o 
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A 1 o 
A 1 a 


1 %/o Aon 
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1 

I o 


Leu 
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1 nr 
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Ser 
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Lys Arg 
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Asn 
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Lys Pro 
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n 1 s 
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Arg 
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z /u 
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A AM 

Asn 


1 1 e Asn 


285 






Leu 


Glu 


Asp Ser 


Ser 


Ser 


Glu Glu 






320 


Cys 


Phe 


Ala Asn 






335 


Lys 


Glu 


Met Met 




350 




Arg 


1 le 


1 1 e Leu 


365 
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Hi 



03 



Pro Asp 
370 
Ser Asn 
385 

Asp His 

Val Arg 

Thr Leu 

Pro Gin 
450 
Val Asp 
465 

Phe Gly 

Arg Gly 

Ser Trp 

Cys Ser 
530 
Leu Pro 
545 

I le Thr 

Leu Gin 

Asn Arg 

Val Asn 
610 
Phe Glu 
625 

Asp Thr 

Thr Thr 

Glu Glu 

Lys Asn 
690 
Glu Ala 
705 

Ala Leu 
Ser Ser 



Asp Ser Ser 

Thr Ala Val 

Cys Leu Asn 
405 

Ser Thr Pro 

420 
Leu Asn Leu 
435 

Asn His Asn 

Ser Gin Lys 

His Leu Ala 
485 

Ala His Gly 

500 
Asp Gly Ser 
515 

Lys Ser Arg 

Gin Glu Gly 

Ser Gly Leu 
565 

Val Glu Val 

580 
Met Val Val 
595 

Lys Asn Lys 

Arg 1 1 e Cys 

Ser Arg Met 
645 

Leu Me Gly 

660 
Thr Ala Asp 
675 

Val Gly I le 

Leu Gin Phe 

Asn Met Cys 
725 

Leu Gin Glu 
740 



Glu Glu Glu 

375 

Asn Pro Ser 
390 

Ser Val Pro 

Arg Val Asn 

Lys Asp Thr 
440 

Glu Val Gin 

455 
Asp Cys Arg 
470 

Leu Met Phe 

Pro Gin Asp 

Ala Leu Glu 
520 

Pro His Leu 

535 
Lys Gly Thr 
550 

Glu Val I le 

Cys Pro Leu 

Glu Arg Arg 
600 

Phe I le Glu 

615 
Val I le Val 
630 

Phe Arg Arg 

Ala Gly I le 

Leu Leu Lys 
680 

His Val Pro 

695 
Tyr Leu Ser 
710 

His Gin Phe 
1 1 e Ser Met 



Asn Asn Val Asn Asp 
380 

Thr Val Lys Lys Asn 
395 

Ser Gly Ser Ser Ala 
410 

Pro Leu Ala Lys Gin 
425 

I le Ser Glu Val Ser 
445 

Ser Thr Thr Pro Pro 
460 

Lys Phe Pro Val Pro 
475 

Pro Met Pro Ser Ala 
490 

Leu Ala Asp Tyr Phe 
505 

Asp Ser Ser Thr Ser 
525 

Ala Gly Thr His Thr 
540 

Cys I I e Leu Va I Gly 
555 

Ser Ser Leu Arg Ala 
570 

Asn Gly Cys Asp Tyr 
585 

Ser Gin Ser Glu Met 
605 

Gin Me Gin His Leu 
620 

Glu Lys Asp Arg Glu 
635 

Thr Lys Ser Tyr Asp 
650 

Arg 1 1 e Leu Phe Ser 
665 

Glu Leu Ser Leu Val 
685 

Thr Val Val Asn Ser 
700 

I le Pro Asn I le Ser 
715 

Ser Ser Val Lys Arg 
730 

Tyr Ala Gin Val Thr 
745 



Lys Arg Glu 

Lys Gin Gin 
400 

Gin Ser Lys 

415 

Ser Lys Gin 
430 

Asp Phe Lys 

Phe Thr Thr 

Gin Lys Arg 
480 

Ser Ala Lys 

495 
Gly Lys Glu 
510 

Gly Ala Ser 

Ser Leu Arg 

Gly His Glu 
560 

I le His Gly 

575 
I le Val Ser 
590 

Leu Asn Ser 

Gin Ser Met 

Lys Thr Gly 
640 

Ser Leu Leu 

655 
Ser Cys Gin 
670 

Glu Gin Arg 

Asn Lys Ser 

Tyr I le Thr 
720 

Met Ala Asn 

735 
His Gin Lys 
750 
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Ala Glu Glu Me Tyr Arg Tyr Me His Tyr Val Phe Asp Me Gin Met 

755 760 765 

Leu Pro Asn Asp Leu Asn Gin Asp Arg Leu Lys Ser Asp I le 
770 775 780 



<210> 12169 
<211> 3369 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (146). . (2251) 
<400> 12169 

agatatgaaa ctggttctgg agtgagatga gotcggotgg ggaogotact tgagaaggco 60 
tttccccaca gggtgaotta aatgtoooag gctggaaggt ggagcgagaa gtggatgcoo 120 
ccagggctct gggtcacact ccaggatgac ttctcggaac cagctggtgc agaaggtgct 180 
gcaggagctg caggaagcag tggagtgcga aggcctggag ggtctcatag gtgcttcctt 240 
ggaggccaag caggtoctgt cttccttcac totooooaoo tgccgggagg gaggcoctgg 300 
cctccaggtg ctggaagtgg actcggtggc cctgagcctg tatccagaag atgctccacg 360 
gaacatgctg cogctggtgt gcaaggggga gggcagcctg ctgttcgagg cggccagcat 420 
gctgctgtgg ggtgacgoag gcotoagoot ggagotgogg goccgcaccg tggtagagat 480 
gctgctgcao agacactact acctccaggg catgatcgac tcoaaagtga tgctgcaggc 540 
cgtgcgctac tccctatgct ctgaggagtc ccctgagatg accagcttgc cccccgccac 600 
gctggaggcc atcttcgatg ccgaogtcaa ggcctcctgt ttccccagca gcttctooaa 660 
cgtgtggcao ttgtatgctc tcgcctctgt octccagcgg aacatotact ccatctaccc 720 
catgcgcaac ctcaagatcc ggccctactt caaccgtgtc atccggcccc gccgctgcga 780 
ccacgtgccc tccacgctgc acatcatgtg ggctggccag cccctcacca gccacttctt 840 
ocgcoacoag tactttgccc ctgtggtggg gotggaagag gtggaggctg aaggtgcccc 900 
tggcgtggcc ccagctottc cagccctggc cccactctca tcgccggcca agaccctgga 960 
gctgctcaac cgtgaacctg gcctcagcta ctctcacctc tgtgagcgct acagcgtcac 1 020 
caaaagcacc ttctaccgct ggcggoggoa gtocoaggag caocggcaga aggttgctgc 1080 
ccgcttctcc gccaagcact tcctgcagga cagcttccac ogggggggog tcgtgooact 1140 
tcagcagtto ctocagcggt tcccggagat ctcccgctca acctactatg tctggaagca 1200 
tgagctgctg ggctctggca cctgcccggc cttgcccccc agggaggtgc tgggoatgga 1260 
ggagotagag aagctgccgg aggagcaggt ggctgaggag gagctggagt gctccgoact 1320 
ggcggtgtca agccctggaa tggtcttaat gcagcgggcc aagttgtacc tggagcattg 1380 
catctccctg aacacactgg taccctatcg ctgcttcaaa cgcaggttcc ctggcatctc 1440 
aoggtccact tattataatt ggcggcgaaa ggccctcogg aggaaoccoa gottcaagcc 1500 
ggcaccagcc ctctctgctg ctgggactcc ccagctagca tctgttgggg aaggggctgt 1560 
aattccttgg aagagtgagg cggaagaggg ggcagggaat gocaoaggtg aggaccctcc 1620 
ogcccccggg gagctcctgc cactaaggat gccoctgtcc cgttggcaga ggcgtctgcg 1680 
cagggotgcc ogcaggoagg tgctgagtgg gcatctccot ttctgccgct tccgcctccg 1740 
ctaccccagc ctgtcacctt ctgccttttg ggtctggaag agtcttgctc ggggttggcc 1800 
cagaggcctg tccaaacttc aggtgccggt coccaccttg ggcaaagggg ggcaggaggo 1860 
tgaggagaag caggagaagg aggctggcag ggatgtgaca gctgtgatgg cccoaoctgt 1920 
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gggggcttct tcagaagatg tagagggagg gccttccaga gagggggccc tgcaggaggg 1980 
ggccacagcc cagggccagc cccacagtgg gcccttgctg agccaacctg tggtggcagc 2040 
agcgggtggc agggatggcc ggatgctggt gatggacatg atcgctacca cgaagttcaa 2100 
ggcccaggcc aagctgttct tgcagaagcg cttccagtcc aagagctttc cctcctacaa 2160 
ggagttcagt gccctctttc ccctcactgc ccgctccaca tactacatgt ggaagcgagc 2220 
cctctatgac ggcctgaccc tggtagatgg ctgacaggga ggtacaaaag gggctgggaa 2280 
gaagggggac cagtttggag agggtcaggg acctgagctg accccaggct tggccaggat 2340 
gtcctttgct ctgggtccca cagtgtctac cctaagtcca agggtatatt tgtgttattt 2400 
tctggctcca ggacagagaa tgccagaaat cagccatctg gtctcccgta ggaaactgtg 2460 
ggaccagaga tatcctcttt cgttgtttgc tggtcatatt tttactgtta tgatttagtt 2520 
tttggttttg atttgagtgg gttggttggc ccccttgctg gagttggaag ccgtatgtat 2580 
gtcagggggt ttagaggggg gttggttagc tagagctgct ttcagctttt cctggagaca 2640 
aaaggagtgt tatagcatga tcatcggtcc cactgggcag aacgttatct tcagtttctt 2700 
ttgggggttg gcatcctctt tactcagttg tttcccaaag gaacattagg ctcgaatatg 2760 
ggggccaggt gtggtggctt atgcctgtaa tcctagcgct ttgggaggcc aaggcaggag 2820 
gatcacttga ggctaggagt tagagaccac cctgggcaat gtagtgagac ctcatctctt 2880 
agaaaaaaaa aaagaaagaa aatcaaatgt agagctgatc agcagcttgt gcctggcatc 2940 
cccaagggag aaggtgccag gtcagcagga gcagcagcag ggatgtatag aaagaaccac 3000 
agctggcctc taaaggatgg cactgaggca ccggagatct tgaggcactg gagatcactg 3060 
aggggctggc ctgtcccctg caaggagtgt gggaccaggt ggggcaaggc tgggagatgc 3120 
aggctctgtt tgcagattat ggcccagagt ctctgcttgt gggtgcttga tccacctgct 3180 
gggaccctgc agtcctcggc cagcctggct gtcagttggg gattccacct ttctgctgag 3240 
cgccttctcg gagctggagg cccatcttca gtgagagatc acaaagcggc caggcaggtg 3300 
ggagactgaa tttgccttgt tcgagagtaa cgtttgaaaa ccaaagaaat aaagtgatgc 3360 
agtgcccac 3369 



<210> 12170 
<211> 702 
<212> PRT 

<213> Homo sapiens 



<400> 12170 
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Cys 


Glu 


Gly 


Leu 


Glu 


Gly 


Leu 


1 le 


Gly 


Ala 


Ser 


Leu 








20 










25 










30 






Glu 


Ala 


Lys 


Gin 


Val 


Leu 


Ser 


Ser 


Phe 


Thr 


Leu 


Pro 


Thr 


Cys 


Arg 


Glu 
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Val 
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<210> 12171 
<211> 3388 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (395) . . (2773) 
<400> 12171 

accggtaocg gocgcgogct ggtagtogco ggtgtggctg cacctcacca atcccgtgcg 60 
Gcgcggotgg gocgtcggag agtgcgtgtg cttctctoct gcacgcggtg cttgggctcg 120 
gcoaggcggg gtccgccgoc agggtttgag gatgggggag tagctacagg aagcgacccc 1 80 
gcgatggcaa ggtatatttt tgtggaatga aaaggaagta ttagaaatga gotgaagaco 240 
attcacagat taatattttt ggggacagat ttgtgatgct tgattcaccc ttgaagtaat 300 
gtagacagaa gttctcaaat ttgcatatta catcaactgg aaccagcagt gaatottaat 360 
gttcacttaa atoagaactt goataagaaa gagaatggga gtctggtcaa ataaagatga 420 
ctatatcaga gacttgaaaa ggatcattot ctgttttctg atagtgtata tggccatttt 480 
agtgggcaca gatcaggatt tttacagttt acttggagtg tccaaaactg caagcagtag 540 
agaaataaga caagctttca agaaattggc attgaagtta catoctgata aaaaccogaa 600 
taacccaaat gcacatggcg attttttaaa aataaataga gcatatgaag tactcaaaga 660 
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tgaagatcta cggaaaaagt atgacaaata 
tggccagtat gaaagctgga actattatcg 
tgaaatcata acattggaaa gaagagaatt 
gtttgtaaat ttttactccc caggctgttc 
agactttgct aaagaagtgg atgggttact 
tagaatgctt tgccgaatga aaggagtcaa 
tggaatggcc ccagtgaaat atcatggaga 
aatgcagcat gttagaagta cagtgacaga 
acaaactgct tttgctgctg gtattggctg 
ttgtttgact tcacagacac gactcaggct 
aggatggatg gactgtgcca cccaggataa 
tactactgct tattttcctc ctggagccac 
gtttctcaac tcattggatg ctaaagaaat 
ttttgaacta ctttcggcaa acacactaga 
attttttcat tttggaaaaa atgaaaattc 
tctacttaaa aatgatcata ttcaagttgg 
ctgtagtaat ctgtatgttt ttcagccgtc 
agaatatgaa attcatcatg gaaagaagat 
aagtgtgaat tctcatgtta ccacgcttgg 
accatggctt gttgatttct ttgccccctg 
gttacgaaga gcatcaaatc ttctttatgg 
agttcatgag ggactctgta acatgtataa 
caaccagtcc aacattcatg agtatgaagg 
catagaggat cttatgaatc cttcagtggt 
agttacacaa agaaaacaca acgaagtctg 
tccttgccaa gtcttaatgc cagaatggaa 
caacgtgggc agtatagatt gccaacagta 
aagataccct gagataagat tttttccccc 
ttacaatggt tggaataggg atgcttattc 
tcaagtatcc acagatctaa cacctcagac 
tcattgggtg attgatttct atgctccttg 
atttgagctc ttggctagga tgattaaagg 
ggcttatgct cagacatgcc agaaagctgg 
tttctacgaa agagcaaata gaaattttca 
agcaatcgct gccttaataa gtgaaaaatt 
taaggatgaa ctttgataat gttgaagatg 
tgacatcaga agacacctat ttagaatgtt 
cttagacttg cagttgtact gccagaatta 
caaacttttt ctgtaaaggg ccggtttata 
tggttcacac atgagaacaa gaatagagtc 
aacctttaaa aaatattaaa acgattctta 
cagtccatgg accatagatt gctgtccccc 
gcttgaacat gagtctgctg tgctatctac 
tcccttcacg ttttttggct gacctgaaaa 
cctaaaaatg ctatccctaa ccatgtattt 
gcacagtaaa caaaccctgt tatgctgt 



tggagaaaag ggacttgagg ataatcaagg 720 
ttatgatttt ggtatttatg atgatgatcc 780 
tgatgctgct gttaattctg gagaactgtg 840 
acactgccat gatttagctc ccacatggag 900 
tcgaattgga gctgttaact gtggtgatga 960 
cagctatccc agcctcttca tttttcggtc 1020 
cagatcaaag gagagtttag tgagttttgc 1080 
actttggaca ggaaattttg tcaactccat 1140 
gctgatcact ttttgttcaa aaggaggaga 1200 
tagtggcatg ttggatggtc ttgttaatgt 1260 
cctttgtaaa agcttagata ttacaacaag 1320 - 
tttaaataac aaagagaaaa acagtatttt 1380 
atatttggaa gtaatacata atcttccaga 1440 
ggatcgtttg gctcatcatc ggtggctgtt 1500 
aaatgatcct gagctgaaaa aactaaaaac 1560 
caggtttgac tgttcctctg caccagacat 1620 
tctagcagta tttaaaggac aaggaaccaa 1680 
tctatatgat atacttgcct ttgccaaaga 1740 
acctcaaaat tttcctgcca atgacaaaga 1800 
gtgtccacca tgtcgagctt tactaccaga 1860 
tcagcttaag tttggtacac tagattgtac 1920 
cattcaggct tatccaacaa cagtggtatt 1980 
acatcactct gctgaacaaa tcttggagtt 2040 
ctcccttaca cccaccacct tcaacgaact 2100 
gatggttgat ttctattctc cgtggtgtca 2160 
aagaatggcc cggacattaa ctggactgat 2220 
tcattctttt tgtgcccagg aaaacgttca 2280 
aaaatcaaat aaagcttatc attatcacag 2340 
cctgagaatc tggggtctag gatttttacc 2400 
tttcagtgaa aaagttctac aagggaaaaa 2460 
gtgtggacct tgccagaatt ttgctccaga 2520 
aaaagtgaaa gctggaaaag tagactgtca 2580 
gatcagggcc tatccaactg ttaaatttta 2640 
agaagagcag ataaatacca gagatgcaaa 2700 
ggaaactctc cgaaatcaag gcaagaggaa 2760 
aagaaaaagt ttaaaagaaa ttctgacaga 2820 
acatttatga tgggaatgaa tgaacattat 2880 
tctacagcac tggtgtaaaa gaagggtctg 2940 
agtattttag actttgcagg ctataatata 3000 
atcatgtatt ctttgttatt tgcttttaac 3060 
gctcagagcc atacaaaagt aggctggatt 3120 
tcgacggact tataatgttt caggtggctg 3180 
ataaatgtct aagttgtata aagtccactt 3240 
gaggtaactt agtttttggt cacttgttct 3300 
atattccgtt ttaaaaacac ccatgatgtg 3360 

3388 
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<210> 12172 
<211> 793 
<212> PRT 

<213> Homo sapiens 
<400> 12172 

Met G I y Va I Trp Ser Asn Lys Asp Asp Tyr I I e Arg Asp Leu Lys Arg 

1 5 10 15 

lie Me Leu Cys Phe Leu lie Val Tyr Met Ala Me Leu Val Gly Thr 

20 25 30 

Asp Gin Asp Phe Tyr Ser Leu Leu Gly Val Ser Lys Thr Ala Ser Ser 

35 40 45 

Arg G I u Me Arg Gin Ala Phe Lys Lys Leu A I a Leu Lys Leu H i s Pro 

50 55 60 

Asp Lys Asn Pro Asn Asn Pro Asn Ala His Gly Asp Phe Leu Lys Me 
65 70 75 80 

Asn Arg Ala Tyr Glu Val Leu Lys Asp Glu Asp Leu Arg Lys Lys Tyr 

85 90 95 

Asp Lys Tyr Gly Glu Lys Gly Leu Glu Asp Asn Gin Gly Gly Gin Tyr 

100 105 110 

G I u Ser Trp Asn Tyr Tyr Arg Tyr Asp Phe Gly Me Tyr Asp Asp Asp 

115 120 125 

Pro Glu Me Me Thr Leu Glu Arg Arg Glu Phe Asp Ala Ala Val Asn 

130 135 140 

Ser Gly Glu Leu Trp Phe Val Asn Phe Tyr Ser Pro Gly Cys Ser His 
145 150 155 160 

Cys His Asp Leu Ala Pro Thr Trp Arg Asp Phe Ala Lys Glu Val Asp 

165 170 175 

Gly Leu Leu Arg Me Gly Ala Val Asn Cys Gly Asp Asp Arg Met Leu 

180 185 190 

Cys Arg Met Lys Gly Val Asn Ser Tyr Pro Ser Leu Phe I le Phe Arg 

195 200 205 

Ser Gly Met Ala Pro Val Lys Tyr His Gly Asp Arg Ser Lys Glu Ser 

210 215 220 

Leu Val Ser Phe Ala Met Gin His Val Arg Ser Thr Val Thr Glu Leu 
225 230 235 240 

Trp Thr Gly Asn Phe Val Asn Ser Me Gin Thr Ala Phe Ala Ala Gly 

245 250 255 

Me Gly Trp Leu Me Thr Phe Cys Ser Lys Gly Gly Asp Cys Leu Thr 

260 265 270 

Ser Gin Thr Arg Leu Arg Leu Ser Gly Met Leu Asp Gly Leu Val Asn 

275 280 285 

Val Gly Trp Met Asp Cys Ala Thr Gin Asp Asn Leu Cys Lys Ser Leu 

290 295 300 

Asp I le Thr Thr Ser Thr Thr Ala Tyr Phe Pro Pro Gly Ala Thr Leu 
305 310 315 320 

Asn Asn Lys Glu Lys Asn Ser Me Leu Phe Leu Asn Ser Leu Asp Ala 
325 330 335 
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Lys Glu lie Tyr Leu Glu Val Me His Asn Leu Pro Asp Phe Glu Leu 

340 345 350 

Leu Ser Ala Asn Thr Leu Glu Asp Arg Leu Ala His His Arg Trp Leu 

355 360 365 

Leu Phe Phe His Phe Gly Lys Asn Glu Asn Ser Asn Asp Pro Glu Leu 

370 375 380 

Lys Lys Leu Lys Thr Leu Leu Lys Asn Asp His lie Gin Val Gly Arg 
385 390 395 400 

Phe Asp Cys Ser Ser Ala Pro Asp I le Cys Ser Asn Leu Tyr Val Phe 

405 410 415 

Gin Pro Ser Leu Ala Val Phe Lys Gly Gin Gly Thr Lys Glu Tyr Glu 

420 425 430 

lie His His Gly Lys Lys 1 1 e Leu Tyr Asp 1 1 e Leu A I a Phe A I a Lys 

435 440 445 

Glu Ser Val Asn Ser His Val Thr Thr Leu Gly Pro Gin Asn Phe Pro 

450 455 460 

Ala Ash Asp Lys Glu Pro Trp Leu Val Asp Phe Phe Ala Pro Trp Cys 
465 470 475 480 

Pro Pro Cys Arg Ala Leu Leu Pro Glu Leu Arg Arg Ala Ser Asn Leu 

485 490 495 

Leu Tyr Gly Gin Leu Lys Phe Gly Thr Leu Asp Cys Thr Val His Glu 

500 505 510 

Gly Leu Cys Asn Met Tyr Asn lie Gin Ala Tyr Pro Thr Thr Val Val 

515 520 525 

Phe Asn Gin Ser Asn lie His Glu Tyr Glu Gly His His Ser Ala Glu 

530 535 540 

Gin Me Leu Glu Phe Me Glu Asp Leu Met Asn Pro Ser Val Val Ser 
545 550 555 560 

Leu Thr Pro Thr Thr Phe Asn Glu Leu Val Thr Gin Arg Lys His Asn 

565 570 575 

Glu Val Trp Met Val Asp Phe Tyr Ser Pro Trp Cys His Pro Cys Gin 

580 585 590 

Val Leu Met Pro Glu Trp Lys Arg Met Ala Arg Thr Leu Thr Gly Leu 

595 600 605 

I le Asn Val Gly Ser I le Asp Cys Gin Gin Tyr His Ser Phe Cys Ala 

610 615 620 

Gin Glu Asn Val Gin Arg Tyr Pro Glu I le Arg Phe Phe Pro Pro Lys 
625 630 635 640 

Ser Asn Lys Ala Tyr His Tyr His Ser Tyr Asn Gly Trp Asn Arg Asp 

645 650 655 

A I a Tyr Ser Leu Arg I I e Trp G I y Leu G I y Phe Leu Pro Gin Va I Ser 

660 665 670 

Thr Asp Leu Thr Pro Gin Thr Phe Ser Glu Lys Val Leu Gin Gly Lys 

675 680 685 

Asn H 1 s Trp Va I Me Asp Phe Tyr A I a Pro Trp Cys G I y Pro Cys G I n 

690 695 700 

Asn Phe Ala Pro Glu Phe Glu Leu Leu Ala Arg Met I le Lys Gly Lys 
705 710 715 720 
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Val Lys Ala Gly Lys Val Asp Cys Gin Ala Tyr Ala Gin Thr Cys Gin 

725 730 735 

Lys Ala Gly I le Arg Ala Tyr Pro Thr Val Lys Phe Tyr Phe Tyr Glu 

740 745 750 

Arg Ala Asn Arg Asn Phe Gin Glu Glu Gin Me Asn Thr Arg Asp Ala 

755 760 765 

Lys Ala Me Ala Ala Leu I le Ser Glu Lys Leu Glu Thr Leu Arg Asn 

770 775 780 

Gin Gly Lys Arg Asn Lys Asp Glu Leu 
785 790 



<210> 12173 
<211> 3412 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (233). . (2185) 
<400> 12173 

agttttgctc cgaaagactt accgaggagg gagottgcgg tgcgttctgg gaaagttgct 60 
gggccagctc ctttgtttoo agtotgagcg ttgGgttcgg tttoccgagg gtcttctgag 120 
gcaccgcggc tgcgggcttc tgagttcccg gctctccgca gggaagcctc ctcttcgtac 180 
otcgtttttt ggctcgtggg gggtcctccc aoogctggcc gaogcagcoa gcatgtccgg 240 
ggtgogogoa gtgcggatoa goatcgaatc ggcctgcgag aagcaggtcc atgaggtggg 300 
cctggatggc accgagacgt acotgccccc gctgtccatg tcgcagaatc tggcgcgtct 360 
ggcccagcgg atagaottca gccagggtto gggctccgag gaggaggagg cggcggggao 420 
cgagggggac gcgcaggact ggcogggcgc cgggtccagc gcagaccagg acgacgagga 480 
aggagtggta aaatttcagc cttcoctttg gccttgggao tcagtgagga aoaatttgag 540 
aagtgccctg acagagatgt gtgttctota tgatgttctc agtattgtta gggataaaaa 600 
atttatgact cttgatcctg tctctcagga tgcacttcct ccaaaacaga atcctcagac 660 
gttgcaattg atatctaaaa agaagtcact tgotggagoa gcaoaaatot tattgaaggg 720 
ggcagaaaga ctgaotaaat cagttaocga aaaccaagaa aacaagctac aaagagactt 780 
caattctgag cttttgcgat tacggcaaca ctggaaactt cgaaaagttg gagataaaat 840 
tctoggagat ctgagotaca gaagtgoagg atctctcttt cctoatcatg gtacatttga 900 
agtaataaag aatacagato tcgatctgga taaaaagata cctgaagatt actgtcctct 960 
tgatgtccaa attcctagtg atttagaggg gtctgcatat atcaaggttt caataoaaaa 1020 
aoaggctcca gatataggtg acctcggcac agttaacctc ttcaaacgac ctttgcccaa 1080 
atccaaacca ggttccccac attggcagac aaaattagaa gcggcacaga atgttotctt 1140 
atgtaaagaa atttttgcac agctotctcg ggaagctgtt caaattaaat cacaagtcoc 1200 
tcacattgtg gtgaaaaacc agattatctc tcagcccttt ccgagcttgc agttatctat 1260 
ttctttgtgc cattcctcaa atgataagaa atcccaaaaa tttgctaotg agaagcaatg 1320 
tccggaggac cacctttatg tcctagagca taatttgoat ctactgatta gagagtttca 1380 
taaacagacc ttgagttcca tcatgatgcc tcatccagca agtgcacctt ttggccacaa 1440 
gagaatgaga ctttcgggtc ctcaagottt tgataaaaat gaaattaatt cattacagtc 1500 
cagtgaaggg cttctggaaa aaataattaa acaagcaaag catatttttc taaggagtag 1560 
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agctgctgca accattgaca gcttagcaag ccgaattgag gatcctcaga tacaggctca 1620 
ttggtcaaat atcaatgatg tttatgaatc tagtgtgaaa gttttaatca catcacaagg 1680 
ctatgaacaa atatgcaagt ccattcaact gcaattgaat attggagttg agcagattcg 1740 
agttgtacat agagatggaa gagtaattac actgtcttat caggagcagg agctacagga 1800 
ttttcttctg tctcagatgt cacagcacca ggtacatgca gttcagcaac tcgccaaggt 1860 
tatgggctgg caagtactga gcttcagtaa tcatgtggga cttggaccta tagagagcat 1920 
tggtaatgca tctgccatca cggtggcctc cccaagtggt gactatgcta tttcagttcg 1980 
taatggacct gaaagtggca gcaagattat ggttcagttt cctcgtaacc aatgtaaaga 2040 
ccttccaaaa agtgatgttt tacaagataa caaatggagt catcttcgtg ggccattcaa 2100 
agaagttcag tggaataaaa tggaaggtcg aaattttgtt tataaaatgg agctgcttat 2160 
gtctgcactt agcccttgtc tactatgatt ttttccagat gtttcctaaa gaagtttcca 2220 
gaaactttga cttgaaatgt ttgcagatca actataagca caaagaagag ataacttcca 2280 
aaagagtgct gtttttaaaa ataataatta ggaaatgttt atttagcact ttcaaacttt 2340 
tcactttata aatgacaagt gctttgaaat gcagaagttt atgtacagtt gtatatacag 2400 
tatgacaaga tgtaaaataa tatgtttttc atgcagttta aaatattact aacttaaggg 2460 
tttctatgtg Gtttttaaaa tattccttct ttgatgttga catcaaataa agtatgtggt 2520 
ttaaaaaaat ctccaaatac ctttttttcc ccccaaatac tttctaaact tttttttttt 2580 
gagatggtat ctcactctgt agcccagtct ggagtgcagt ggtgtgatca tggttcactg 2640 
cagtcttgac ctcccaggct taggtgatcc ttctgtctca gccttccgag tagctgggac 2700 
cacaggcatg cacaaccacg cctggctaat ttttgtattt tttataaaga cagggttttt 2760 
ccatgttgcc caggctggtt tcgaactcgg ctcaagtgat ctacctgcct ctgcctccca 2820 
aagtgctagg attacaggcg tgagccacca tgcccagcct actctaaatt attgataacc 2880 
tcttcctcca gttgtctcct ttaagctttc ctgggtctaa cctacatagg tgatttaaga 2940 
acatcctcag aaaggacagc tgaaggcaat aggaggcaga ttatctcttt agggcgtcct 3000 
caagtttttt tggtctgttc tcccacttga ttgacctcac cagttgagac acctagtgta 3060 
tggctcatgc ccagccttcc acctgggatt ctccagcctc cacccagcag ccctggattg 3120 
ctttctccaa ttaaggcctt tccatcagct ctctgctttt tcaaagcgaa aaaactaatg 3180 
gattagtggg ttatcttttc caaggaacag gtttgcactt cttggaaaaa gtgcctaaag 3240 
tgtgcccatt aatatgagga tagatttagg ctcataagcc ttttggtaac actgaaagta 3300 
gtatcatata ggcaagctct ccttataagt aaggctttca atttttaaaa cagacatcct 3360 
gctttaacaa tttgtaagat gactgtgcag taataaaagt cctttgtatt tc 3412 



<210> 12174 
<211> 651 
<212> PRT 

<213> Homo sapiens 
<400> 12174 

Met Ser Gly Val Arg Ala Val Arg Me Ser Me Glu Ser 

1 5 10 

Lys Gin Val His Glu Val Gly Leu Asp Gly Thr Glu Thr 

20 25 
Pro Leu Ser Met Ser Gin Asn Leu Ala Arg Leu Ala Gin 
35 40 45 

Phe Ser Gin Gly Ser Gly Ser Glu Glu Glu Glu Ala Ala 

50 55 60 

Gly Asp Ala Gin Asp Trp Pro Gly Ala Gly Ser Ser Ala 



Ala Cys Glu 
15 

Tyr Leu Pro 
30 

Arg I I e Asp 
Gly Thr Glu 
Asp Gin Asp 
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<210> 12175 
<211> 2937 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (273).. (1742) 
<400> 12175 

agaaaatacc ggagttgcag ggtataggta aatttctcaa ggttataggt tggggttctt 60 
agaacttttt gtggtgtgtg ttggcctaga gcgactcaga agcgttagtg acttcaccta 120 
aaaaagctaa cctctctgct gagcgcgacc ggtatgcggc gcaggatgag cctcagggct 180 
tctgttaaga gtctgtctga gaaagccggt ctgcgctgtt cctcggtggc gacottaatt 240 
atgagatgag ctaatgcttt actgacttaa ccatggcgca gcgggcagtg tggctcataa 300 
gccacgaacc gggaactcca ctttgtggca ccgtgagatt otccagacgg tatccaactg 360 
ttgaaaaacg agccagagto ttcaatggag caagttatgt goctgttoct gaagatggtc 420 
cctttottaa agoactgctc tttgaaotta gattattgga tgatgataaa gacttcgttg 480 
agagtcgtga tagctgttca cgcatcaata aaacatccat ttatggactc ctgataggag 540 
gtgaagaact ctggooagtt gttgcttttc tgaagaatga catgatatat gcttgtgttc 600 
caotagttga aoaaactctg tccootcgto cgccactaat tagtgtcagt ggagtttcac 660 
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aaggctttga atttcttttt gggatacagg attttcttta ttcaggtcaa aaaaatgact 720 
ctgagctgaa tacaaaattg agccagttgc ctgacttgct tctgcaggct tgtccatttg 780 
gtactttatt agatgccaac ttacagaatt cattagataa taccaatttt gcatctgtga 840 
ctcagccaca gaaacagcca gcttggaaaa ctgggacgta caaaggaaaa ccacaagttt 900 
ctatttctat cactgaaaag gtaaaatcca tgcaatatga taaacagggt atagcagata 960 
catggcaagt tgttggaaca gtgacttgca agtgtgattt ggaaggaatc atgccaaatg 1020 
ttaccatcag cttgagtctc cccaccaatg gatctccact tcaggatatt ctagttcacc 1080 
cttgtgtaac ttctcttgac tctgcaattc tgacttctag tagtattgat gcaatggatg 1140 
actctgcatt tagtgggcct tacaaatttc cattcactcc acctttagag tcattcaact 1200 
tatgcttcta cacttcccag gtccctgtcc caccaatttt gggtttttat caaatgaagg 1260 
aggaagaagt acaactaaga ataaccatta atttaaaact tcatgaaagt gtgaaaaata 1320 
attttgaatt ctgtgaagcc catatacctt tttacaatag aggtccaatt acacatttgg 1380 
aatacaaaac tagttttggc cagcttgaag tatttcgaga gaaaagctta ttgatctgga 1440 
ttattggcca gaagttccca aaatcaatgg aaattagtct ttctggaact gtaacttttg 1 500 
gagccaagag ccatgagaag cagccatttg acccaatttg tactggagaa acagcatatt 1560 
taaagcttca ttttaggatc ttagattaca cacttactgg atgttatgca gatcagcatt 1620 
cagttcaagt ttttgcatca ggaaaaccaa aaataagtgc acaccggaaa ctaatttctt 1680 
ctgattatta catctggaat tctaaagccc ctgctccagt aacatatgga tcattattat 1740 
tgtaatagtc tcatgtttaa atgggattat ataatgataa cagtttaaag aaaatcataa 1800 
tcttatattt ttaatgtgga tgcatataac ctgtgagtga aaaatcactg aatgatttaa 1860 
ttgtaaaagt agtcttatgt ggtgtttgta gtctgataga gcttgaaagg acattttaaa 1920 
agctaatgtc tccaattttg ttaaccttcg attttatgcc agtataattc agaacataga 1980 
aaagtaatga ttcacttggg ctcattttag actggtcctg ggtcaccctg ccacacttgt 2040 
ttcctagtgt ttctgtggca gacattgcta atcaattaca gcccttttct gtactgagcc 2100 
ttggataaag ggtcaggctc ctttttagtt cagagattca ggcagccact cccagtgggt 2160 
tgtagataat gtgcaagata aaaactattt tctcttccaa atctaagtac taagctccta 2220 
gtataaggtg ttgttacaga ataccagaga ccatgttaga gacaactaca tctcttcaaa 2280 
aaacagccaa cagagacaaa ggaaaagtgt ttaaatagta agctgttctt cttaatcaga 2340 
actatcctat tgactaataa ataatctgca taattctact taaggtgtgt aatctctgtt 2400 
ctagagttag tttttaagta agcttgttaa tctgccactt tgacattttg cttaggatgt 2460 
cagtagccat attaagatgt gtagaatacc ttcagaagat gatcatagtg ttttgtaatc 2520 
atttaatgtc tgcagccaaa tttttaaagg taatttagac ctaatactgc tcttgctgtg 2580 
tcttattaag ttaaaattaa tgaatgaatt ctggtaaaaa ttcaaaaggc actctgtgag 2640 
tagagagtat catttaagct tattttagtc acatgtagta tatatctcct taaagctgtc 2700 
actctcactt tcttaccatt ctcttgattt cttcagaaac catctagtca tcatctttat 2760 
actctacctg cttctgcaat tatatatcat attacgtttt cagagcagtt cattgtcaag 2820 
ttggacttta agtgaccatt caagaaaaga tgaaatctca cgaacctcaa aacttcattc 2880 
atgtcttttt acaaatgaga aaaaaaaatg cattaaagat taatactcaa tttgatt 2937 



<210> 12176 
<211> 490 
<212> PRT 

<213> Homo sapiens 
<400> 12176 

Met Ala Gin Arg Ala Val Trp Leu I le Ser His Glu Pro Gly Thr Pro 
15 10 15 
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ft 1 A 

1 yr 13 1 n 




325 




1 le Thr 


1 1 e Asn Leu 


Lys Leu 




340 




Phe Cys 


Glu Ala His 


1 le Pro 




355 




Leu Glu 


Tyr Lys Thr 


Ser Phe 


370 




375 


Ser Leu 


Leu 1 1 e Trp 


Me Me 


385 




390 



Ser Arg Arg Tyr 

25 

Ala Ser Tyr Val 
40 

Leu Phe Glu Leu 

Arg Asp Ser Cys 
75 

I le Gly Gly Glu 
90 

Met I le Tyr Ala 
105 

Pro Pro Leu lie 
120 

Phe Gly I le Gin 

Leu Asn Thr Lys 
155 

Pro Phe Gly Thr 
170 

Thr Asn Phe Ala 
185 

Thr Gly Thr Tyr 
200 

Lys Val Lys Ser 

Gin Val Val Gly 
235 

Pro Asn Val Thr 
250 

G I n Asp 1 1 e Leu 
265 

Leu Thr Ser Ser 
280 

Pro Tyr Lys Phe 

Phe Tyr Thr Ser 
315 

Met Lys Glu Glu 
330 

His Glu Ser Val 
345 

Phe Tyr Asn Arg 
360 

Gly Gin Leu Glu 

Gly Gin Lys Phe 
395 



Pro Thr Val 
30 

Pro Val Pro 
45 

Arg Leu Leu 
60 

Ser Arg I le 

Glu Leu Trp 

Cys Val Pro 
110 

Ser Val Ser 

125 
Asp Phe Leu 
140 

Leu Ser Gin 

Leu Leu Asp 

Ser Val Thr 
190 

Lys Gly Lys 

205 
Met Gin Tyr 
220 

Thr Val Thr 

1 1 e Ser Leu 

Val His Pro 
270 

Ser I le Asp 

285 
Pro Phe Thr 
300 

Gin Val Pro 

Glu Val Gin 

Lys Asn Asn 
350 

G I y Pro 1 1 e 

365 
Val Phe Arg 
380 

Pro Lys Ser 



Glu Lys 

Glu Asp 

Asp Asp 

Asn Lys 
80 

Pro Val 

95 
Leu Val 

Gly Val 

Tyr Ser 

Leu Pro 
160 
Ala Asn 
175 

Gin Pro 

Pro Gin 

Asp Lys 

Cys Lys 
240 
Ser Leu 
255 

Cys Val 

Ala Met 

Pro Pro 

Val Pro 
320 
Leu Arg 
335 

Phe Glu 

Thr His 

Glu Lys 

Met Glu 
400 
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1 1 o 

1 1 e 
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Lys 
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Lys 


1 le Ser Ala 


His 
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Tyr 


1 le 


Trp 


Asn 


Ser Lys Ala 


Pro 






475 






480 


Leu 


Leu 











490 



<210> 12177 
<211> 4170 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) . . (3560) 

<400> 12177 

ctcttccctt aggtgtttaa gttccgcgcg caggocaggc tgcaacctga cggccagato 60 
cctogctgtc ctagtcgctg Gtccttggag tcatgttcoc agccgcccct totccgcgga 120 
ccccgggtac cgggtcccga aggggcccgc tggccggact cgggcccggc tGcacgcoco 180 
ggacggctag caggaagggt ctgcccctgg ggtctgcagt cagctcccca gtgctcttct 240 
cgccggtcgg coggogtagc tcgctaagot cggggggaac accaaoacga atgttcccac 300 
accactocat aactgagtot gtgaaotatg atgtgaaaac gtttggatct tctcttcctg 360 
ttaaagtcat ggaagcccta acattggctg aagtcgatga ccagctgacc attaacatag 420 
atgaaggtgg atgggcttgt otggtgtgoa aagagaagct oattatttgg aagattgctc 480 
tgtcacctat tactaagtta tcogtttgca aagaacttca gctgccatct agtgatttcc 540 
actggagtgc cgacttagtg gotctttctt actcttctcc ctcaggtgaa gcacattcta 600 
otoaggctgt tgctgtcatg gttgccacoa gagaaggatc tatoogotat tggocaagcc 660 
ttgctggtga agatacctac acagaggctt ttgtagattc gggaggtgat aagacttaoa 720 
gtttcctaac agcagtgcag ggaggaagtt ttattttgtc ttcatcagga agccaactaa 780 
ttcggttgat acctgagagc tcaggaaaga ttcatcagca tatcctgoct caggggcaag 840 
gcatgctttc aggaattggt cgaaaagttt cttctctttt tggaatttta tctcctagta 900 
gtgatctcac actttcaagt gttctctggg atagagagag atcaagcttt tatagcctga 960 
cgagttcaaa catcagtaaa tgggaattag atgattottc agaaaagcat gcatacagtt 1020 
gggatataaa tagagccctg aaggaaaaca ttaccgatgc tatttgggga totgaaagta 1080 
actatgaagc tattaaagaa ggagtcaaoa ttcgatattt ggacttgaag caaaaotgtg 1140 
atgggctggt gattttggca gcagcatggc actcagcaga caatccatgt ctcatctatt 1200 
actctctgat aacaatagaa gataatggtt gccaaatgtc agatgcagtt actgtagaag 1260 
tcactcaata taatccacct tttcagtotg aagacotgat tttgtgtcag ttgacggtcc 1320 
caaacttttc aaaccagact gcctatctgt ataacgaaag tgotgtctat gtgtgctcca 1380 
caggaactgg gaaattttct cttccccagg agaaaattgt ctttaatgca caaggagata 1440 
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gtgttttagg tgctggtgcc tgtggtggtg 
tggtgtctat tacttcaagg gaaaatgtgt 
tagcatcttc agttgctgga ccaaacagtg 
atgaaactat agcccaggaa gataaaatca 
gcagaaaaga tttaggtcat gctcaaatgg 
atttggattc tgattctgaa ctagacaggg 
atgactaccc agcatctgac ccacggtggg 
tcagcaatac gtcactgatt atccttcacc 
ttcttatgga ctttattcat caagttggct 
gagggacacc gatggccact cgactgttgc 
ccatagttct caagaaccac cactcccggc 
ttgctttgaa caagagggag tatgaaatcc 
tcagggaggt atcccaagta gataccatct 
tcttgaggga tgcacctatg gattccattg 
atattctcaa ggatatgctg caggctgcta 
atagaagaga agaatcacta gaaaaagaac 
gtcctggtgg catccgaacg gtaataatac 
atccacaggc agacagcaac ctccgaaaca 
attgcttcct ggatggttat gtttctcagc 
aaagatatga caatctggag atggaatacc 
ttctttcact aggccagtac ctgtgggctg 
atatattggt acaaatgtgt gagcagactg 
cccagtttgc tgatcagaat ttttcagact 
agcgaggcaa attattatct cagcccattt 
aagctcatga acatctcagc tggttacatg 
atgcaacact tctgggtttg gcaaatatgg 
ttcttggctt gagtaaattg gctgcattag 
aaaaaattga agaaatggct gagcaggagc 
aacagctgct ggcggagaaa cagctaaatc 
aactcattgg tctatatatc tgtgaagaaa 
aagctttgga cttgttggaa tatattgatg 
aactggaaat cctttgcaaa gctcttcaga 
atgatccaat tgaagtatct aaagacagta 
aagatggcat tcagctcagt gagtacttac 
agcttggaag cttaaagtcc aatccttact 
attatgttca gggacaaata taactttttc 
taagtgtgtc cttatacaaa ttttaggcta 
acatgtatag ctgagttttt atactttata 
actgtgattt tggttttcag ttatgtgact 
tgttcctgta ctcggtgccc tttcttttta 
tgtcctggtt ctagctgctc acatgtacaa 
atgaaaatta ctagattgca ctagcttgtc 
cactgaagag aatctagggt gtttgatatc 
agtaagataa atgtcaactt ttgctgactt 
gcctaactca tgtgagcttg ataactgatg 
cataaataat aaatgagcac taatgaaagt 



ttcctatcat tttttctaga aacagtggac 1500 
ctatattggc agaagacttg gaagggtctt 1560 
agagtatgat ttttgagacc actacaaaga 1620 
agttgctgaa agctgccttt ctgcaatact 1680 
tggttgatga gctcttttcc tctcactctg 1740 
cagttaccca aatcagtgta gacctgatgg 1800 
ctgagtctgt ccctgaggaa gcacctgggt 1860 
agctagaaga caagatgaaa gctcactctt 1920 
tatttggacg tctaggcaat tttccagtta 1980 
tctgtgagca tgccgaaaag ctgtcagccg 2040 
tttctgacct tgtcaacaca gccatattga 2100 
catccaacct gactcctgca gatgtctttt 2160 
gtgagtgctt actggagcat gaggagcaag 2220 
aatgggctga agtggtgatc aatgtgaaca 2280 
gtcattatcg ccaaaataga aactctttgt 2340 
ctgaatatgt tccatggacg gcaacaagtg 2400 
gccagcatga gattgtcctg aaggtggctt 2460 
tcgtgaccga gcagctggta gccctgatcg 2520 
ttaagtctgt ggataaatcc agtaatcggg 2580 
tacagaaaag atcagatctc ttatctcctc 2640 
cttctctagc agagaaatac tgtgactttg 2700 
acaaccagag ccgactccag cgctacatga 2760 
ttctcttccg ttggtatctg gagaaaggaa 2820 
ctcagcatgg acagttggca aattttttgc 2880 
aaattaatag ccaagaatta gaaaaggctc 2940 
aaactcgtta ctttgcaaag aagaaaaccc 3000 
cttcagactt ttcagaggat atgctacaag 3060 
gctttctact gcatcaggag accctacctg 3120 
tcagtgcgat gccagtattg actgcaccac 3180 
atagaagagc taatgaatat gatttcaaga 3240 
aggaagaaga tataaatata aatgatctaa 3300 
gagataactg gtccagttct gatggcaaag 3360 
tatttgtgaa gatcttacag aaacttttaa 3420 
cggaggtgaa agacctgcta caagcggatc 3480 
tcgagtttgt tttgaaagca aattatgaat 3540 
taaaaatggc cattgtttat gaaatctgta 3600 
taaacaagtg taagtttgta caatttcata 3660 
tgtaggaagc taatataaaa tagttatgta 3720 
tgttttttcc acctgaaatg tgtcagttgt 3780 
ctctcacgtg gtcccaggtt ctggagttct 3840 
atcacttcta ggcctcagtt ttctgcgact 3900 
tctaaaattg ctgtgactcc agatactttg 3960 
tgtttcagtt agggctaatg ggaaatgtct 4020 
attatgagat gaaaaaccaa aggagagtgg 4080 
aactcattgg gagcatttta aacttttcta 4140 

4170 
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<210> 12178 
<211> 1156 
<212> PRT 
<213> Homo sapiens 
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Ser Pro 
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270 




Arg Glu 


Arg Ser 


Ser 
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Leu Asp 


Asp 
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Ser Glu 
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Asn Arg 
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Ser Asn 
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1 le 
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330 335 
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G I y Va I Asn 1 1 e Arg Tyr Leu Asp Leu Lys G I n Asn Cys Asp G I y Leu 

340 345 350 

Val Me Leu Ala Ala Ala Trp His Ser Ala Asp Asn Pro Cys Leu Me 

355 360 365 

Tyr Tyr Ser Leu I le Thr Me Glu Asp Asn Gly Cys Gin Met Ser Asp 

370 375 380 

Ala Val Thr Val Glu Val Thr Gin Tyr Asn Pro Pro Phe Gin Ser Glu 
385 390 395 400 

Asp Leu 1 1 e Leu Cys G I n Leu Thr Va I Pro Asn Phe Ser Asn G I n Thr 

405 410 415 

Ala Tyr Leu Tyr Asn Glu Ser Ala Val Tyr Val Cys Ser Thr Gly Thr 

420 425 430 

Gly Lys Phe Ser Leu Pro Gin Glu Lys Me Val Phe Asn Ala Gin Gly 

435 440 445 

Asp Ser Val Leu Gly Ala Gly Ala Cys Gly Gly Val Pro Me Me Phe 

450 455 460 

Ser Arg Asn Ser Gly Leu Val Ser Me Thr Ser Arg Glu Asn Val Ser 
465 470 475 480 

Me Leu Ala Glu Asp Leu Glu Gly Ser Leu Ala Ser Ser Val Ala Gly 

485 490 495 

Pro Asn Ser Glu Ser Met Me Phe Glu Thr Thr Thr Lys Asn Glu Thr 

500 505 510 

Me Ala Gin Glu Asp Lys Me Lys Leu Leu Lys Ala Ala Phe Leu Gin 

515 520 525 

Tyr Cys Arg Lys Asp Leu Gly His Ala Gin Met Va I Va I Asp G I u Leu 

530 535 540 

Phe Ser Ser His Ser Asp Leu Asp Ser Asp Ser Glu Leu Asp Arg Ala 
545 550 555 560 

Val Thr Gin Me Ser Val Asp Leu Met Asp Asp Tyr Pro Ala Ser Asp 

565 570 575 

Pro Arg Trp Ala Glu Ser Val Pro Glu Glu Ala Pro Gly Phe Ser Asn 

580 585 590 

Thr Ser Leu Me Me Leu His Gin Leu Glu Asp Lys Met Lys Ala His 

595 600 605 

Ser Phe Leu Met Asp Phe I le His Gin Val Gly Leu Phe Gly Arg Leu 

610 615 620 

Gly Asn Phe Pro Val Arg Gly Thr Pro Met Ala Thr Arg Leu Leu Leu 
625 630 635 640 

Cys Glu His Ala Glu Lys Leu Ser Ala Ala Me Val Leu Lys Asn His 

645 650 655 

His Ser Arg Leu Ser Asp Leu Val Asn Thr Ala Me Leu Me Ala Leu 

660 665 670 

Asn Lys Arg Glu Tyr Glu Me Pro Ser Asn Leu Thr Pro Ala Asp Val 

675 680 685 

Phe Phe Arg Glu Va I Ser Gin Va I Asp Thr 1 1 e Cys G I u Cys Leu Leu 

690 695 700 

Glu His Glu Glu Gin Val Leu Arg Asp Ala Pro Met Asp Ser I le Glu 
705 710 715 720 
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Trp Ala Glu Va I Va I Me Asn Va I Asn Asn Me Leu Lys Asp Met Leu 

725 730 735 

Gin Ala Ala Ser His Tyr Arg Gin Asn Arg Asn Ser Leu Tyr Arg Arg 

740 745 750 

G1u Glu Ser Leu Glu Lys Glu Pro Glu Tyr Val Pro Trp Thr Ala Thr 

755 760 765 

Ser Gly Pro Gly Gly I le Arg Thr Val I le I le Arg Gin His Glu I le 

770 775 780 

Val Leu Lys Val Ala Tyr Pro Gin Ala Asp Ser Asn Leu Arg Asn I le 
785 790 795 800 

Va I Thr G I u G I n Leu Va I Ala Leu 1 1 e Asp Cys Phe Leu Asp Gly Tyr 

805 810 815 

Val Ser Gin Leu Lys Ser Val Asp Lys Ser Ser Asri Arg Glu Arg Tyr 

820 825 830 

Asp Asn Leu Glu Met Glu Tyr Leu Gin Lys Arg Ser Asp Leu Leu Ser 

835 840 845 

Pro Leu Leu Ser Leu Gly Gin Tyr Leu Trp Ala Ala Ser Leu Ala Glu 

850 855 860 

Lys Tyr Cys Asp Phe Asp 1 1 e Leu Va I Gin Met Cys Glu Gin Thr Asp 
865 870 875 880 

Asn Gin Ser Arg Leu Gin Arg Tyr Met Thr Gin Phe Ala Asp Gin Asn 

885 890 895 

Phe Ser Asp Phe Leu Phe Arg Trp Tyr Leu Glu Lys Gly Lys Arg Gly 

900 905 910 

Lys Leu Leu Ser Gin Pro Me Ser Gin His Gly Gin Leu Ala Asn Phe 

915 920 925 

Leu Gin Ala His Glu His Leu Ser Trp Leu H i s G I u Me Asn Ser G I n 

930 935 940 

Glu Leu Glu Lys Ala His Ala Thr Leu Leu Gly Leu Ala Asn Met Glu 
945 950 955 960 

Thr Arg Tyr Phe Ala Lys Lys Lys Thr Leu Leu Gly Leu Ser Lys Leu 

965 970 975 

Ala Ala Leu Ala Ser Asp Phe Ser Glu Asp Met Leu Gin Glu Lys Me 

980 985 990 

Glu Glu Met Ala Glu Gin Glu Arg Phe Leu Leu His Gin Glu Thr Leu 

995 1000 1005 

Pro Glu Gin Leu Leu Ala Glu Lys Gin Leu Asn Leu Ser Ala Met Pro 

1010 1015 1020 

Val Leu Thr Ala Pro Gin Leu Me Gly Leu Tyr Me Cys Glu Glu Asn 
1025 1030 1035 1040 

Arg Arg Ala Asn Glu Tyr Asp Phe Lys Lys Ala Leu Asp Leu Leu Glu 

1045 1050 1055 

Tyr 1 1 e Asp Glu Glu Glu Asp I I e Asn 1 1 e Asn Asp Leu Lys Leu G I u 

1060 1065 1070 

1 1 e Leu Cys Lys A I a Leu G I n Arg Asp Asn Trp Ser Ser Ser Asp G I y 

1075 1080 1085 

Lys Asp Asp Pro Me Glu Va I Ser Lys Asp Ser 1 1 e Phe Va I Lys 1 1 e 
1090 1095 1100 
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Leu Gin Lys Leu Leu Lys Asp 
1105 1110 
Glu Val Lys Asp Leu Leu Gin 
1125 

Asn Pro Tyr Phe Glu Phe Val 
1140 

Gin Gly Gin I le 
1155 



<210> 12179 

<211> 2773 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (394). . (1779) 
<400> 12179 

atgtgatgoa tgctcacgtg totccgcagc oggctcggga aagaatcccc caagctccat 60 
ttcatgagta agcgtgagag ccgctcagtt tcctccagct ctgctgaagc cagcacagaa 120 
gtagcccaaa ctcttoocto tgctgacago aaattttagg caaagtottg agaaagaaga 180 
aattgggtco agaaagggaa gtgaggagaa toagatccca gacctttggg gagaaggagc 240 
aaccgcctct ggcacagccc atcagggaga aagagcaggt tgagaagagt cctaagctaa 300 
cagcGccaaa oaggtgggtg ttgotcagot occtgaggca tgtggttgta aggcagaaco 360 
cacagacctt goaggaagaa ggctctcggg gccatggccc aggtcagcat caacaatgac 420 
tacagcgagt gggacttgag cacggatgcc ggggagcggg ctcggctgct gcagagtccc 480 
tgtgtggaca cagcccccaa gagtgagtgg gaagcctctc ctgggggtct ggacagaggc 540 
accacttcca cacttggggc catcttcatc gtcgtoaacg cgtgcctggg tgcagggtta 600 
otcaacttoc cagcagcctt oagcactgcg gggggcgtgg cagcaggoat cgcactgoag 660 
atgggtatgc tggttttcat oatcagtggc cttgtcatcc tggcctactg ctcccaggcc 720 
agcaatgaga ggacctacca ggaggtggta tgggctgtgt gtggcaagct gacaggtgtg 780 
ctatgtgagg tggcoatogo tgtctaoacc tttggoaoct gcattgcctt cctaatcatc 840 
attggcgacc agcaggacaa gattatagct gtgatggoga aagagccgga gggggccagc 900 
ggcccttggt acacagaccg caagttcacc atcagcctca ctgccttcct cttcatcctg 960 
cocototoca tcoccaggga gattggttto oagaaatatg ccagcttcct gagcgtcgtg 1020 
ggtacctggt acgtcacagc catcgttatc atcaagtaca totggooaga taaagagatg 1080 
accccaggga acatcctgac caggccggct tcctggatgg ctgtgttcaa tgccatgccc 1140 
accatotgct tcggatttca gtgooacgtc agcagtgtgc cogtcttcaa cagcatgcag 1200 
cagcctgaag tgaagacctg gggtggagtg gtgacagctg ccatggtcat agccctcgct 1260 
gtctacatgg ggacaggcat ctgtggcttc ctgacctttg gagctgctgt ggatcctgac 1320 
gtgctcotgt CGtatoccto ggaggacatg gcogtggccg ttgcccgagc ottoatcato 1380 
ctgagcgtgc tcacctccta occtatcctg cacttctgtg ggcgggcggt ggtggaaggc 1440 
ctgtggctgc gctaccaggg ggtgocagtg gaggaggacg tggggcggga gcggcggcgg 1500 
cgagtgotgc agacgctggt ctggttcotg ctcaccctgc tgctggcgct cttcatcGct 1560 
gacatcggca aggtgatctc agtcattgga ggcctggccg cctgcttcat cttcgtcttc 1620 
ooagggctgt gcctcattca agccaaactc totgagatgg aagaggtoaa accagccago 1680 



Gly Me Gin Leu Ser Glu Tyr Leu Pro 
1115 1120 
Ala Asp Gin Leu Gly Ser Leu Lys Ser 

1130 1135 
Leu Lys Ala Asn Tyr Glu Tyr Tyr Val 
1145 1150 
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tggtgggtgc tggtcagcta cggagtcctc ttggtcaccc tgggagcctt catcttcggc 1740 
cagaccacag ccaacgccat ctttgtggat ctcttggcat aaccactgcc tcccagggaa 1800 
cacaaggcct ttgccattgg tcgcaggaac ccatctctta gagctatggg gccattctta 1860 
gtccacgatc attccaactg gtgggatgac atccggacat cctcttccag ggactggggc 1920 
aaactcaggc cccacacctc tggacagctc aaatccagtc cccttcctgc tccccagtcc 1980 
tggcagtgcc gtggatggcg gcaggaagtc tcacatcata gaggacccct cctcctctcc 2040 
cagttctcaa cttctccatg cctggaatcc acgggtgaag agagtcggta gatctcataa 2100 
gaaagaatcc agtctgactt ccctctggag aatgactatg gacagaaggc caccatcctc 2160 
cacagagcac cctgtcctga gtaggggttg tgctcattac cccaggccag tggtagcttc 2220 
ctcaggagcc tggccacttc caaaggtagc actgaagtcg tgcaaataca tagtcaggta 2280 
gattcagacc ttgtccacac cttcctgggc aacccccacc atgaacctgt cagcctcttt 2340 
cccatagcta atagacattt cccaggcctt gaggggcccc accctgtctc tttcatcaaa 2400 
cctgatggtc caggctgggc atccctctcc tcctccatcc ccagacatca ccaggtctaa 2460 
tgtttacaaa cggtgccagc ccggctctga agccaagggc cgtcccgtgc cacggtgctg 2520 
tgagtattcc tccgttagct ttccccataa ggttgggagt atctgctttt gtgtctgaga 2580 
tgggcccctc ttttcagagg ccgcagggtg ggtgatggag aaggctgaga acctttcaga 2640 
ccctctgtgt gggctgggct ggtcagaatc agggtgtacc tccccgacac cttctttttc 2700 
agtgatgttt tctcttctcc ctgcctttcc tctgcctcct cccctgccag ccctagcgtg 2760 
actacccaga gac 2773 



<210> 12180 
<211> 462 
<212> PRT 

<213> Homo sapiens 



<400> 12180 



Met 


Ala 


Gin Val 


Ser 


1 le 


Asn 


Asn 


Asp 


Tyr 


Ser Glu 


Trp 


Asp Leu 


Ser 


1 






5 










10 






15 




Thr 


Asp 


Ala Gly 


Glu 


Arg 


Ala 


Arg 


Leu 


Leu 


Gin Ser 


Pro 


Cys Val 


Asp 






20 










25 








30 




Thr 


Ala 


Pro Lys 


Ser 


Glu 


Trp 


Glu 


Ala 


Ser 


Pro Gly 


Gly 


Leu Asp 


Arg 






35 








40 








45 






Gly 


Thr 


Thr Ser 


Thr 


Leu 


Gly 


Ala 


1 le 


Phe 


1 le Val 


Val 


Asn Ala 


Cys 




50 








55 








60 








Leu 


Gly 


Ala Gly 


Leu 


Leu 


Asn 


Phe 


Pro 


Ala 


Ala Phe 


Ser 


Thr Ala 


Gly 


65 








70 










75 






80 


Gly 


Val 


Ala Ala 


Gly 


1 le 


Ala 


Leu 


Gin 


Met 


Gly Met 


Leu 


Val Phe 


1 le 








85 










90 






95 




1 le 


Ser 


Gly Leu 


Val 


1 le 


Leu 


Ala 


Tyr 


Cys 


Ser Gin 


Ala 


Ser Asn 


Glu 






100 










105 








110 




Arg 


Thr 


Tyr Gin 


Glu 


Val 


Val 


Trp 


Ala 


Val 


Cys Gly 


Lys 


Leu Thr 


Gly 






115 








120 








125 






Val 


Leu 


Cys Glu 


Val 


Ala 


1 le 


Ala 


Val 


Tyr 


Thr Phe 


Gly 


Thr Cys 


1 le 




130 








135 








140 








Ala 


Phe 


Leu 1 1 e 


1 le 


1 le 


Gly 


Asp 


Gin 


Gin 


Asp Lys 


1 le 


1 le Ala 


Val 


145 








150 










155 






160 


Met 


Ala 


Lys Glu 


Pro 


Glu 


Gly 


Ala 


Ser 


Gly 


Pro Trp 


Tyr 


Thr Asp 


Arg 
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165 



1 \/c 

Lys 


r r le 


Thr 1 le Ser Leu 


Thr 


A 1 a 
A 1 a 






180 






1 


Pro 


Arg Glu 1 le Gly Phe 


n In 






195 




9 on 
zuu 


Vfi 1 

Vd 1 


u 1 y 


Thr Trp Tyr Val 


Thr 


A 1 a 
A 1 a 




Z 1 u 




215 




r I u 


Aon 
Aop 


Lys Glu Met Thr 


Pro 


u 1 y 






230 






Trn 
1 rp 


alKS L 


Ala Val Phe Asn 


Ala 








245 








n 1 o 


Val Ser Ser Val 


Pro 


Va 1 






260 






Va 1 


Lys 


Thr Trp Gly Gly Val 


Va 1 






275 




9fln 

zou 


A 1 9 


Va 1 


Tyr Met Gly Thr Gly 


1 1 ^ 




Z^U 




295 




A 1 SI 


Va 1 


Asp Pro Asp Val 


Leu 


1 Al 1 






310 






Vd 1 


A 1 9 

A 1 a 


Val Ala Arg Ala 


Phe 


1 1 o 

1 1 e 






325 






r r O 


1 1 6 


Leu His Phe Cys Gly 


Arg 






340 






A K*fT 

Arg 


1 yr 


Gin Gly Val Pro 


Val 


U 1 u 






355 




ODU 


Ar g 


A K" fT 

Arg 


Val Leu Gin Thr 


Leu 


\/o 1 
Va 1 




o /U 




375 




Ala 


Leu 


Phe 1 1 e Pro Asp 


1 le 


Gly 


385 




390 






Leu 


Ala 


A 1 a Cys Phe 1 1 e 


Phe 


Val 






405 






Ala 


Lys 


Leu Ser Glu Met 


Glu 


Glu 






420 






Leu 


Val 


Ser Tyr Gly Val 


Leu 


Leu 






435 




440 


Gly 


Gin 


Thr Thr Ala Asn 


Ala 


1 le 




450 




455 





<210> 12181 
<211> 4684 
<212> DNA 

<213> Homo sapiens 





1 7n 

1 /U 


1 7^1 
1 / o 


Pho 

rne 


1 Ai 1 Pha 1 1 a 1 Ai 1 Pr*^ 

Leu rne i i e lcu rro 


1 AI 1 QaK* 

Leu oer 


1 oo 


1 Qfl 




Lys 


T\#^ A f 4 PhA 1 Al 1 

1 yr Ala oer rne Leu 


oer va i 




zuo 




1 1 o 
1 1 e 


Va 1 lie lie Lys i yr 


1 1 A Tr-Pk 

lie 1 rp 




990 
zzu 




Asn 


1 1 A 1 At ■ A^fT 

1 1 e Leu 1 nr Arg rro 


A 1 O C A V 

Ala oer 




zoo 


9 AO 


rro 


ThlK* 1 1 A Pwo PkiA 1 \t 

1 nr 1 1 e uys rne u i y 


PhA n 1 n 

rne u i n 




zou 


zoo 


Pho 

rne 


Aon Ca^" Ma+ 1 n 1 n 

Asn oer raex uin uin 


pK-n 1 1 1 

rro u 1 u 


zoo 


970 
z /u 




Thr- 

1 nr 


A 1 o Ala Ma+ \/q 1 1 1 A 
Ala Ala IVieX Val 1 le 


A 1 O 1 AI 1 

A 1 a Leu 




ZOO 




oys 


1^1%/ PKa 1 All Tkir- PkiA 

uiy rne Leu inr rne 


u 1 y Ala 




'^OO 




oer 


~T\i^ Ok'a Qak* ^ 1 1 1 A 

1 yr rro oer uiu Asp 


Ma-I- a 1 o 
Ifie L A 1 a 




O 1 o 


'^90 
OZvl 


1 1 e 


1 Ai 1 Oa^ Wo 1 1 Ai I Thr" 

Leu oer vai Leu inr 


Ser Tyr 




OoU 


OOO 


A 1 o 
A 1 a 


\/o 1 \i€> 1 ^ 1 11 1 \/ 1 AI 1 

va 1 Va 1 u 1 u u 1 y Leu 


Trp Leu 




oOU 




1^ 1 II 

U 1 u 


Aon \If> 1 1 If A r- rr 1^ 1 i ■ 

ASp Va 1 13 1 y Arg U 1 u 


Arg Arg 




ooo 




1 rp 


DhA 1 AI 1 1 AI 1 ' 1 Ai 1 

rne Leu Leu i nr Leu 


Leu Leu 




OOU 




Lys 


va 1 lie oer va i tie 


u 1 y u 1 y 




395 


400 


Phe 


Pro Gly Leu Cys Leu 


1 le Gin 




410 


415 


Val 


Lys Pro Ala Ser Trp 


Trp Val 


425 


430 




Val 


Thr Leu Gly Ala Phe 


Me Phe 




445 




Phe 


Val Asp Leu Leu Ala 






460 





<220> 

<221> CDS 

<222> (53). . (1060) 
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<400> 12181 

actggcgtcc ggcgtgtacc gagagactgg 
tggcagccgg tggcggaacc tgcccagcgg 
ttatggaatc ccgcgggaac agcaaaaggc 
ggagtccttc aactacgctg tgcacgaggg 
ctttgaattt gctttcaaag atgagcgtat 
tccacctaca gttccaaaag ggaccatctg 
ccggggccga aggagtacct accgtgggaa 
tggaatctca aaaggaatca ttaagcagtt 
caagctttgc aacttacgta accttccccc 
agaggaaatg gggggctatt ttataatcaa 
tatgcctcgg agaaattttc ccattgcaat 
tggttatact cagtatggag tttcaatgca 
tatgaacctc cactacttgg aaaatggcac 
actgttcttt cttcctttgg gatttgcact 
gatctttcag gagctcatca aaggaaaaga 
tcagatgtta aggattgtaa tggaagaggg 
cctaggtgaa tgcttcagag taaaactcaa 
tgcggagttc ctgtttaacc agtgcatctg 
ttatatgctt tgtctcatga cgcgaaagct 
ggacaatcct gatagtttgg tgaaccagga 
gttcctgaag gaaaaactgg aaggttggtt 
ggctcagaag accagtgttt ccatgaacac 
catagacctt acaaaaccat ttgaatacct 
aggtcttggc ctcctacaag attctggact 
acgctacctc tcccatttcc gctgcgtgca 
caccacagta cgcaggctgc tgccagagtc 
agacggggag ccctgtggcc tgatgaacca 
gtttgtgtat acggcatcta ttccagcttt 
tggagctccc caccgatcat acagtgagtg 
tggctgggtg gataaggatc ttgctccagg 
gttgagagag aaaagaattc ctccctggat 
accaagtctg tacccaggat tgttcctttt 
gcagaactta gcattgggca aagaagagct 
tgtcgctatc tttgaggatg aagtttttgc 
acacagcctg ctgagtgtga ttgccaactt 
acggaacatg taccaatgcc agatgggtaa 
tcaagaccga tcggataaca aactgtatcg 
accctccatg tatgattatt atgacatgga 
tgctgtgatt tcttacactg gctatgatat 
ttgggaacga ggctttgccc atggaagtgt 
aaaaattaaa caaggagata gtagcctggt 
tctgcagaag ttagatgacg atggattgcc 
tccgtattac agctacctca acctcaacac 
aacttgatgt tgaccttttg gattaagagg 
attcaatgaa gatatcatta ccaggttact 
caaccaagac ctgaaaacca agtatgcaag 
tgacaatgat tttctgttat ctttgttcaa 



cgtccggtgt gcaggtggcc acatggatcc 60 
gcctagccta aagcacttga ctgacccctc 120 
agcgttgcag gagctgacgc gggcgcacgt 180 
tctcggcctc gcggtgcagg ctatacctcc 240 
ctcttttact attctggatg ctgttatcag 300 
caaagaggcc aatgtttatc cagcagaatg 360 
gttgacagct gatatcaact gggcagtgaa 420 
tcttggctat gttcccatca tggtgaaatc 480 
acaagccctc attgagcacc atgaggaggc 540 
tggcattgaa aaagtcatcc gaatgttgat 600 
gataagacca aaatggaaaa ccagagggcc 660 
ctgtgtgagg gaagaacatt ccgctgtcaa 720 
agttatgttg aactttattt accgaaaaga 780 
taaggcactt gtcagctttt ctgattatca 840 
ggatgattct ttccttagga actctgtttc 900 
ttggttgaca caaaaacagg tccttaacta 960 
tgttcctgac tggtacccaa atgagcaagc 1020 
tatccacttg taatccaata ctgaaaagtt 1080 
ctttgcttta gccaaaggag agtgcatgga 1140 
agtcctcaca ccgggtcagc tcttccttat 1200 
agtgtctatt aaaatagctt ttgataagaa 1260 
tgacaatttg atgaggattt ttacaatggg 1320 
ttttgctact gggaatctgc gttctaaaac 1380 
ttgtgttgtg gctgacaagc tgaacttcat 1440 
cagaggggct gattttgcca agatgaggac 1500 
ctggggcttc ctttgtcccg tgcatacccc 1560 
cctaactgcc gtatgtgagg tcgtcacaca 1620 
actgtgcaac ttgggggtca ctcccattga 1680 
ctaccctgtc ctgctggacg gcgtcatggt 1740 
catcgcagat tctcttcgtc attttaaggt 1800 
ggaagtggtc cttataccca tgacaggaaa 1860 
taccactcct tgtagactgg tacggcctgt 1920 
aattggaact atggaacaga tcttcatgaa 1980 
tggagttacc acacaccagg aactctttcc 2040 
catccctttc tctgatcaca accagagtcc 2100 
gcaaactatg ggctttccac ttctcactta 2160 
tcttcagact cctcagagtc ccttggtgag 2220 
taactatcca attgggacca atgccatcgt 2280 
ggaagatgcc atgattgtga ataaggcctc 2340 
ctacaagtct gagttcatag acctctctga 2400 
gtttggcatc aaacctggtg acccacgcgt 2460 
gtttatagga gcaaaactgc agtacggaga 2520 
cggggaaagt tttgtaactg gatgttgttt 2580 
actatcagat taaagcaaaa tgtaatttta 2640 
cttgagattt ttcaacggtg ttagaactct 2700 
gtttctgaat ctctctggta gattaactat 2760 
aaagttcatg tcttctcaaa atatgaaata 2820 
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ttgataaatg gaagagcata cggtgacaag 
ctgctctcag caggcagtga gtgtcacaca 
tatacaaata gaatgcaagc tgtaatgtaa 
aaaaacaaac aggtacagtg ttttttacca 
aatgaataca atttgatggg tctgactata 
cagggtaata aacatacctg tcatctccac 
ttttggttgc tgttgagttt ttgttttgtc 
taccctctta acaaatcttt aagtgcacga 
gtacaacaga tctttagacc ttacttgtct 
aactctccat ttccctggcc cctagcaacc 
tattacagat atctcatata gtgggatcat 
acttagcata gtgaaataag attcatccat 
atagtccctg ctatttgaga ggctgaggtg 
acagcctggg taatatagga agaccctgtc 
acctcggcct ccgaaagtgc taggattaca 
agtattttat atttagtcta cacttccata 
gctttcatag cagtgtgtag agtgccactt 
tgtatggatt taccatcccc tgtgtattta 
ttttctgcaa atattctggt gacttatctt 
tcttgtatat acttctgcaa ttataagatg 
attctttcct gagtttggtt cagatggtct 
cagaaaaatc tatcatttca agataggctt 
aatcccaaca ttttaggagg cctaggcagg 
tagcctgggc gagacttcat ctctacaaaa 
gcatagtggc acacccctgt agtcccagct 
gaacccaaga ggtcgaggct gcagtgagcc 
gacagagcag gaccctgtct ctattttata 
acccataatc ccaacacttt ggctcagcag 
ctgggcaaca tggggaaacc ccagctctac 
gcctgtagtt ccagctactc aggaggctga 
caggcagtga gccaagattg tgccaccaca 
tctc 



tctcctttcc aaccccaggt tocctacacc 2880 
cctgttaatc catcttgagc aggacagtac 2940 
ttttatattt tcttatagcG acgttgaagt 3000 
gctttataga agtacagttg ttacatattt 3060 
tgcacacacc tttgatacca tcaccacaat 3120 
aagtttcctc ctgccccttt gttttttgct 3180 
ttctgtggta agaacaccta actcaagacc 3240 
tatagtattg ttaattccag gcaccatgtt 3300 
tgcataactg aagctttata cctgttgaac 3360 
acccttctac cctgtttcta tgagtttgac 3420 
gcaatatttg tcctgtgact ggcttatttc 3480 
tttggaagcc aggcatggtg ctgtgcatct 3540 
ggaggatcat ttgagtgcag gagttcaagg 3600 
ttaaagaccc tgacctcaag tgatccaccc 3660 
ggtgtgagcc actgtgcctg gcctccggtg 3720 
cttggctttt ttctgctttt atattgatct 3780 
atgttttctt tcttgtgtac agtattttat 3840 
agttgttcca ttctttggcc attataactt 3900 
tggcoattat aaactgttga taatagatca 3960 
ttttttgatg atgagagctt tcctaaggta 4020 
gtcactaatt ataaggcaga taggaacaga 4080 
agcaggatgg gcgcagtggc tcacgccact 4140 
agcaatcact tgtgcctggg agttctagac 4200 
aaagcaacaa cgacaaaaaa aattagccaa 4260 
acttgggagg ctgaggtggg aggattgctt 4320 
aagattgtgc cactgcactc cagcctgggt 4380 
aattaaaaaa ggctgggtgt ggtggctcac 4440 
attgcttgaa cccaggaatt caagtccaat 4500 
aaaaaaaatt agcctggtgt ggtggcacat 4560 
ggtgggagaa tctcctgagc ctggaaggtc 4620 
ctccagcctg ggcgacagaa tgagaccctg 4680 

4684 



<210> 12182 
<211> 336 
<212> PRT 

<213> Homo sapiens 
<400> 12182 

Met Asp Pro Gly Ser Arg Trp Arg Asn Leu Pro Ser Gly Pro Ser Leu 

15 10 15 

Lys His Leu Thr Asp Pro Ser Tyr Gly Me Pro Arg Glu Gin Gin Lys 

20 25 30 

Ala Ala Leu Gin Glu Leu Thr Arg Ala His Val Glu Ser Phe Asn Tyr 

35 40 45 

Ala Val His Glu Gly Leu Gly Leu Ala Val Gin Ala Me Pro Pro Phe 
50 55 60 
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^ 1 1 1 
u 1 U 


rne 


A 1 o 

n \ a 


rne 


Lys 


Asp 


ft 1 1 1 

u 1 U 


A rr 

Arg 












l\3 






va 1 


1 1 e 


oer 


rr 0 


rro 


1 nr 


va 1 


rro 










oO 








Asn 


va 1 


lyr 


rr u 


A 1 o 

A 1 a 


ft 1 1 1 

u 1 u 


uys 


Arg 


■ 






1 nn 










Lys 


Leu 


1 nr 


A 1 o 
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1 nr 


va 1 
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Asn 


DKa 

rne 


I 1 A 

I I e 


Tyr 
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Z'fU 


Leu 


ft 1 \t 
u 1 y 


Phe 


Ala 


Leu 


Lys 


A 1 o 

A 1 a 


Leu 




ZOU 










zoo 




rne 


u 1 n 


Glu 
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1 le 
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13 1 y 


Lys 
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270 






Ser 


Val 


Ser 


Gin 


Met 


Leu 


Arg 


1 le 










285 








Gin 


Lys 


Gin 


Val 


Leu 


Asn 


Tyr 


Leu 








300 










Asn 


Val 


Pro Asp 


Trp 


Tyr 


Pro 


Asn 
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320 


Asn 


Gin 


Cys 


1 le 


Cys 


1 le 


His 


Leu 




330 










335 





<210> 12183 
<211> 3569 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1182). . (3227) 
<400> 12183 

atacggtgca acgggtocgc gggactcttg gatgcgcgga ggtoccgaga ccaggtgogt 60 
gtgctaagct caggtctgag cacggtggat cccatgggtg tggctctgag gaaattgacg 120 
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cagtggactg ctgccggaca tggaactgga 
atattgaiaag aaattattgt gtttgtggag 
aaatttgttt ttgtggaacc acttgaatgg 
tcaggttatg ttgtcagtga aacaacagtc 
cctttgctat ttctctctgt accacaaatt 
ttgttactta ttgccaaaac tgggaagttg 
agagacccca tagtaaaaat cctgggctct 
gcattaaata ttcttggcaa aattaccaga 
aagattgcta tgctgcttaa gcaattggat 
atttcattag aaataagttt aagtcccatg 
cgtttctcag gaaaaggaaa ccaaacagtc 
gaattttcaa atggatgtcg agccccaccg 
gtgctggtga aacctcacga tggtgagact 
tttttaaatg gtggcaaaac agatgatgaa 
atttataaaa accttgtcac atttttaaga 
tctaaattgg gaattagctt cagtgaagac 
gcccccaaga aggaagaagc agctgccctc 
tcacggtgga gaagaaccaa attaattttt 
caagcttaaa ctggaagacc actgttaatt 
aagaggacaa acacacagga aaacttgaaa 
cacaattact tcggaagagt gctgaaaaga 
aaagtgagga agatgaagaa ccacctgacc 
cagaatattg gcaaattcag aagctggtga 
cagtgattgc gttgtgttca atgagggatt 
ccatcagaga tgttggaggc ctggaagtgc 
aatgtaagat tggttcatta aaaatactga 
agaatattgt tgaccttggg ggcttaccaa 
agagtctaaa atgtttggca gccgagacta 
ggcgggtggt gaggcagcac gggggtatca 
atgattccac aaaacctgcc caatcgagtc 
gctgtggggc actggccctg tggagctgca 
gcaaagctgg gggcattcct ctgttggctc 
taattccagt ggtggggaca ttgcaagagt 
tcaaagcaga aaggatcatt gaaaaccttg 
tgcaggagca ctgcgccatg gccatttacc 
tcgttaggct gcacggagga cttaagccct 
aagagcggtt agctgctgtc acaggggcta 
ttaccaagtt tcgggaatac aaagccattg 
ctgaagaagt acttgtgaat gtggttgggg 
accgagtcat tgtccggaaa tgtggtggca 
taaaccaagc tcttcttgtg aatgttacaa 
aaagtatgat gataattgat cgcttagatg 
atcctcaccc agacgtgaag gccagcgcag 
caaaggatgc tggggaaatg gttcgttcct 
tactgaaatc agataacaaa gaagttctgg 
caaaagatca agaaaattta gctgttatca 
aactggcaaa tacaaataac aataaattga 
gctgtgtgtg gggcaggaat agagtggcct 



atcctcgaaa tcacccctct aaatgaagcg 180 
agttttatct ataaacatcc tcaagaggca 240 
aacacaagtt tggcgccctc agcatttgaa 300 
aaatcagaag aagttgataa aaatggacag 360 
aaaattagga gctttgggca gctgtcacgc 420 
aaggaagccc aagcatgtgt tgaagctaac 480 
gattataata caatgaaaga aaactcaatt 540 
gatgatgatc ctgaaagtga aattaagatg 600 
ctgcacctcc tcaatcattc tctaaaacat 660 
acggtgaaga aggatataga actgctcaaa 720 
ttggaatcta ttgaatatac ctcagattat 780 
tggagacaaa ttcgtgggga aatttgttat 840 
ctgtgcatta cttgcagtgc aggaggagta 900 
ggggacgtta attatgagag aaaaggttca 960 
gaaaaatcac caaaattttc agaaaatatg 1020 
cagcaaaagg aaaaggatca gcttggcaaa 1080 
cgcaaagaca tttctggttc agacaaaagg 1140 
ggaggaatca aatgaccaag agatgggaac 1200 
acaaaggcaa aggctcagca aaagaaatcc 1260 
aaccaagacc atctgtttca cacggaagag 1320 
ttgaggaaac tgttagcgat agctcctcag 1380 
atcgtcagga agcaagtgca gatttgccat 1440 
aatatttaaa gggaggaaat caaacagcta 1500 
tcagcttagc tcaagaaacc tgccagttgg 1560 
tgataaattt gcttgaaacc gatgaagtca 1620 
aggaaatcag tcataatcct caaatcagac 1680 
ttatggtgaa tatacttgat tctccacaca 1740 
tcgcgaatgt tgccaagttt aaaagagcac 1800 
ccaaactggt tgctctacta gactgtgcac 1860 
tgtatgaggc cagagacgtg gaagtggctc 1920 
gtaagagtca tacgaataaa gaagccatcc 1980 
ggctgctgaa gacttctcat gaaaacatgc 2040 
gtgcatcaga ggaaaactac cgggctgcaa 2100 
tcaagaacct aaatagtgag aacgagcagc 2160 
agtgtgctga agataaggaa acccgggacc 2220 
tggccagtct actcaataac actgacaata 2280 
tatggaaatg ttccatcagc aaagagaatg 2340 
aaaccttggt gggacttcta acagatcagc 2400 
ccttgggaga atgctgccaa gaacgtgaaa 2460 
ttcaaccact tgtgaacctc cttgttggaa 2520 
aagcagttgg tgcttgtgca gtagaacctg 2580 
gagttcgttt gttgtggtcc ctgctgaaaa 2640 
catgggcact ctgtccatgc atcaaaaatg 2700 
ttgttggtgg tttggaactt attgtcaatt 2760 
caagtgtatg tgctgccatt accaacatag 2820 
cagatcatgg agttgttcct ttattgtcca 2880 
gacatcatct agcagaagct atttcacgtt 2940 
tcggtgagca caaagcagtg gctccactag 3000 
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tgcgttatct gaaatcaaat gacaccaacg 
aactctcaga agacgccgat aactgcatca 
tactggatat ggttgggtcc cctgaccagg 
ccaatatccg caggctggct cttgctacag 
gacattacaa gctatcaaat tctacatgac 
cctaaattgg gaaacagttg ttagcaaacc 
ttgaaaatgc acagaatgtt tttcatctga 
atgttttcga gatatgacat gtgataagat 
aagaatatga gaatatacgt atatgatgta 
ggcgatttta ataaaggata tggccttcc 



tgcatcgggc gacagctcag gccttgtacc 3060 
ccatgcatga gaatggtgca gtaaagcttc 3120 
atctccagga agctgcagct ggttgtatat 3180 
agaaggcaag atacacttga aatttaaatg 3240 
acaggacatg tcactcccat ggccagaaag 3300 
ctttcaacca tctaaacgaa aacacacaag 3360 
aaattgcatg gagacttttg tttctattta 3420 
ggaaagccaa taaacctgtg ataagtttct 3480 
tttttagttc agtgatgctt ttgtatttgt 3540 

3569 





<210> 12184 








~~ 
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<212> PRT 








=35 : 


<213> Homo sapiens 










<400> 12184 
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560 
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Thr Asn 


Asn 


Asn 
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Arg His 


His 


Leu 
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Ala 1 le Ser 


Arg 


Cys Cys 


Val 


Trp 


Gly Arg 






580 
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Asn Arg 


Val 


Ala 


Phe Gly 


Glu His Lys 


Ala 


Val Ala 
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Leu 


Val Arg 
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Leu Tyr Gin 


Leu 


Ser Glu Asp Ala 


625 






630 


Asn Gly Ala 


Val 


Lys 


Leu Leu Leu 
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Asp Leu Gin 


Glu 


Ala 


Ala Ala Gly 
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Ala Leu Ala 


Thr 


Glu 


Lys Ala Arg 
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680 



<210> 12185 
<211> 2650 
<212> DNA 
<213> Homo sapiens 



Asp Asn Cys lie Thr Met His Glu 
635 640 
Asp Met Val Gly Ser Pro Asp Gin 

650 655 
Cys I I e Ser Asn I I e Arg Arg Leu 
665 670 
Tyr Thr 



<220> 
<221> CDS 

<222> (113) . . (1633) 
<400> 12185 

gaootgacog caagaggcca atggagtgtg 
acagtactgo ttttaaagag acagtgttag 
cattgaagaa gcoactaaoo aactoctaga 
aoaagtgaoa gaaagtgacc tcggaagtga 
tgtacctact ggctttgagc aaacagctgc 
atgcaaaatc agcagagaoc gtggcaagat 
acaggttcat tgtctgagat cagttgataa 
ttaccagttc aaacaaacaa aggaagaagt 
actcocatgg tcaaacooot taaaagtgtg 
agoaaagogo aaaaagataa atcagaattc 
agtcaaaatc gatcagagaa atgttaaaaa 
tatcttagat tattatgaaa atccagocat 
tgatttggoa tcttgcaaag atgagactga 
agtgctgaag tttagagtca catgcaacag 
tgaggctgca agagattttg ggggtgctgt 
gaccaacttt gatgtggagg ttcttttgaa 
tgcattgaot gaagagagto tccaccgaag 
tagatcaact cttgcotatg ggatgctcag 
agtcgatcca atgtgtggaa ctggggcaat 
ctgtttccat attgctggtg ataataatoo 
tgoatottta ttgaccaaga gccaaattaa 
agatgctgtt cagtgggata tctgcaatct 
tgtaaoagat ttgccatttg gaaaaaggat 
tccagcttgc ctacgogaga tgagccgtgt 
acttactcaa gacacaaaat gctttaccaa 
aaaggtggat acagtctggg tgaaogttgg 
aogtacacct caagcttttg ttcatccttc 
gcaatgcaaa gaatgaagat gactaatagt 



ggagctgaaa gggtcttcgc tggcggccgg 60 
ggatcttgga agcacagcca acatgtgtga 120 
tgtgaacctt catgagaacc agaagtctgt 180 
atctgagctt ctagtcacta ttggagccac 240 
agatgaagtc agagagaaac ttgggtcatc 300 
atattttgtc atttoagtgg aaagtotggo 360 
cttatttgtg gtggttcagg agtttcaaga 420 
tctaaaggat tttgaagaot tggctggaaa 480 
gaaaattaat gccagtttta aaaagaaaaa 540 
aagtaaagag aagattaata atggacaaga 600 
agagttcact agccatgctt tagattctoa 660 
caaagaggat gtatoaacat taataggtga 720 
tgaaagctca aaagaagaaa ctgagcctca 780 
ggcaggagag aaacattgot ttacctcaaa 840 
tcaagattat tttaagtgga aggccgaoat 900 
catccatgat aatgaagtca ttgtgggcat 960 
aaatataaca cattttggac ctacaactct 1020 
gctctgtgat cctctacctt atgatataat 1080 
aocaatagag ggggccactg aatggtctga 1140 
actggotgtg aatagagcag caaataacat 1200 
agaaggcaaa coctcctggg gcttgcccat 1260 
gccattgaga actggctctg tggatattat 1320 
gggatccaag aagagaaact ggaaccttta 1380 
ctgcacacct accacaggcc gagctgtact 1440 
ggcgttatct ggaatgcaac acgtatggcg 1500 
tggtcttcgt gctgcagttt acgttctgat 1560 
agaacaagac ggagaaagtg gaactctttg 1620 
acttgtactt cccaocactg gaaatgttag 1680 
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cataaaagaa cttggagagg aaaaaagtat 
ctgtttaagg ctcttcatcc tggttagcaa 
aagttttatg agaccaggca cagtggctca 
aagtgtgcag atcacctgag gtccggagac 
ctactagaaa tacaaaaatt agccaggtgt 
aggaggctga ggctagagaa tcacttgaac 
tcacgccatt gcactccagc ctgtgcgaca 
taagaaagca gagcttttcc ttgaagctct 
tgaaaatact ttaaagatgc ctagtgaaaa 
agaacatttt attttcaggc tttatggcct 
ctggcccaaa ggaagggcag agaacataat 
gctttgctaa tccagttgct caagttcttt 
cattttgtga atggtgttca gcctataaga 
accatctgcc ttaaatatta aaatatccat 
atagaggtct aggaattatc aaaggtactg 
tagcacatac attgatagat ggggtgtggg 
ttctttcagt 



<210> 12186 
<211> 507 
<212> PRT 

<213> Homo sapiens 



taacaaaact gcagtctgca ctctttaaac 1740 
aaggtgtgaa tgtaatgtga tggaatttaa 1800 
cgactgtaat tccagcagtt taggaagccg 1860 
cagcctggco aaoatggtga aaooctgtot 1920 
ggtggogggo goctgtaatc ccaactactc 1980 
ccagcaggcg gaggttgcgg tgagtcgaga 2040 
agagogaaao tctgtctcaa aaagatttta 2100 
tttgaagtgg tagcttaatt agtattttgt 2160 
gcctactaaa gtgctgtgag attggggttt 2220 
attttooatt gtgtoaagtg caaaactaoo 2280 
tacatcttag gccacatttc attctttgca 2340 
acctoaaoct gaaggaatga agcattatta 2400 
ogaagtctca caagacctat aggaaagttt 2460 
ctgttattca cattaataca cagaatgaaa 2520 
caaaaatact gtatagaaot tatttgtaaa 2580 
accaacaaac caaattaaaa gaaattgttt 2640 

2650 



<400> 12186 




Met 


Cys 


Asp 


1 le 


1 








His 


Glu 


Asn 


Gin 








20 


Glu 


Ser 


Glu 


Leu 






35 




Glu 


Gin 


Thr 


Ala 




50 






Lys 


lie 


Ser 


Arg 


65 








Ser 


Leu 


Ala 


Gin 


Val 


Val 


Gin 


Glu 








100 


Val 


Leu 


Lys 


Asp 






115 




Pro 


Leu 


Lys 


Val 




130 






Lys 


Arg 


Lys 


Lys 


145 








Gly 


Gin 


Glu 


Val 


Ser 


His 


Ala 


Leu 



Glu 


Glu 


Ala 


Thr 


5 








Lys 


Ser 


Val 


Gin 


Leu 


Val 


Thr 


1 le 








40 


Ala 


Asp 


Glu 


Val 






55 




Asp 


Arg 


Gly 


Lys 




70 






Val 


His 


Cys 


Leu 


85 








Phe 


Gin 


Asp 


Tyr 


Phe 


Glu 


Asp 


Leu 








120 


Trp 


Lys 


1 le 


Asn 






135 




1 le 


Asn 


Gin 


Asn 




150 






Lys 


1 le 


Asp 


Gin 


165 








Asp 


Ser 


His 


1 le 



Asn 


Gin 


Leu 


Leu 




10 






Val 


Thr 


Glu 


Ser 


25 








Gly 


Ala 


Thr 


Val 


Arg 


Glu 


Lys 


Leu 








60 


1 le 


Tyr 


Phe 


Val 






75 




Arg 


Ser 


Val 


Asp 




90 






Gin 


Phe 


Lys Gin 


105 








Ala 


Gly 


Lys 


Leu 


Ala 


Ser 


Phe Lys 








140 


Ser 


Ser 


Lys 


Glu 






155 




Arg 


Asn 


Val 


Lys 




170 






Leu 


Asp 


Tyr Tyr 



Asp 


Val 


Asn 


Leu 






15 




Asp 


Leu 


Gly 


Ser 




30 






Pro 


Thr 


Gly 


Phe 


45 








Gly 


Ser 


Ser 


Cys 


1 le 


Ser 


Val 


Glu 








80 


Asn 


Leu 


Phe 


Val 






95 




Thr 


Lys 


Glu 


Glu 




110 






Pro 


Trp 


Ser 


Asn 


125 








Lys 


Lys 


Lys 


Ala 


Lys 


1 le 


Asn 


Asn 








160 


Lys 


Glu 


Phe 


Thr 






175 




Glu 


Asn 


Pro 


Ala 
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1 oo 


1 QO 
1 91/ 


1 1 c 


Lys 


n III 

u 1 U 


Aon \/o 1 
nop Va 1 


^Ar Thr* 1 aii Ma 

Oci 1 111 LcU lie u 1 y 


Aon Aon 1 am A 1 o Qak* ^\/o 
ASp ASP LcU A 1 a ocr OyS 










900 


90R 
ZuO 


Lys 


Aon 
nop 


m 11 

u 1 U 


TkiK" Aon 

1 nr nop 


(^\n Qa^ Qor* 1 wo 1 1 1 

u 1 u our Ocr Lyo u i u 


niii Thr- (^\it Pr-n ^In Val 

ulu inr ulu rro uin vai 




910 






91 R 

Z. 1 o 


990 


1 Ol 1 


Lys 


PhA 


nrg Va 1 


TkiK 0\/o Aon Aro* Alo 
1 nr V/yo noll nrg n 1 a 


^ 1 \# 1 II 1 x/o H 1 o P\/o PhA 

u 1 y u 1 u Lys n i o oys me 


£.£-0 








9*^0 


9*^^ 9A0 
zoo Z*fU 


Thr 
1 111 




Aon 
noil 


n 1 11 Ala 
u 1 U Ala 


A 1 o Ai^cr Aon PkiA ^ 1 \/ 
n 1 a nrg nop mc u 1 y 


n 1 u A 1 ^ \/o 1 1 n Aon Ti/r* 

uiy Ala Val uin Asp 1 yr 










9R0 


9^^ 
ZOO 


rrie 


Lys 


Trn 
1 rp 


1 uo A 1 o 
Lyo n 1 a 


Aon XkiK* Aon Pha 

nop ific L 1 nr nsn rne 


Aon \/o 1 ^ 1 1 1 \/o 1 1 Ai 1 1 Ai 1 
ASp Val UlU Val LeU LeU 












970 

z / w 


no 11 


1 Ia 


H i Q 
n 1 o 


Aon Aon 
nop noil 


u 1 U Va 1 lie Va 1 u 1 y 


1 1 A A 1 o 1 All Thr- ^ 1 1 1 ^ 1 1 1 
lie Ala LcU inr UlU UlU 










9RO 


ZoO 




L6U 


n 1 s 


nrg nrg 


Aon 1 Ia Thr- Hio Pho 

nsn lie 1 nr n i s rne 


fl \ \t Pr-n Thr- Thr- 1 aii Ar*rr 

Uiy rro inr inr Leu Arg 










9Q^ 


'^OO 


oci 


Thr 
1 III 


1 Ol 1 

LCU 


A 1 ck T\/i»* 
n 1 a 1 y r 


1 v/ IUIo+ 1 ail Ak^flT 1 All 
U 1 y McT. LcU nrg LcU 


^\/o Aon Pr-n 1 aii Pr*n T'\/r' 

oys Asp rro Leu rro i yr 


OV/vl 








H 0 
O 1 u 


'^I'ii ^^90 

O 1 O OZvl 


Mop 


1 Ia 


1 Ia 
1 1 c 


Wo 1 Aon 
Va 1 nop 


Pr-n MA-h Pwc 1 m Thr- 

rro ivic L uys u i y i nr 


Alo Ma Pr-n Ma 1 ii 

Uiy Ala lie rro lie u i u 












ooo 


u 1 y 


A 1 o 
n 1 a 


Thr- 

1 nr 


u 1 u 1 rp 


Qak* Aon /^\/o PhA l-l 1 o 

oer Asp oys rne n i s 


1 1 A A 1 o K \ \i Aon Aon Ac^n 

lie Ala Uiy Asp Asn Asn 










OHO 


mo 

OOU 


r r O 


LcU 


A 1 Q 

n 1 a 


\/o 1 Aon 
Va 1 nSn 


Ai^flT A 1 o A 1 o Aon Aon 
nrg nla Ala ASH ASn 


1 1 A A 1 O ^Al^ 1 Ai i 1 AI 1 Tl^^ 

lie Ala oer Leu Leu i nr 










OOU 


ooo 


Lys 


^Ar 


u 1 n 


1 1 A 1 \/0 

1 1 e Lys 


1 1 1 n 1 \/ 1 \/o PK-n Cak- 

uiu uiy Lys rro oer 


Tk^n 1 %/ 1 AI 1 1 1 A A on 

1 rp u 1 y Leu rro i i e Asp 




O i\J 






o /o 


OOU 


A 1 ^ 


Va 1 


n 1 n 

u 1 n 


1 Aon 

1 rp Asp 


1 1 A O\#o Aon 1 Al 1 Dt^/S 

1 le uys Asn Leu rro 


Leu Arg 1 nr u i y oer va i 


ooo 








o^u 


'^QR AOO 
090 H\J\J 


Aon 


1 1 A 

1 1 6 


1 1 A 


Ma 1 Thr- 

va 1 1 nr 


Aon 1 Ai i Di^n PkiA ^ i i# 

Asp Leu rro rne u i y 


1 %/o At^cr Ma^ 1 \M Oa^ 1 \/o 

Lys Arg me L u i y oer Lys 








H-UO 


A1 0 

H 1 U 


*f 1 o 


1 \/ o 

Lys 


ni g 


Asn 


1 fn Aon 

1 rp Asn 


1 Ai 1 Tif Dt^n A 1 o i^ifo 

LCU 1 yr rro Aia uys 


1 Ai 1 A^tT ^ 1 i 1 Ma^ Qa^ A^^ 

Leu Arg u 1 u mex oer Arg 








490 


A9^ 


HOU 


va 1 


oys 


1 nr 


rrO inr 


Thi* n 1 \/ Avrr Al4 M'nl 

1 nr u 1 y Arg a i a va i 


Leu Leu 1 nr u i n Asp i nr 






435 




440 


445 


Lys 


Cys 


Phe 


Thr Lys 


Ala Leu Ser Gly Met 


Gin His Val Trp Arg Lys 




450 






455 


460 


Val 


Asp 


Thr 


Val Trp 


Val Asn Val Gly Gly 


Leu Arg Ala Ala Val Tyr 


465 








470 


475 480 


Val 


Leu 


1 le 


Arg Thr 


Pro Gin Ala Phe Val 


His Pro Ser Glu Gin Asp 








485 


490 


495 


Gly 


Glu 


Ser 


Gly Thr 


Leu Trp Gin Cys Lys 


Glu 








500 


505 





<210> 12187 
<211> 2978 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (517), . (1371) 
<400> 12187 

gtacaaaacc ggagcctcgg gccgggctgc gtgagggagg agggttcatc atgcctagtg 60 
gcgtataaga agaccccgcc accggtccct ccacgcacca cttcaaagcc gttcatctca 120 
gtcacagtcc agagcagtac tgagtctgcc caggacacct acctggacag ccaggaccac 180 
aagagcgagg tgactagccg gtcgggcctg agcaactcgt cggacagcct ggacagcagt 240 
acccgaccgc ccagcgtgac acggggtgga gtcgccccag cccctgaggc cccagagcca 300 
cccccaaaac atgcagctct gaaaagtgaa caagggacgc tgaccagctc tgagtcccac 360 
cccgaggccg cccccaaaag gaaactgtca tcgataggaa tacaagttga ctgcattcag 420 
ccagtgccaa aagaggagcc cagtcccgct accaaattcc agtccatcgg ggttcaggta 480 
gaggacgact ggcgaagcag cgtcccctct cacagtatgt cctcccgacg ggacacagac 540 
tcggataccc aggatgccaa tgactcaagc tgcaagtcat ctgagaggag cctcccggac 600 
tgtacccctc accccaactc catcagcatc gatgccggtc cccggcaggc ccccaagatt 660 
gcccagatca agcgcaacct ctcctatgga gacaacagcg accctgccct agaggcgtcc 720 
tcgctgcccc cacccgaccc ctggctcgag acctcctcca gctccccagc agagccggca 780 
cagccagggg cctgccgccg agacggctac tggttcctaa agctactgca ggcagaaaca 840 
gagcggctgg aaggctggtg ctgccagatg gacaaggaga ccaaagagaa caacctctct 900 
gaagaagtct taggaaaagt cctcagtgct gtgggcagtg cccagctact gatgtcccag 960 
aaattccagc agttccgggg cctctgtgag caaaacttga accctgatgc caacccacgc 1020 
cccacagccc aggacctggc agggttctgg gacctgctac agctgtccat cgaggatatc 1080 
agcatgaagt tcgatgaact ctaccacctc aaggccaaca gctggcagct ggtggagacc 1140 
cccgagaaga ggaaggaaga gaagaaacca ccccctccgg tcccaaagaa gccagccaaa 1200 
tccaagccgg cagtgagccg cgacaaggcc tcagacgcca gcgacaagca gcgccaggag 1260 
gcccgcaaga gactcctggc ggccaagcgg gcagcttctg tgcggcagaa ctcagccacc 1320 
gagagcgcag acagcatcga gatttatgtc ccggaggccc agaccaggct ctgagaccat 1380 
gcaggaggaa agaaacgatt ttaaatcatt aaaaacacaa aaactaagtg cgaacggaac 1440 
agagttttct caacctttgc tatggttatt ctgtctagag accctgagcc aactttcaaa 1500 
ttgacgcata caagggctca caatttggct tttttgggtc cctcccagct ttaggttatg 1560 
aagattttac tcacaaaaaa aatcaacaaa aatcacgaaa ctagaaaact ttttttttcc 1620 
tcttgctggc cgtggtggac tagatagatg gacgtcggca actcccggcc cagcctccat 1680 
actgcggtct ttttactcgt tctatctgat gagaactcac actagcttgt ttacaagatg 1740 
acgacagtcc aagggcagcc ttgggcacct gccatgtccc tcctttcccc agctatcccc 1800 
gctctgacct tgattttcat tcttatgttt ttctcttttc ccttcagagc tcacacagtg 1860 
gtcaccattg tggcaagcgg ctttctgggt ctcagccctc tctgcggttg agggcccaga 1920 
ggacagagag atggacatgc gtcccctccc tccccccgcc aagtgctcac acacaacctc 1980 
acgcgcacac acacacacgc agatggaggc gcctcactgg gaggtgcccc gccagccctg 2040 
ggcagtgtca ggcaggactc actcaccgct gagcagatga gagaagtttt agtcttggcg 2100- 
ggtggaaatg agacgaagcc acagttatca cactccagac tcctgccctt ttattttctc 2160 
cagccccttc ttccttcagc aaaatctagg actcccgagt ggcttccagg gggccgtcag 2220 
tcctcagccg cgcctgtgtc cggtgcccga ggggcgggcg gcggtgtctg tatgtatgtg 2280 
tacatatgca catagacctt agagtgtata gttaacaaac gcccatctgc tcacccatgc 2340 
ccacccagcg ccgccgccgc tggctctcgg ggcacctggc aggaggcggg tgtgtgaata 2400 
gcatatattt ttacatgtac tatatctagg tgtgtgtaca agtgtgtgta aaaatatata 2460 
ccttgtgtgt aagcagccct tttttttttc ggtctccacc cccctccccc cgccccgcac 2520 
tcctaagggc ccatctgccc agcctctgag ttttctgttc tatttttttt ttaaccccaa 2580 
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ttatccttct ctctctcctg cccccgcatc 
gcaatggccc gggcctgcag ggcggggtag 
ctcagtacct gaggggctgc tctatgctgt 
tcttggctgg cgcttgctgc aggggggacc 
tgctccgggg cccatttcca gcttggccgc 
tctgtgtgcc tcaacttcct cctctgtaaa 
acaggcatgt tgtgagaata aatgaggtaa 



ccactcccag ggtgtcacga gccctgagct 2640 
gggagggcag gggctcagcc ccgaagccag 2700 
gtatgcgcct ctctggcatc cgagacatcc 2760 
ccccccccgt ccccaggtga accaagggtc 2820 
cgtctgtgac cttgggcaag tcacttgacc 2880 
acggggacag tccctgcccc tccctacctc 2940 
cgtgtacc 2978 



<210> 12188 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 12188 



Mo-h 

ifiex 


oer oer Arg Arg 


Asp 


1 nr 


Asp 


oer 


Asp 


1 nr u 1 n Asp a i a Asn asp 


1 


o 










1 U 


1 c 

1 o 


oer 


oer oys Lys oer 


oer 


U 1 u 


Arg 


oer 


Leu 


rro Asp oys inr rro nis 
















oU 


rr o 


Asn oer i i e oer 


1 1 a 

1 1 e 


Asp 


A 1 o 
A 1 3 


u 1 y 


rro 


Arg u 1 n Ala rro Lys i i e 










4U 








A 1 ck 


1 n 1 1 A 1 I/O A^nr 

u 1 n lie i_ys Arg 


Asn 


Leu 


oer 


Tyr 


u 1 y 


Ackr\ Ac^n Af^n Dt^A A 1 

Asp Asn oer Asp rro Aia 




Rn 




DO 












13 1 u Ala oer oer 


1 Ol 1 

Leu 


rro 


rro 


rro 


Asp 


rro 1 rp Leu u i u i nr oer 


65 




70 










75 80 


Ser 


Ser Ser Pro Ala 


Glu 


Pro 


Ala 


Gin 


Pro 


Gly Ala Cys Arg Arg Asp 




85 










90 


95 


Gly 


Tyr Trp Phe Leu 


Lys 


Leu 


Leu 


Gin 


Ala 


Glu Thr Glu Arg Leu Glu 




100 








105 




110 


Gly 


Trp Cys Cys Gin 


Met 


Asp 


Lys 


Glu 


Thr 


Lys Glu Asn Asn Leu Ser 




115 






120 






125 


Glu 


Glu Val Leu Gly 


Lys 


Val 


Leu 


Ser 


Ala 


Val Gly Ser Ala Gin Leu 




130 




135 








140 


Leu 


Met Ser Gin Lys 


Phe 


Gin 


Gin 


Phe 


Arg 


Gly Leu Cys Glu Gin Asn 


145 




150 










155 160 


Leu 


Asn Pro Asp Ala 


Asn 


Pro 


Arg 


Pro 


Thr 


Ala Gin Asp Leu Ala Gly 




165 










170 


175 


Phe 


Trp Asp Leu Leu 


Gin 


Leu 


Ser 


1 le 


Glu 


Asp 1 1 e Ser Met Lys Phe 




180 








185 




190 


Asp 


Glu Leu Tyr His 


Leu 


Lys 


Ala 


Asn 


Ser 


Trp Gin Leu Val Glu Thr 




195 






200 






205 


Pro 


Glu Lys Arg Lys 


Glu 


Glu 


Lys 


Lys 


Pro 


Pro Pro Pro Val Pro Lys 




210 




215 








220 


Lys 


Pro Ala Lys Ser 


Lys 


Pro 


Ala 


Val 


Ser 


Arg Asp Lys Ala Ser Asp 


225 




230 










235 240 


Ala 


Ser Asp Lys Gin 


Arg 


Gin 


Glu 


Ala 


Arg 


Lys Arg Leu Leu Ala Ala 




245 










250 


255 


Lys 


Arg Ala Ala Ser 


Val 


Arg 


Gin 


Asn 


Ser 


Ala Thr Glu Ser Ala Asp 
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Ser I le 



Glu 
275 



260 
I le 



Tyr Val Pro 



Glu 
280 



265 
Ala 



270 



Gin 



Thr Arg Leu 
285 



<210> 12189 
<211> 1526 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15). . (740) 

<400> 12189 

tttoagcaga tggaatgcgt ttggctctgg ctgatgotgg tgaoactgta gaagatgoca 60 
actttgtgga agccatggca gatgcaggta ttctccgtct gtacacctgg gtagagtggg 120 
tgaaagaaat ggttgccaac tgggacagcc taagaagtgg tcctgccagc actttcaatg 180 
atagagtttt tgccagtgaa ttgaatgcag gaattataaa aacagatcaa aactatgaaa 240 
agatgatgtt taaagaagct ttgaaaacag ggttttttga gtttcaggcc gcaaaagata 300 
agtacogtga attggotgtg gaagggatgc aoagagaaot tgtgttcogg tttattgaag 360 
ttcagacact tctcctcgot ccattctgtc cacatttgtg tgagcacatc tggacactcc 420 
tgggaaagcc tgactcaatt atgaatgctt catggcctgt ggcaggtcct gttaatgaag 480 
ttttaataca otootcacag tatcttatgg aagtaacaca tgaccttaga ctacgactca 540 
agaactatat gatgccagct aaagggaaga agactgacaa acaacccctg cagaagccct 600 
cacattgcac catctatgtg gcaaagaact atocaccttg gcaacataoc accctgtotg 660 
ttotacgtaa acactttgag gocaataacg gaaaactgcc tgacaacaaa gtcattgcta 720 
gtgaactagg cagtatgcca taaotgaaga aatacatgaa gaaagtcatg ccatttgttg 780 
ccatgattaa ggaaaatctg gagaagatgg ggcctcgtat tctggatttg caattagaat 840 
ttgatgaaaa ggctgtgctt atggagaata tagtctatct gactaattcg cttgagctag 900 
aacacataga agtcaagttt gcctccgaak cagaagataa aatoagggaa gactgctgtc 960 
ctgggaaacc acttaatgtt tttagaatag aacotggtgt gtocgtttct ctggtgaatc 1020 
cocagccatc caatggccac ttctcaacca aaattgaaat caggcaagga gataactgtg 1080 
attccataat caggogttta atgaaaatga atogaggaat taaagacctt tccaaagtga 1140 
aactgatgag atttgatgat ccactgttgg ggcctcgacg agtccctgtc ctgggaaagg 1200 
agtacaccga gaagaccccc atttctgagc atgctgtttt caatgtggao ctcatgagca 1260 
agaaaattca tctgactgag aatgggataa gggtggatat tggcgataca ataatctatc 1320 
tggttcatta aactcatgca cattggagat ttatcctggt ttcttaggaa tactactact 1380 
ctgattgtgt ctactgattg gctatcagaa cottaggctg gacctaaata gattgatttc 1440 
atttctaacc atcoaattct gcatgtattc ataattotat caagtcatct ttgattcctg 1500 
gacctaataa attttttttc cctttc 1526 



<210> 12190 
<211> 242 
<212> PRT 

<213> Homo sapiens 
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12191 
2667 
DNA 

Homo sapiens 

<220> 
<221> CDS 

<222> (222) . . (2435) 
<400> 12191 

tacttttoct gttggaactt ctgacctgtc agaaagattt taccaattat tttggacacc 60 
tggaaggctg tggtgctgat otacaoaaag aaattcgaga cacttactat caacttgttc 120 
tgtttttggt caaagcagtt aaaggattta gtagoctaaa tgacaggtcc ttgctccctg 180 



<210> 
<211> 
<212> 
<213> 
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ccttatcctg tgttcagaca gccctgcttc atcttttgga tatgggctgg gaacccaatg 240 
atctcgcctt ctttgttgat attcagttac cagatctcct catgaaaatg tcacaggaga 300 
atataagtgt ccatgacagt gtgatcagcc aatggagtga agaagatgag cttgctgatg 360 
ccaagcagaa ttcagaatgg atggatgagt gtcaggatgg catgtttgag gcctggtatg 420 
aaaaaatagc ccaggaagat ccagagaagc agaggaaaat gcacatgttc attgctcgct 480 
actgtgacct gttaaatgtg gacatctctt gtgatgggtg tgatgagatt gccccctggc 540 
atcgataccg ctgtctgcag tgcagcgaca tggatctctg caaaacttgc ttcctaggtg 600 
gggtgaagcc tgagggccac ggagacgacc atgaaatggt caacatggag tttacctgtg 660 
accactgcca gggtttgatc ataggccgga ggatgaactg caatgtttgc gatgactttg 720 
atctttgcta cggatgctat gcagcgaaga aatactccta cggccatttg cctacccaca 780 
gcatcacggc ccacccaatg gtaaccattc ggatcagtga ccggcagagg ctcatccagc 840 
catatatcca taactactcc tggctgctct ttgctgccct ggctctctat agcgcccacc 900 
tggccagtgc agaggatgtg gatggggaga agctggaccc ccagacgcac agcagtgcca 960 
ccaccctgcg gagccagtgc atgcagctcg tcggggactg tctgatgaag gctcatcagg 1020 
gaaaaggcct taaagctcta gctttgctgg gtgtattgcc agatggggac tcgagcctag 1080 
aagatcaggc cctaccagtc actgtgccca ccggagcgtc agaggagcag ctagagaaga 1140 
aagctgtcca gggtgctgag ctgtcagaag caggcaatgg aaagagagct gttcatgagg 1200 
aaatcagacc tgtagatttc aagcagagaa ataaggcaga taaaggtgta tcattatcga 1260 
aggatccttc atgccagacc caaatttcag attcacctgc agatgctagc ccacctacag 1320 
gacttccaga tgctgaagat tcagaagtgt catctcagaa gcccatagag gaaaaagcag 1380 
ttactccaag ccctgagcaa gtgtttgctg agtgttccca gaagaggatt ttgggattac 1440 
tagcagccat gttacctccc ttaaagtcgg gccccacggt tcccctgata gacctggagc 1500 
acgtccttcc actcatgttt caggttgtca tctcaaacgc aggccacctg aatgaaacct 1560 
accatctcac cctgggtctt ctcggccagt taattatccg tcttttgcca gcagaggtag 1620 
acgccgcagt gatcaaagtc ctctcagcca aacacaacct gtttgctgca ggggacagtt 1680 
ccattgtgcc agatggctgg aaaaccaccc acctgctctt tagcctggga gctgtgtgtc 1740 
tggacagccg ggtgggcttg gactgggcgt gctccatggc agagatcctg cggtcactca 1800 
acagtgcccc actgtggcgt gatgtcattg ccaccttcac agaccactgc atcaagcagc 1860 
tgccattcca gctgaagcac accaacatct tcaccctgct cgtgctggtt ggcttccccc 1920 
aggtcctctg tgtgggaacc cgctgcgttt atatggataa tgccaatgaa ccccataatg 1980 
tgatcatctt gaagcacttt actgagaaga acagggctgt gattgttgat gtcaaaactc 2040 
ggaagaggaa aacagtgaag gactaccagc tggtccagaa gggaggagga caagagtgtg 2100 
gtgactctcg ggcccagctg agccagtact cccagcactt tgcctttatc gccagtcacc 2160 
ttctgcaaag cagcatggac agccattgtc ccgaggcagt agaagcaact tgggtcctgt 2220 
ccctggccct gaaaggattg tataaaacac taaaggctca cggttttgag gagatccgtg 2280 
ctactttcct tcagaccgat ttgctgaagt tgctggtgaa aaagtgcagc aaagggactg 2340 
gctttagtaa aacgtggctc ctccgggacc tggaagtaag agacgagagg gactcctgct 2400 
cctctttcct ggtgcagatg tgctggccta ggagttagaa gcatcaccga gttccagctg 2460 
cttctgccct gtgcacactc ctttagtaca gtgttgaaaa ctcccttgct tctgtattcc 2520 
ctgttggaaa tagggattat gacacctgtc tacccctgtc agggaaaatg aatttaatgt 2580 
ttgttcaaag aacagtggaa gagaagcatt ttatggaaac acatgattaa ccattatatc 2640 
atggtaataa agtataccct tgaattc 2667 



<210> 12192 
<211> 738 
<212> PRT 

<213> Homo sapiens 
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<400> 12192 
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Pro Asp Ala Glu Asp Ser Glu Val 

370 375 
Lys Ala Va I Thr Pro Ser Pro G I u 
385 390 
Lys Arg I le Leu Gly Leu Leu Ala 
405 

G I y Pro Thr Va I Pro Leu 1 1 e Asp 
420 

Phe Gin Val Val Me Ser Asn Ala 
435 440 
Leu Thr Leu Gly Leu Leu Gly Gin 

450 455 
Glu Val Asp Ala Ala Val Me Lys 
465 470 
Phe Ala Ala Gly Asp Ser Ser Me 
485 

His Leu Leu Phe Ser Leu Gly Ala 
500 

Leu Asp Trp Ala Cys Ser Met Ala 
515 520 
A I a Pro Leu Trp Arg Asp Va I Me 

530 535 
Lys Gin Leu Pro Phe Gin Leu Lys 
545 550 
Val Leu Val Gly Phe Pro Gin Val 
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Tyr Met Asp Asn Ala Asn Glu Pro 
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Phe Thr Glu Lys Asn Arg Ala Val 
595 600 
Arg Lys Thr Val Lys Asp Tyr Gin 

610 615 
Glu Cys Gly Asp Ser Arg Ala Gin 
625 630 
Ala Phe lie Ala Ser H I s Leu Leu 
645 

Pro Glu Ala Val Glu Ala Thr Trp 
660 

Leu Tyr Lys Thr Leu Lys Ala His 
675 680 
Phe Leu Gin Thr Asp Leu Leu Lys 

690 695 
Gly Thr Gly Phe Ser Lys Thr Trp 
705 710 
Asp Glu Arg Asp Ser Cys Ser Ser 
725 

Arg Ser 



Ser Ser Gin Lys 
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Ala Met Leu Pro 
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Gin Ser Ser Met 
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Gly Phe Glu Glu 
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Leu Leu Arg Asp 
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Phe Leu Val Gin 
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Pro I le Glu Glu 

Glu Cys Ser Gin 
400 

Pro Leu Lys Ser 
415 

Leu Pro Leu Met 
430 

Glu Thr Tyr His 
445 

Leu Leu Pro Ala 

Lys His Asn Leu 
480 

Trp Lys Thr Thr 
495 

Ser Arg Val Gly 
510 

Ser Leu Asn Ser 
525 

Asp H i s Cys I I e 

Phe Thr Leu Leu 
560 

Thr Arg Cys Val 
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1 1 e Leu Lys H i s 
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Lys Thr Arg Lys 
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Gly Gly Gly Gin 
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Asp Ser His Cys 
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<210> 12193 
<211> 2585 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> (53) . . (2260) 

<400> 12193 
actccggcct tggtggcggg tggctggogg 
acgcgcgttg aagctgctga coacactgct 
ggtcgagtcc gaggcaggat ggggcatggt 
cgcagcctac gcgogogggg actggcoogg 
ctcccgggca gccctccgcg cccttcgcct 
cccgtgggag ctggaccccg actggtccco 
cctgogcgac otgagcttct tcgggggcct 
cctcgggccg ccggccgccc actcgctcag 
gagcccctac aactaootgo aggtogoota 
tgctgcagca cacaccttct tcgtgggcaa 
agactattao oaaaccatgt ctggagtgaa 
accocatatg caagaatttc gactgggagt 
agctgtgccc cacctagagg cggcgctgca 
tgcoctctgc gaagggccct atgactacga 
cctcttccag gccatcacag atcattacat 
caoggagctt gcttccoaco oaagtcgaga 
ttataattat ctgcagtttg cctactataa 
tgccaagacc tatcttctct tcttccccaa 
ttatgcagct atgcttggag aagaacacac 
ggagtaccga cagcgaagcc tactggaaaa 
tggaattooc tttgtggato oggattcatg 
gcaagagaaa cagaagtcag aacgggaaac 
ccttatgaag gaaatcgaga cocttgtgga 
cagactgaco cgggaaggtg gccccctgct 
caaactcctg aatggttccc agcgggtggt 
tcaggagctg cagagaotga coaatgtggc 
gacctcccca catactccca atgaaaagtt 
gctggggcaa gaaggcaaag ttcotctgca 
gaaggtgcgg cgcatcatgg agtcctactt 
ctctcatctg gtgtgccgca ctgooatoga 
toatcoagtc oacgtggaca actgcatcct 
gcccccagcc tacaccttcc gcgactacag 
tggcggaaac ttttatttca otgaactgga 
tcagtgtgga agagccgtgg gattctcttc 
tgtoaccagg gggcagogot gtgooatcgc 
cgagcgggao agggtgcagg cagatgacct 
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ttccgttagg tctgagggag cgatggcggt 60 
ggctgtcgtg gccgctgcct cccaagccga 120 
gacgcctgat ctgctcttcg ccgaggggac 180 
ggtggtcotg agoatggaac gggcgotgcg 240 
gcgctgccgc acccagtgtg ccgccgactt 300 
cagccoggcc caggcctcgg gogccgocgc 360 
tctgcgtcgc gctgcotgcc tgcgccgctg 420 
cgaagagatg gagctggagt tccgcaagcg 480 
ottcaagato aacaagttgg agaaagctgt 540 
toctgagcac atggaaatgc agcagaacct 600 
ggaggccgac ttcaaggato ttgagactca 660 
gcgactctac tcagaggaac agccacagga 720 
agaatacttt gtggcctatg aggagtgccg 780 
tggctacaac taccttgagt acaacgotga 840 
ccaggtcctc aactgtaagc agaactgtgt 900 
gaagccottt gaagacttcc tcccatcgca 960 
oattgggaat tatacacagg ctgttgaatg 1020 
tgacgaggtg atgaaccaaa atttggccta 1080 
oagatccatc ggccccogtg agagtgccaa 1140 
agaactgctt ttcttcgctt atgatgtttt 1200 
gactccagaa gaagtgattc ccaagagatt 1260 
agccgtacgc atctcccagg agattgggaa 1320 
agagaagaoo aaggagtcac tggatgtgag 1380 
gtatgaaggc atcagtctca ccatgaacto 1440 
gatggacggc gtaatctctg accacgagtg 1500 
agoaacctoa ggagatggct aocggggtca 1560 
ctatggtgtc actgtcttca aagccctcaa 1620 
gagtgcooao ctgtactaca aogtgacgga 1680 
ccgcctggat acgcccctct acttttccta 1740 
agaggtocag goagagagga aggatgatag 1800 
gaatgccgag accctcgtgt gtgtcaaaga 1860 
cgccatcctt tacctaaatg gggacttcga 1920 
tgccaagacc gtgacggcag aggtgcagcc 1980 
aggcactgaa aacccacatg gagtgaaggc 2040 
cctgtggttc accctggacc ctcgacacag 2100 
ggtgaagatg ctcttcagcc cagaagagat 2160 
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ggacctctcc caggagcagc ccctggatgc 
gtctctctca ggcagtgaat cgaagcccaa 
ggatgggtga ctagacccat ggagaggaac 
ggggctgcag agcagtgagc ctacatctgc 
ttctacatgg tgctactgct cttggagtgg 
ggctgagggc tcaggacaca ggcccagcca 
acagcgatac agtacttaag tgtctgtgta 
ttttt 



<210> 12194 

<211> 736 

<212> PRT 

<213> Homo sapiens 



ccagcagggo occcccgaac ctgcacaaga 2220 
ggatgagcta tgacagcgtc caggtcagao 2280 
tcttotgoac tctgagctgg ccagcccctc 2340 
cactcagccg aggggaccct gctcacagcc 2400 
acatgacoag acacogcacc ccotggatct 2460 
cccccagggg cctccacagg ccgctgcata 2520 
gacaacoaaa gaataaatga ttcatggttt 2580 

2585 



<400> 12194 
Met Ala Val Arg 
1 

Ala Ala Ala Ser 
20 

Val Thr Pro Asp 
35 

Gly Asp Trp Pro 
50 

Arg Ala Ala Leu 
65 

Ala Asp Phe Pro 

Gin Ala Ser Gly 
100 

Leu Leu Arg Arg 
115 

Ala His Ser Leu 
130 

Pro Tyr Asn Tyr 
145 

Lys Ala Val Ala 

Met Glu Met Gin 
180 

Lys Glu Ala Asp 
195 

Phe Arg Leu Gly 
210 

Val Pro His Leu 
225 

Glu Cys Arg Ala 



A 1 4 

A 1 a 


Leu 


Lys 


Leu 


c 
D 








u 1 n 


A 1 a 


nil! 
u 1 u 


va 1 


Leu 


Leu 


rne 


A 1 o 

A 1 a 










Gly 


Val 


Val 


Leu 






55 




Arg 


Ala 


Leu 


Arg 




70 






Trp 


Glu 


Leu 


Asp 


85 








Ala 


Ala 


Ala 


Leu 


Ala 


Ala 


Cys 


Leu 








120 


Ser 


Glu 


Glu 


Met 






135 




Leu 


Gin 


Val 


Ala 




150 






Ala 


Ala 


His 


Thr 


165 








Gin 


Asn 


Leu 


Asp. 


Phe 


Lys 


Asp 


Leu 








200 


Val 


Arg 


Leu 


Tyr 






215 




Glu 


Ala 


Ala 


Leu 




230 






Leu 


Cys 


Glu 


Gly 



Leu 


Thr 


Thr Leu 




1 n 
1 u 




U 1 u 


oer 


ft 1 1 1 A 1 o 

u 1 u Aia 


ZD 






ll 1 U 


u 1 y 


1 nr A 1 a 


Ser 


Met 


Glu Arg 






60 


Leu 


Arg 


Cys Arg 






75 


Pro 


Asp 


Trp Ser 




90 




Arg 


Asp 


Leu Ser 


105 






Arg 


Arg 


Cys Leu 


Glu 


Leu 


Glu Phe 






140 


Tyr 


Phe 


Lys 1 1 e 






155 


Phe 


Phe 


Val Gly 




170 




Tyr 


Tyr 


Gin Thr 


185 






Glu 


Thr 


Gin Pro 


Ser 


Glu 


Glu Gin 






220 


Gin 


Glu 


Tyr Phe 






235 


Pro 


Tyr 


Asp Tyr 




250 





Leu 


A 1 <% 

A 1 a 


va 1 


va 1 






15 




Gly 


Trp 


Gly 


Met 










A 1 o 

A 1 a 


Tyr 


A 1 o 

A 1 a 


Arg 


HO 








Ala 


Leu 


Arg 


Ser 


Thr 


Gin 


Cys 


Ala 








80 


Pro 


Ser 


Pro 


Ala 






95 




Phe 


Phe 


Gly 


Gly 




110 






Gly 


Pro 


Pro 


Ala 


125 








Arg 


Lys 


Arg 


Ser 


Asn 


Lys 


Leu 


Glu 








160 


Asn 


Pro 


Glu 


His 






175 




Met 


Ser 


Gly 


Val 




190 






His 


Met 


Gin 


Glu 


205 








Pro 


Gin 


Glu 


Ala 


Val 


Ala 


Tyr 


Glu 








240 


Asp 


Gly 


Tyr 


Asn 






255 
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Tyr Leu Glu 

I le Gin Val 

275 

His Pro Ser 

290 
Asn Tyr Leu 
305 

Val Glu Cys 

Met Asn Gin 

Thr Arg Ser 
355 

Ser Leu Leu 

370 
1 I e Pro Phe 
385 

Lys Arg Leu 

I le Ser Gin 

Glu Glu Lys 
435 

Gly Gly Pro 

450 
Leu Leu Asn 
465 

His Glu Cys 

Gly Asp Gly 

Phe Tyr Gly 
515 

Lys Va I Pro 

530 
Val Arg Arg 
545 

Phe Ser Tyr 

Ala Glu Arg 

Leu Asn Ala 
595 

Phe Arg Asp 

610 
Gly Asn Phe 
625 



Tyr Asn Ala 
260 

Leu Asn Cys 

Arg Glu Lys 

Gin Phe Ala 
310 

Ala Lys Thr 

325 
Asn Leu Ala 
340 

Me Gly Pro 

Glu Lys Glu 

Val Asp Pro 
390 

Gin Glu Lys 

405 
Glu I le Gly 
420 

Thr Lys Glu 

Leu Leu Tyr 

Gly Ser Gin 
470 

Gin Glu Leu 

485 
Tyr Arg Gly 
500 

Val Thr Val 

Leu Gin Ser 

I le Met Glu 
550 

Ser His Leu 

565 
Lys Asp Asp 
580 

Glu Thr Leu 

Tyr Ser Ala 

Tyr Phe Thr 
630 



Asp Leu Phe Gin 
265 

Lys Gin Asn Cys 
280 

Pro Phe Glu Asp 
295 

Tyr Tyr Asn I I e 

Tyr Leu Leu Phe 
330 

Tyr Tyr Ala Ala 
345 

Arg Glu Ser Ala 
360 

Leu Leu Phe Phe 
375 

Asp Ser Trp Thr 

Gin Lys Ser Glu 
410 

Asn Leu Met Lys 
425 

Ser Leu Asp Val 
440 

Glu Gly Me Ser 
455 

Arg Val Val Met 

Gin Arg Leu Thr 
490 

Gin Thr Ser Pro 
505 

Phe Lys Ala Leu 
520 

Ala His Leu Tyr 
535 

Ser Tyr Phe Arg 

Val Cys Arg Thr 
570 

Ser His Pro Val 
585 

Val Cys Val Lys 
600 

I le Leu Tyr Leu 
615 

Glu Leu Asp Ala 



Ala Me Thr 

Val Thr Glu 
285 

Phe Leu Pro 

300 
Gly Asn Tyr 
315 

Phe Pro Asn 

Met Leu Gly 

Lys Glu Tyr 
365 

Ala Tyr Asp 

380 
Pro Glu Glu 
395 

Arg Glu Thr 

Glu I le Glu 

Ser Arg Leu 
445 

Leu Thr Met 

460 
Asp Gly Val 
475 

Asn Val Ala 

His Thr Pro 

Lys Leu Gly 
525 

Tyr Asn Val 

540 
Leu Asp Thr 
555 

Ala I le Glu 

His Val Asp 

Glu Pro Pro 
605 

Asn Gly Asp 

620 
Lys Thr Val 
635 



Asp His Tyr 
270 

Leu Ala Ser 

Ser His Tyr 

Thr Gin Ala 
320 

Asp Glu Val 

335 

Glu Glu His 
350 

Arg Gin Arg 

Val Phe Gly 

Val I le Pro 
400 

Ala Val Arg 

415 
Thr Leu Val 
430 

Thr Arg Glu 

Asn Ser Lys 

I le Ser Asp 
480 

Ala Thr Ser 

495 
Asn Glu Lys 
510 

Gin Glu Gly 

Thr Glu Lys 

Pro Leu Tyr 
560 

Glu Val Gin 

575 
Asn Cys I I e 
590 

Ala Tyr Thr 

Phe Asp Gly 

Thr Ala Glu 
640 
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Vf) 1 H 1 n Prn 

Val ulil riU 


n 1 n 


five 


u 1 y r\i g n 1 a 






645 




Asn Pro His 


Gly 


Val 


Lys Ala Val 




660 






Ala Leu Trp 


Phe 


Thr 


Leu Asp Pro 


675 






680 


Gin Ala Asp 


Asp 


Leu 


Val Lys Met 


690 






695 


Leu Ser Gin 


Glu 


Gin 


Pro Leu Asp 


705 






710 


Ala Gin Glu 


Ser 


Leu 


Ser Gly Ser 



725 



Val Gly Phe Ser Ser Gly Thr Glu 

650 655 
Thr Arg Gly Gin Arg Cys Ala I le 
665 670 
Arg His Ser Glu Arg Asp Arg Val 
685 

Leu Phe Ser Pro Glu Glu Met Asp 
700 

Ala Gin Gin Gly Pro Pro Glu Pro 
715 720 
Glu Ser Lys Pro Lys Asp Glu Leu 
730 735 



<210> 12195 
<211> 2341 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (8). . (1687) 

<400> 12195 

gaatgaaatg actgttactc acatatttac 
agttggctat aatoaatttg gggaagtgat 
taacccagct gttagcagaa ttgttgaggc 
aaacaatact otaatgggga agcoaaoaga 
gggtcttgat ggaottcaac aagactacat 
goaaaagtgg atggctgtta agtgtgtaca 
ttttatgaaa ggtgcttacg aacaagtaat 
gcagaccttg aoaottaotc agoagcagag 
gggotoagog ggactcagag ttcttgcttt 
atttcttggc ttggtgggaa tcattgatcc 
aacactcatt gcctcaggag tatcaataaa 
agttgoaatc gccagtcgtc tgggattgta 
agaaatagat gcaatggatg ttcagcagct 
ttacagagct agcccaaggc acaagatgaa 
agttgtagco atgacaggag atggagtaaa 
tggagttgcg atgggccaga ctggtacaga 
agtggatgat gattttcaaa ccataatgtc 
taacattaaa aatttogtta gattccagct 
ctcattggot acattaatga actttcctaa 
oaatattatt atggatggac coccagctca 
tgtcattcgt aaacctcctc gcaaotggaa 
taaaatactt gtttoatcaa taatcattgt 
gctacgagac aatgtgatta cacotcgaga 
ttttgacatg ttcaatgcac taagttccag 



ttcagatggt ctgcatgctg aggttactgg 60 
tgttgatggt gatgttgttc atggattcta 120 
gggctgtgtg tgcaatgatg ctgtaattag 180 
aggggcctta attgctcttg caatgaagat 240 
cagaaaagct gaataccctt ttagctctga 300 
ccgaacacag caggacagac cagagatttg 360 
taagtactgt aotacatacc agagcaaagg 420 
agatgtgtac caacaagaga aggcacgcat 480 
ggcttctggt cctgaactgg gacagctgac 540^ 
acctagaact ggtgtgaaag aagotgttao 600 
aatgattact ggagattoao aggagactgc 660 
ttcoaaaact tcccagtcag tctcaggaga 720 
ttcacaaata gtaccaaagg ttgcagtatt 780 
aattattaag togotacaga agaacggtto 840 
tgatgcagtt gctctgaagg ctgcagacat 900 
tgtttgcaaa gaggcagcag acatgatcct 960 
tgcaatcgaa gagggtaaag ggatttataa 1020 
gagcaogagt atagcagcat taactttaat 1080 
tcctctcaat gccatgcaga ttttgtggat 1140 
gagccttgga gtagaaccag tggataaaga 1200 
agacagcatt ttgactaaaa acttgatact 1260 
ttgtgggact ttgtttgtct tctggcgtga 1320 
cacaacaatg accttcacat gctttgtgtt 1380 
atcccagacc aagtctgtgt ttgagattgg 1440 
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actctgcagt aatagaatgt tttgctatgc 
agttatttac tttcctccgc ttcagaaggt 
tctgttgttt cttttgggtc tcacctcatc 
ggttgaaagg agcagggaaa agatccagaa 
tgaagtatga tgcatattgc attattttat 
acttagaagg gcaagttcaa gaggatatga 
ctaaaaatga acattaatgt taaagactta 
aattatgcaa ctttgatatc atattccttg 
ctttataaag catatggtca gttatttaat 
acttaaagaa gtctaacagt acaaatacac 
atttttaaat attgtactat ttatggtggt 
taatcatttc aaaggcattc tatttggttt 
agctactgta tttccttttt cttgtaatgt 
ttgtatcaag ttttttgcac aggatgtgac 
tttgtgattg aaaagcctat actacaattt 
t 



agttcttgga tccatcatgg gacaattact 1500 
ttttcagact gagagcctaa gcatactgga 1560 
agtgtgcata gtggcagaaa ttataaagaa 1620 
gcatgttagt tcgacatcat catcttttct 1680 
ttgcaaacta ggaattgcag tctgaggatc 1740 
agatttgaga actttttaac tattcattga 1800 
agactttaac ctgctggcag tcccaaatga 1860 
atttaaattg gcttttgtga ttgagtgaaa 1920 
taaaaaggca aaacctgaac caccttctgc 1980 
tatctatctt agatagatgt attttttttt 2040 
ggggctttct tactaataca caaataaatt 2100 
agaagttgat tcccaggagt gccatatttc 2160 
aagcagctca gataccatgt gctatcattt 2220 
cactgtcaga tcactgttct tttctttctt 2280 
gaagtaaatt tttgtttttc ttagtaagtg 2340 

2341 



<210> 12196 
<211> 560 
<212> PRT 

<213> Homo sapiens 



<400> 12196 
Met Thr Val Thr 
1 

Thr Giy Val Gly 
20 

Val Val His Gly 
35 

Gly Cys Val Cys 
50 

Lys Pro Thr Glu 
65 

Asp Gly Leu Gin 

Ser Glu Gin Lys 
100 

Asp Arg Pro Glu 
115 

Lys Tyr Cys Thr 
130 

Gin Gin Gin Arg 
145 

Ala Gly Leu Arg 

Leu Thr Phe Leu 
180 



His 


1 le 


Phe 


Thr 


5 








Tyr 


Asn 


Gin 


Phe 


Phe 


Tyr 


Asn 


Pro 








40 


Asn 


Asp 


Ala 


Val 






55 




Gly 


Ala 


Leu 


1 le 




70 






Gin 


Asp 


Tyr 


1 le 


85 








Trp 


Met 


Ala 


Val 


1 le 


Cys 


Phe 


Met 








120 


Thr 


Tyr 


Gin 


Ser 






135 




Asp 


Val 


Tyr 


Gin 




150 






Val 


Leu 


Ala 


Leu 


165 








Gly 


Leu 


Val 


Gly 



Ser 


Asp 


Gly Leu 




10 




Gly 


Glu 


Val Me 


25 






Ala 


Val 


Ser Arg 


1 le 


Arg 


Asn Asn 






60 


Ala 


Leu 


Ala Met 






75 


Arg 


Lys 


Ala Glu 




90 




Lys 


Cys 


Val His 


105 






Lys 


Gly 


Ala Tyr 


Lys 


Gly 


Gin Thr 






140 


Gin 


Glu 


Lys Ala 






155 


Ala 


Ser 


Gly Pro 




170 




1 le 


1 le 


Asp Pro 


185 







His 


Ala 


Glu 


Val 






15 




Val 


Asp Gly 


Asp 




30 






1 le 


Val 


Glu 


Ala 


45 








Thr 


Leu 


Met 


Gly 


Lys 


Met 


Gly 


Leu 








80 


Tyr 


Pro 


Phe 


Ser 






95 




Arg 


Thr 


Gin 


Gin 




110 






Glu 


Gin 


Val 


1 le 


125 








Leu 


Thr 


Leu 


Thr 


Arg 


Met 


Gly 


Ser 








160 


Glu 


Leu Gly 


Gin 






175 




Pro 


Arg Thr 


Gly 




190 
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va 1 


Lys Glu Ala 


va 1 1 nr 


1 nr Leu i i e 


A 1 o 

A 1 a 


Ser Gly 


va 1 


oer 1 1 e Lys 






195 




9nn 
zuu 








zuo 




ffiex 


1 le Thr Gly 


Asp oer 


fX\n f^\tt Thv- 

u 1 n u 1 u 1 nr 


A 1 a 


Val 


Ala 


1 1 e 


A 1 A 0^%^ A ^ #v 

Aia oer Arg 




210 






91 R 
Z 1 O 






220 






Leu 


Gly 


Leu Tyr 


Ser Lys 


1 nr oer u i n 


oer 


Val 


Ser 


u 1 y 


u 1 u ti 1 u lie 








ZOU 






235 






9An 


Asp 


Ala Met Asp 


va 1 u 1 n 


/2 1 n 1 Al 1 Oa»« 

u 1 n Leu oer 


u 1 n 


1 le 


Val 


rro 


1 «<A 1/a 1 A 1 A 

Lys va 1 Aia 








OAR 




ORH 
ZOU 








ORR 
ZOO 


va 1 


Phe Tyr Arg 


Aia oer 


rro Arg n i s 


Lys 


Met Lys 


I 1 A 

I I e 


1 1 1 ^^^^^^ 

1 1 e Lys oer 






260 




OdR 

zoo 










97n 

Z /U 


Leu 


Gin Lys Asn 


u 1 y oer 


V/O 1 Ua I A 1 A 

va 1 va 1 Aia 


iviex 


Thr Gly 


Asp 


/2 1 %f %Ia 1 A AA 

u 1 y va 1 Asn 






275 




zoU 








OQR 
ZOO 




Asp 


Ala 


Val Ala 


Leu Lys 


A 1 A A 1 A A Ai^ 

Aia Aia Asp 


1 1 A 
1 1 e 


Gly Val 


A 1 o 

A 1 a 


iviex u 1 y 13 1 n 




290 






OQR 

zyo 






300 






1 nr 


Gly Thr Asp 


va 1 uys 


Lys b 1 u Aia 


A 1 o 

A 1 a 


Asp Met 


1 1 A 

1 1 e 


Leu va 1 Asp 








'Jin 






315 






Q9n 

OZU 


Asp 


Asp Phe Gin 


\ nr 1 1 e 


Ma4- Qi^v- A 1 n 

Mex oer Aia 


1 1 A 
1 1 e 


Glu 


Glu 


u 1 y 


1 \«A fi I \M 1 1 A 

Lys la 1 y lie 








uZO 




OOU 








OOO 


Tyr 


Asn 


Asn 1 le 


Lys Asn 


rne va i Arg 


rne 


Gin 


Leu 


CAr- 

oer 


1 nr oer i i e 






340 




'^AR 
o*l-0 










oOU 


A 1 o 

n \ a 


Ala 


Leu Thr 


Leu 1 1 e 


O A ^ 1 I A 1 A 

oer Leu Aia 


1 nr 


Leu 


Met 


Asn 


rne rro Asn 






355 




oOU 








opO 




rrO 


Leu 


Asn Ala 


Mex u 1 n 


1 1 e Leu Trp 


1 1 A 

1 1 e 


Asn 


1 le 


I 1 A 

I I e 


Ma-I- Aaa /I 1 

wiex Asp u 1 y 




370 






o/o 






380 






rro 


Pro 


Ala Gin 


Ser Leu 


u 1 y va 1 u 1 u 


D»»A 

rro 


Val 


Asp 


Lys 


AaA Wa 1 1 1 A 

Asp va 1 lie 














395 








Arg 


Lys 


Pro Pro 


Arg Asn 


Trp Lys Asp 


oer 


1 le 


Leu 


1 nr 


Lys Asn Leu 












^1 n 

H 1 u 








At R 
H 1 o 


1 1 e 


Leu 


Lys 1 1 e 


1 At 1 1 

Leu va 1 


Oa»* Oav 1 1 a 

oer oer i i e 


1 1 A 

1 1 e 


1 le 


Val 


oys 


u 1 y 1 nr Leu 






420 




AOR 
4ZO 










4oU 


rne 


Val 


Phe Trp 


Arg u 1 u 


Leu Arg Asp 


Asn 


Val 


1 le 


1 nr 


Pro Arg Asp 






435 












AAR 




1 nr 


Thr 


Met Thr 


rne inr 


L»ys rne va i 


rne 


Phe Asp 


ffiex 


rne Asn Aia 




450 






ARR 






460 






Leu 


Ser Ser Arg 


oer u 1 n 


I 1 Oa^ 

1 nr Lys oer 


va 1 


Phe 


Glu 


1 1 A 

1 1 e 


u 1 y Leu v/ys 














475 








oer 


Asn Arg Met 


rne oys 


T%/*- A 1 A \/a I 

1 yr Ala va i 


Leu 


Gly Ser 


1 1 A 

1 le 


Met fajy bin 








485 




490 








495 


Leu 


Leu 


Val Me 


Tyr Phe 


Pro Pro Leu 


Gin 


Lys Val 


Phe 


Gin Thr Glu 






500 




505 










510 


Ser 


Leu 


Ser 1 le 


Leu Asp 


Leu Leu Phe 


Leu 


Leu 


Gly 


Leu 


Thr Ser Ser 






515 




520 








525 




Val 


Cys 


1 le Val 


Ala Glu 


Me Me Lys 


Lys 


Val 


Glu 


Arg 


Ser Arg Glu 




530 






535 






540 






Lys 


Me Gin Lys 


His Val 


Ser Ser Thr 


Ser 


Ser 


Ser 


Phe 


Leu Glu Val 


545 






550 






555 






560 
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<210> 12197 
<211> 2766 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (198). . (1568) 
<400> 12197 

ctggaaaaag otcgcttgtc cccggaaocg 
gcggttagcc cgtcagtccc tgctctgtgc 
atotgatgag cttctttctt ctggoatoat 
tccttctaca ggtgtgtatg gctttcttag 
tggtgaatta ttacactoct attactcctc 
attccaatca cagagaactt aagactgaca 
cactgcaggc tgtoagtgcc gtcoaatcag 
atgaaggcac agtcctacct gggcagagcc 
tttaccctgt taccctggaa gttcttcatc 
agattatcac ctttacaaag aataatcagt 
taaatgoaoa ttatgccaaa atggctctgg 
ctctgcgcat tgacttctcc aagctcatca 
gcagagactt cactcgctta gaccttccta 
ctatggctgc tgcttttggt gcaccgggta 
gatttgooco agcoattgga tttcctcaag 
gagctcttgg tcctctcaca atcacctctt 
gggctagtgg tataccagga aattctgttc 
tcacaccaca tgggcttttt atcctatttg 
ttatgtttaa taagaaagaa aatgccttgg 
tagcaatgaa ccatctaagt ggtcagagac 
ccaaacatca agcagtacag cttcctcgag 
atttoagoaa tagtcctttg catcgcttta 
tctttccacc atcagccact ctgcatcttt 
atctgaagaa cottttcata gaagctggat 
aagatcgcaa aatggcgctc attcaattgg 
ttgagcttca taaccatgao cttggagaaa 
ctacaatctg acttttctgt gaatttttct 
cttoagacat agactgaagc agctcaagac 
ttctgagttt gatattcaag tatattttaa 
cccctgcccc cgccagtcaa aggtttcttt 
accttcagga aaaagaaaat caggaaaaaa 
taaattagat tcgaagagga ttaaogttgt 
acatttctaa actcatttgt acttttaaaa 
atgtaagtaa tttaaatcao ttatgaccaa 
ccttgtagga aattatattc acatataaag 
tattatgcat aaacacattg agttgtgttg 
ttgaatgatt tctttttttc actgtaagac 
tttaagacta tttggaaaaa tgcagtgtct 



coctgctgcc gccgcctgct toctctgctc 60 
gcgcctccat ctgggccatg gatggcgggg 120 
taacggacct tttaocatga atagttctac 180 
aaatggcttc tgaggaagct gccgttacta 240 
accttcgaag ocagcotgtt tatattcagt 300 
atctacctaa tcaagctcga gcccaagctg 360 
gaagcctggc cctttctgga ggtccttcca 420 
ctgtgcttcg aataattatt gaaaacotct 480 
agatattttc taaatttggc acagtcttga 540 
ttcaagcctt gcttcagtat gctgacccag 600 
atggcoagaa tatctataat gcatgctgca 660 
gccttaatgt gaaatataat aatgacaaaa 720 
ctggtgatgg ccagccatcc cttgaacccc 780 
taatttcttc accatatgca ggggctgctg 840 
ctacaggtct atcagttcca gctgttcctg 900 
ctgctgtcac tggaaggatg gocattcctg 960 
tactcgtcac aaatctcaat cctgatctta 1020 
gagtotatgg tgatgtacat cgagtgaaga 1080 
ttcagatggc ggatgcaaat caagctcagc 1140 
tttatgggaa agtgcttcgt gctacactgt 1200 
agggacaaga agaccagggt ctgactaagg 1260 
aaaagocggg ctctaaaaac ttcoagaata 1320 
ccaacattcc occttctgtt acagtggatg 1380 
gttcagtgaa ggcttttaaa ttctttoaga 1440 
gatctgtgga agaagcaatt caggccctca 1500 
atcaccacct oagagtttco ttctcaaaat 1560 
cctaaaactg gaccataatt tcagtaaaac 1620 
caattttgoc tctttoacaa aaataaotct 1680 
aaatcaaggg tttttttttt ttttgtattc 1740 
tcoottttta ccatggtttc tacaaaaata 1800 
attttttttc aataatctta ttccctatat 1860 
tttagtttgg gtccagatca gccttataca 1920 
aatttaaaca cagacttcta aaattacttg 1980 
gttattaaco ttatgaatca gaagtctgac 2040 
tacatcagat ctttgccata tattgatggt 2100 
gaagcagatt tataaacctg catgttttct 2160 
actcctttaa ataatgcctg tctttaactt 2220 
cagctgtccc cagggaaatt aagtggaatt 2280 



-5854/13211- 



caactaagat ctgttaataa gatgtcagaa taactaataa ttttattagg aaaaaatcat 2340 
gttttaaatt tcaaaatgac acttatttgt caagtaatat gatcttggaa aattttaaag 2400 
aaaaataatc ctacttataa actacttttt tataattgtt ttcagaaaaa aagtttacag 2460 
tcttaaggaa aatattcagg tctatcatat ggtttgacag attttttaaa agttattttt 2520 
ggtaaggtct tcttttagaa aaaaattaat ctcaagggtt ttttgtacca ctataatctc 2580 
taatacttac tcagaattac tgtgtattta cttaatttct tattatgtgc cttattatgt 2640 
gcttaagata caataggtta gagtttaatc taaatatctt gaaagctata ttgtgggctt 2700 
ggtaagcatt ttgttttttc tttctctgtt ttggtaagga tttaaaattt ttttcattgc 2760 
aatttt 2766 



<210> 12198 
<211> 457 
<212> PRT 

<213> Homo sapiens 



<400> 12198 



nlcX 


A 1 a r n6 Leu 


Glu 


Met 


A 1 

A 1 a 


O A 

oer 


1 1 1 
13 1 U 


^ 1 1 1 

u 1 U 


A 1 A 1 4 

A 1 a A 1 a 


va 1 


Thr 


Met 


va 1 


1 




5 










1 n 
1 U 








15 




Asn 


lyr I yr inr 


Pro 


lie 


1 nr 


rrO 


n 1 S 


Leu 


Arg Ser 


u 1 n 


Pro 


Val 


Tyr 






















30 






1 1 

1 1 e 


u 1 n 1 yr oer 


Asn 


His 


Arg 


U 1 u 


Leu 


Lys 


TI^K* Aon 

1 nr Asp 


Asn 


Leu 


Pro 


Asn 




35 








40 








45 








Gin 


Ala Arg Ala 


Gin 


Ala 


Ala 


Leu 


Gin 


Ala 


Val Ser 


Ala 


Val 


Gin 


Ser 




50 






55 








60 










Gly 


Ser Leu Ala 


Leu 


Ser 


Gly 


Gly 


Pro 


Ser 


Asn Glu 


Gly 


Thr 


Val 


Leu 


65 






70 










75 








80 


Pro 


Gly Gin Ser 


Pro 


Val 


Leu 


Arg 


1 le 


1 le 


1 le Glu 


Asn 


Leu 


Phe 


Tyr 






85 










90 








95 




Pro 


Val Thr Leu 


Glu 


Val 


Leu 


His 


Gin 


1 le 


Phe Ser 


Lys 


Phe Gly 


Thr 




100 










105 








110 






Val 


Leu Lys 1 1 e 


1 le 


Thr 


Phe 


Thr 


Lys 


Asn 


Asn Gin 


Phe 


Gin 


Ala 


Leu 




115 








120 








125 








Leu 


Gin Tyr Ala 


Asp 


Pro 


Val 


Asn 


Ala 


His 


Tyr Ala 


Lys 


Met 


Ala 


Leu 




130 






135 








140 










Asp 


Gly Gin Asn 


1 le Tyr 


Asn 


Ala 


Cys 


Cys 


Thr Leu 


Arg 


1 le 


Asp 


Phe 


145 






150 










155 








160 


Ser 


Lys Leu 1 1 e 


Ser 


Leu 


Asn 


Val 


Lys 


Tyr 


Asn Asn 


Asp 


Lys 


Ser 


Arg 






165 










170 








175 




Asp 


Phe Thr Arg 


Leu Asp 


Leu 


Pro 


Thr 


Gly 


Asp Gly 


Gin 


Pro 


Ser 


Leu 




180 










185 








190 






Glu 


Pro Pro Met 


Ala 


Ala 


Ala 


Phe 


Gly 


Ala 


Pro Gly 


1 le 


1 le 


Ser 


Ser 




195 








200 








205 








Pro 


Tyr Ala Gly 


Ala 


Ala 


Gly 


Phe 


Ala 


Pro 


Ala Me 


Gly 


Phe 


Pro 


Gin 




210 






215 








220 










Ala 


Thr Gly Leu 


Ser 


Val 


Pro 


Ala 


Val 


Pro 


Gly Ala 


Leu 


Gly 


Pro 


Leu 


225 






230 










235 








240 


Thr 


1 le Thr Ser 


Ser 


Ala 


Val 


Thr 


Gly 


Arg 


Met Ala 


1 le 


Pro 


Gly 


Ala 
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245 





u 1 y 


1 1^ 

1 1 c 


Prn 


n 1 V 

u 1 y 


Asn 


Ser 


\/5l 1 
Vd 1 


















Aqpi 

rio|J 


1 1 


1 1 c 


Thr 

1 1 IF 


Prn 


His 


Gly 


















9ftn 




Va 1 


H i c 
n 1 b 


Ml g 


Va 1 


Lys 


1 le 


IVI6 X 














295 




V a 1 




Irlc L 


A 1 9 

M 1 a 


Aon 
MSp 


Ala 


Asn 


u 1 n 


0\J\J 










310 








Gl V 
u 1 y 


(i 1 n 


Mrg 


1— CU 


Tyr Gly 


Lys 


















H i 


n 1 n 


Al A 


V a 1 


1 n 

U 1 1 1 


Leu 


Pro 


Ml g 


















Thr 
1 Fir 


1 wo 

Lys 


Aon 
Mop 


ri ic 


OCF 


Asn 


Ser 


rro 
















OQU 




Lys 


Aon 


I lie 


d 1 n 
u 1 n 


Asn 


1 le 


Pho 

1 ne 




o /u 










375 




Ser 


Asn 


1 le 


Pro 


Pro 


Ser 


Val 


Thr 


385 










390 






1 le 


Glu 


Ala 


Gly 


Cys 


Ser 


Val 


Lys 










405 








Arg 


Lys 


Met 


Ala 


Leu 


1 le 


Gin 


Leu 








420 










Ala 


Leu 


1 le 


Glu 


Leu 


His 


Asn 


His 






435 










440 


Arg 


Val 


Ser 


Phe 


Ser 


Lys Ser 


Thr 




450 










455 







9Rn 








L6U 


Leu 


\/o 1 Tk^i^ Aon 1 oil 

va 1 1 nr Msn Leu 


A Or\ 

Msn 


rro 






97n 






PKa 


1 1 A 
1 1 6 


1 oil Pho /^'l \/ \/o 1 

Leu rne u i y va i 


lyr 


u 1 y 












PhA 


Aon 
MoFl 


l\/o l\#o ^lii Aon 

Lys Lys u 1 u Msn 


A 1 o 

M 1 a 


Leu 












A 1 Si 
M 1 a 


n 1 n 

u 1 n 


1 Ol 1 A 1 o Mo^ Aon 

Leu M 1 a me L Asn 


M i o 

n 1 s 


Leu 






O 1 D 






Mck 1 
Va 1 


L6U 


Al^A* A 1 4 TI^K* 1 Ot 1 

Mrg Mia inr Leu 


oer 


Lys 








f^OO 




n hi 
U 1 U 


u 1 y 


/^In Aon /^In 

u 1 n u 1 u Msp u 1 n 


u 1 y 


Leu 






OOU 






LcU 


n 1 s 


Aif^cr Dl'^o 1 \/o 1 i#o 

Mrg rne Lys Lys 


Pr-n 

rro 


ft 1 \t 
u 1 y 






^f\R 






Pro 


Pro 


Ser Ala Thr Leu 


His 


Leu 






380 






Val 


Asp 


Asp Leu Lys Asn 


Leu 


Phe 






395 




400 


Ala 


Phe 


Lys Phe Phe Gin 


Lys 


Asp 




410 




415 




Gly 


Ser 


Val Glu Glu Ala 


1 le 


Gin 


425 




430 






Asp 


Leu 


Gly Glu Asn His 


His 


Leu 



445 



I le 



<210> 12199 
<211> 3288 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (521). . (3286) 
<400> 12199 

atttggctgg ggctaggctt ccggggctct 
agoccaccga googggoggc taggatgatg 
ocagcgtcgg agcccgtgtg ggagcggccg 
cagagctggt Ggctggcggc cgacgcgggc 
caaaotatot ctaggaooca tgaaatcaag 
aaagccacag attgtcgcct gcataatgtc 
cagttcattg agaatcgtgt atatgatgaa 
attgtggaca ctgaggaaga gaaagaagag 
agtgacaatg aacaaaaccg goacaccaca 



goagtoctog gogtgtgotg goagottcgg 60 
aaccggacga ccoocgaoca ggagctggcg 120 
tggtcgatgg aggagatccg caggagcagc 180 
ctactacagt ttotacagga attotcaoag 240 
aaacaagtgg acggactaat tcgggaaacc 300 
ttcaatgact tccttatgct ctctaatacc 360 
gaaggctctg taggcagtga tcgtggcagt 420 
gaggagtoag atgaagattt tgoooatcat 480 
caaatgagtg atgaggaaga ggatgatgat 540 
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ggctgtgacc ttttcgctga ctctgagaag 
aatactagac ctaaaagaag cagacctaca 
aagggggatg ccgtgggtcg agtggacgag 
aaacctcgga agacactcaa agagaagaag 
gataacttat tcgcaccccc ccaagctgac 
aggtggcctg ttcagtgggg gcaaggggct 
cttcacggaa gccccccagg atcggcaagc 
atccaaacct ggaaagaaaa tcccagcagg 
tgtgtttggt gctgcctccg ttccatcaat 
tccaaggaaa agcccctatg gtccccctcc 
tgatgatgac gactttttct cggcacccca 
atccactgcc gatatctttg gtgacgaaga 
atcgccagaa gccactgtga gtcagacaga 
taccttatct tacagcaaaa atctcaagcc 
attttcagat gaggaggact ctgaggattt 
aggtgcgtct ctgctgcctg gcaagctccc 
tgaagaggat aatctttttg ggggtacagc 
tcagagagaa gagaaagcaa aagcctccga 
gttcagcagt gatgaggagg accagtggaa 
tgacagcagg tctaaaggag aacccaggga 
ggctgtgaaa aagaccagtc tctttgagga 
caaggacagc caaaagaaga cccagagagt 
cggaggctct ctgtttggct ctcctcccac 
gactgtctct gaggcaccac ctttgctgtt 
tggagtgaag tctgtggata agaaggttga 
aactgatgtg gctgagtcag aaaaggaagg 
caagcattct gatttatttt cttcatcatc 
caaaactgtt cttagcttgt ttgatgagga 
ccaggctcca cagaaagaag taggaaaggg 
aggtgtcttc caggatgaag agctgctttt 
agatgttgac ctttttgctg gcaccaaaaa 
cctgtttggg gatgatgaag atgatgatct 
acaagagaaa aagagagtag tgaaaaaaga 
acatcctgaa tccattcaag gtagtaaaga 
ggactcatca ggtctcgctc catttaaaac 
acaagcaaat ttagcgatca acccagcggc 
tgaagtaaag cctgttttgc cagaattggc 
cggtctggaa agtgtgcctg tccttcccgg 
tccagctcag gcagacacct tacacagtgc 
gcgtagaccg cagacccgtg cagctaggcg 
ggacatgagc gtccccagag gacccattgc 
tggccatcgg ccacagctca gagcagccag 
agctgccgct gcaccttggg aaggtggtcc 
aaagtctctg ggtcattcca gaggggaggc 
cacgggcact ggatctcagt ctgtggagag 
gtggcccccc cactgtcata ttttgttaat 



gaggaggaag atattgagga cattgaagaa 600 
tcgtttgcag atgagctggc tgcccgcatc 660 
gagccgacaa ccttaccctc aggagaagca 720 
gaaaggagaa ctccttcaga cgatgaagag 780 
cgacgaggac ttctcgccat ttggctctgg 840 
ctttgatgat gaggacgagg agagtgacct 900 
tggagcctct gttaaggagg agtcttcatc 960 
agctgtttct gtatttttag gagacacgga 1020 
gaaggagcca cagaagcctg agcagcccac 1080 
cactggcctc tttgatgatg atgatggtga 1140 
cagcaaacct tctaaaacag gcaaagtcca 1200 
aggagatctg ttcaaagaaa aagccgtagc 1260 
tgaaaataaa gcaagagcag aaaaaaaggt 1320 
ctcatcagaa acaaagactc aaaaaggctt 1380 
gttttcttct caaagtgcga gtaagttaaa 1440 
cacgttggtt tccctgtttg atgatgaaga 1500 
tgctaagaag cagacattgt gtctacaagc 1560 
gctctccaaa aagaaagcat ctgccctgtt 1620 
tattcctgct tcacagaccc acttagcatc 1680 
ttctgggacc ctccagagcc aggaggccaa 1740 
agacgaagaa gatgatcttt ttgccattgc 1800 
gtcactcctc tttgaagacg atgttgatag 1860 
atctgttcct cctgcaacaa agaaaaaaga 1920 
cagcgatgaa gaagagaagg aggcacaact 1980 
gagtgccaag gagtcattaa aatttgggag 2040 
acttttgact agatctgctc aggaaacagt 2100 
cccatgggac aaaggaacca agcctagaac 2160 
agaggataaa atggaagatc aaaacattat 2220 
ccgcgatcct gatgcccacc ccaagagcac 2280 
cagccacaag ctccaaaagg acaatgaccc 2340 
aaccaagctg ttagagccaa gtgttgggag 2400 
tttcagctct gccaagtccc agcctttggt 2460 
ccactctgtt gactctttca aaaaccagaa 2520 
aaaaggcata tggaagccgg aaacacctca 2580 
caaagaacca tccactcgga tcgggaagat 2640 
cttgctgccc acagcggctt cccagatctc 2700 
ttttccttca tctgaacaca gaaggagcca 2760 
gagtggggag gccggtgtga gttttgatct 2820 
aaacaagagc cgtgtcaaga tgagagggaa 2880 
gctggctgct caggagtcca gcgagactga 2940 
acagtgggct gatggcgcca tttccccaaa 3000 
tggagaagac agcactgagg aggccctggc 3060 
tgtgcctgga gtggacagaa gcccctttgc 3120 
tgaccttttt gattctgggg acatcttttc 3180 
aacaaaaccc aaggcaaagt ttggcaaact 3240 
aaaattttat tggaacac 3288 
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<210> 12200 

<211> 922 

<212> PRT 

<213> Homo sapiens 



<400> 12200 

Met Arg Lys Arg Met Met Met Ala Val Thr Phe Ser Leu Thr Leu Arg 

1 5 10 15 

Arg Arg Arg Lys 1 1 e Leu Arg Thr Leu Lys Lys 1 1 e Leu Asp Leu Lys 

20 25 30 

Glu Ala Asp Leu His Arg Leu Gin Met Ser Trp Leu Pro Ala Ser Arg 

35 40 45 

Gly Met Pro Trp Val Glu Trp Thr Arg Ser Arg Gin Pro Tyr Pro Gin 

50 55 60 

Glu Lys Gin Asn Leu Gly, Arg His Ser Lys Arg Arg Arg Lys Gly Glu 
65 70 75 80 

Leu Leu Gin Thr Met Lys Arg lie Thr Tyr Ser His Pro Pro Lys Leu 

85 90 95 

Thr Asp Glu Asp Phe Ser Pro Phe Gly Ser Gly Gly Gly Leu Phe Ser 

100 105 110 

Gly Gly Lys Gly Leu Phe Asp Asp Glu Asp Glu Glu Ser Asp Leu Phe 

115 120 125 

Thr Glu Ala Pro Gin Asp Arg Gin Ala Gly Ala Ser Val Lys Glu Glu 

130 135 140 

Ser Ser Ser Ser Lys Pro Gly Lys Lys I le Pro Ala Gly Ala Val Ser 
145 150 155 160 

Val Phe Leu Gly Asp Thr Asp Val Phe Gly Ala Ala Ser Val Pro Ser 

165 170 175 

Met Lys Glu Pro Gin Lys Pro Glu Gin Pro Thr Pro Arg Lys Ser Pro 

180 185 190 

Tyr Gly Pro Pro Pro Thr Gly Leu Phe Asp Asp Asp Asp Gly Asp Asp 

195 200 205 

Asp Asp Asp Phe Phe Ser Ala Pro His Ser Lys Pro Ser Lys Thr Gly 

210 215 220 

Lys Val Gin Ser Thr Ala Asp He Phe Gly Asp Glu Glu Gly Asp Leu 
225 230 235 240 

Phe Lys Glu Lys Ala Val Ala Ser Pro Glu Ala Thr Val Ser Gin Thr 

245 250 255 

Asp Glu Asn Lys Ala Arg Ala Glu Lys Lys Val Thr Leu Ser Tyr Ser 

260 265 270 

Lys Asn Leu Lys Pro Ser Ser Glu Thr Lys Thr Gin Lys Gly Leu Phe 

275 280 285 

Ser Asp Glu Glu Asp Ser Glu Asp Leu Phe Ser Ser Gin Ser Ala Ser 

290 295 300 

Lys Leu Lys Gly Ala Ser Leu Leu Pro Gly Lys Leu Pro Thr Leu Val 
305 310 315 320 

Ser Leu Phe Asp Asp Glu Asp Glu Glu Asp Asn Leu Phe Gly Gly Thr 
325 330 335 
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A 1 o 
'Ala 


A 1 o 

A 1 a 


Lys 


Lys Gin Thr 


Leu 


Cys 


Leu Gin 


Ala ft 1 n 
Ala u 1 n 


Arg 


ft 1 II 

U 1 u 


ft 1 1 1 1 i#o 

u 1 u Lys 








340 






345 










A 1 o 

A 1 a 


Lys 


A 1 o 

A 1 a 


Ser Glu Leu 


Ser 


Lys 


Lys Lys 


Ala oer 


A 1 o 
A 1 a 


Leu 


1 ai 1 PKa 

Leu rne 












360 






OOv> 








Oar- 

oer 


Asp 


Glu Glu Asp Gin 


Trp Asn 1 le 


Pr-rk A 1 o 

rro A 1 a 


oer 


ft 1 n 

u 1 n 


Thr- Hie 

1 nr n i s 




o /u 






375 






uoU 








Leu 


A 1 o 

A 1 a 


ocr 


Asp Ser Arg Ser 


Lys Gly Glu 


Pro Arg 


Asp 


oer 


ft 1 \i TVyr- 

u 1 y 1 nr 








390 








0%70 






Ann 


Leu 


ft 1 r\ 

u 1 n 


oer 


Gin Glu Ala 


Lys 


A 1 A 


Va 1 l-jro 


Lys Thr 


Car* 

oer 


Leu 


PhA ft III 

rne u 1 u 








405 






H 1 U 








A^ R 

*t 1 o 


U 1 u 


Asp 


ft 1 11 

u 1 u 


Glu Asp Asp Leu 


r I ic 


Ala 11^ 
Ala lie 


A 1 4 1 \i ^ 

A 1 a Lys 


Asp 


oer 


ft 1 n 1 \/o 

u 1 n Lys 








420 
















Lys 


1 nr 


ft 1 n 


Arg Val Ser 


Leu 


L.eu 


Pho ft ill 

1 ne u 1 u 


Aon Aon 

ASp ASp 


Va 1 


Asp 


Qa»* ft 1 \t 

oer u 1 y 












H*t\J 






AA^ 






u 1 y 


oer 


Leu 


Phe Gly Ser Pro 


Pro 


Thr Ser 


va 1 rro 


rro 


A 1 a 

A 1 a 


1 hr Lys 




HD\J 






455 






A^Ci 

*tOU 








Lys 


Lys 


ft 1 11 
u 1 u 


Thr Val Ser 


Glu 


Ala 


Pro Pro 


Leu Leu 


rne 


oer 


' A o n III 

ASp u 1 U 








470 








Al^ 






*l-OU 


u 1 U 


ft 1 11 

U 1 u 


Lys 


Glu Ala Gin 


Leu 


Gly 


Val Lys 


oer va i 


Asp 


Lys 


Lys va 1 








485 






490 










ft 1 1 1 

U 1 U 


oer 


A 1 •a 

A 1 a 


Lys Glu Ser 


Leu 


Lys 


Phe Gly 


Arg Thr 


Asp 


va 1 


A 1 o ft 1 1 1 

A 1 a u 1 u 








500 






505 






O 1 u 




O A 

oer 


ft 1 1 1 

U 1 u 


Lys 


Glu Gly Leu 


Leu 


Thr 


Arg Ser 


A 1 o ft 1 n 

A 1 a u 1 n 


ft 1 11 

U 1 u 


1 nr 


l/o 1 1 \/o 

va 1 Lys 






O 1 o 






520 












n 1 S 


oer 


Asp 


Leu Phe Ser 


Ser 


Ser 


Ser Pro 


1 Aon 

1 rp Asp 


Lys 


ft 1 \t 
u 1 y 


Thr Lys 




OoU 






535 














rrO 


Arg 


1 nr 


Lys Thr Val 


Leu 


Ser 


Leu Phe 


A O n mZ. Ill 

ASP U 1 U 


ft 1 1 1 
u 1 u 


ft 1 1 1 

U 1 u 


A o n 1 \ # o 

Asp Lys 


0*fO 






550 








ooo 






OOU 


me L 


ft 1 1 1 

U 1 u 


Asp 


Gin Asn 1 le 


1 le 


Gin 


Ala Pro 


ft 1 n 1 «#o 

la 1 n Lys 


ft 1 it 

U 1 U 


va 1 


ft 1 %# 1 xte> 

u 1 y Lys 








565 






570 








D iD 


ft 1 \r 

u 1 y 


Arg 


Asp 


Pro Asp Ala His 


Pro Lys Ser 


Thr- ft 1 \/ 

i nr u 1 y 


va 1 


rne 


u 1 n Asp 








580 






585 






Ron 




ft 1 II 
u 1 U 


ft 1 11 

u 1 u 


Leu 


Leu Phe Ser 


His 


Lys 


Leu Gin 


1 \#o Aon 

Lys Asp 


Asn 


Asp 


P^n Aon 

rro Asp 












600 






QUO 






va 1 


Asp 


Leu 


Phe Ala Gly Thr 


Lys Lys Thr 


1 l# O 1 All 

Lys Leu 


Leu 


ft 1 11 

U 1 u 


rro oer 




O 1 u 






615 






#;9n 








Va 1 


ft 1 \i 
u 1 y 


oer 


Leu Phe Gly Asp 


Asp Glu Asp 


Aon Aon 
ASp ASp 


Leu 


Pho 

rne 


oer oer 


OZO 






630 








OoO 








A 1 A 

A 1 a 


Lys 


oer 


Gin Pro Leu 


Val 


Gin 


Glu Lys 


Lys Arg 


va 1 


va 1 


Lys Lys 








645 






650 








655 


Asp 


His 


Ser 


Val Asp Ser Phe 


Lys Asn Gin 


Lys His 


Pro 


Glu 


Ser 1 le 








660 






665 






670 




Gin 


Gly 


Ser 


Lys Glu Lys Gly 


1 1 e Trp Lys 


Pro Glu 


Thr 


Pro 


Gin Asp 






675 






680 






685 






Ser 


Ser 


Gly 


Leu Ala Pro 


Phe 


Lys 


Thr Lys 


Glu Pro 


Ser 


Thr 


Arg 1 1 e 




690 






695 






700 








Gly 


Lys 


1 le 


Gin Ala Asn 


Leu 


Ala 


1 1 e Asn 


Pro Ala 


Ala 


Leu 


Leu Pro 


705 






710 








715 






720 
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Thr 
1 fir 


Alfl 

n 1 a 


Al^ 


ocr 


nin 1 lp ^pr niii \/9 1 I VQ 
u 1 ri lie ocr uiu vai i.yo 


Pro Vf) 1 
r r O Va 1 


1 Ol 1 

L.CU 


r r O 


n 1 II 

U 1 u 


1 Al 1 

l-cU 










12^ 7?0 












r\ 1 a 


Php 


Prn 




^pr niii Hie Arcr Aror ^pr 
ocr UIU n 1 o nr g nr g ocr 


n 1 o uiy 


1 PI 1 

LcU 


ri 111 
U 1 u 


Ocr 


1 

Va 1 








740 








7*^0 






Pro 


Va 1 


1 1 


If u 


n 1 \/ Qpr* niii Ala f^l\/ 
u 1 y ocr uiy uiu nia uiy 


1 Cpr 
V a 1 ocr 


Php 
1 r ic 


A on 
AoP 


1 1 
l-cU 


Prn 

r r O 






7RR 




7fiO 




/ QO 








M 1 a 


n 1 n 


A 1 a 


Aon 

ASp 


T)rt v toil Mio Qor* Alo Aon 

1 nr i-cu nio ocr nia aoii 


1 wo QoK* 
I_yo otSr 


A nr 
Ar g 


Va 1 


Lys 


lilc L 




770 






77R 


7ftO 












u 1 y 


i_ys 


Arg 


Ar g rr Q U 1 il 1 rir Arg Ala 


A 1 o Ar'cr 
A 1 a Arg 


Ar g 


i-cU 


A 1 ck 
A 1 a 


A 1 o 
A 1 a 










7Q0 


7QR 








ROO 


H In 

U 1 1 1 


n III 

U 1 u 




OCT 


niii Thr' niii Acn Mpi* ^pr* 
u 1 u 1 r ir u 1 u Aop itic l ocr 


Vf) 1 Prn 

Va 1 rr U 


Ar g 


1 V 

u 1 y 


Prn 
1 r O 


1 Ip 
1 1 c 










ftOR R10 

Ol/vl Oil/ 








O 1 \j 




Ala 


n 1 n 

U 1 II 


Trn 
1 rp 


A 1 
n i a 


Acn nil/ Ala 1 1 p Qpr" Prri 
Abp Uiy Ala lie ocr r r O 


Acn 1 u 

Asn u 1 y 


H i Q 
n 1 5 


Arg 


Prn 

rro 


Ct 1 n 

u 1 n 








820 


82*1 
















A 1 Si 


A 1 m 
f\ 1 a 


Qak I %/ niii Aon Cor Tkir* 

ocr Uiy UIU Aop ocr i nr 


1 11 n 1 11 

UIU UIU 


A 1 a 
A 1 a 


L-CU 


A 1 d 
A 1 a 


A 1 2) 
A 1 a 






835 




R40 

LI "TV/ 












Ala 
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<210> 12201 
<211> 2785 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (608). . (1666) 
<400> 12201 

ctaggcgcgt ttcctgaagg tcgatggcca ggtggtcttc ataaaotata ctgcottgtg 60 
atgcotCGct agaaatgaga ggtctcaata ccagctcaga ccatgtggac cgoggatgag 120 
attgctcagc tatgctatga acactatggg atcaggctgc ccaagaaggg gaagcctgag 180 
ccaaaccatg agtggacatt attggoagcg gtggtgaaga tacaatctcc agctgacaag 240 
gcctgcgaca occotgataa gccggtgcaa gtgaoaaagg aagttgtgtc aatgggaaca 300 
ggaacaaaat gcataggaca gtccaaaatg aggaagaacg gaaccagacc ctctccagct 360 
tccatatgtc ttoacctggt gtcctatctt tgcogoagga gaoatootoa atgatagoca 420 
tgotgaggtc atagccagaa ggagtttcca aaggtacctt ctocaccaac tccagttggc 480 
agccaccctg aaagaggata gcatctttgt cccaggaact caaaaaggag tgtggaaaot 540 
tagacgagac ctcatttttg tgtttttctc cagocataca ocotgtgggg atgcctccat 600 
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cattccgatg cttgagcttg aagatcagcc ttgctgtcct gtcttcagaa attgggccca 660 
caactcatca gtagaagcca gtagtaacct ggaagctcct ggaaatgaaa gaaaatgtga 720 
agaccctgac agtcctgtaa ccaaaaagat gaggcttgag cctgggactg cagccaggga 780 
ggtcaccaac ggagcagctc accatcagag ttttggcaag cagaaaagtg gcccaatctc 840 
accaggcatc cacagctgtg atctcactgt agagggactg gctactgtca ccagaatagc 900 
ccctggtagt gccaaagtga tagacgttta tagaactgga gccaagtgtg tacctggaga 960 
agctggagac tccggaaagc cgggtgctgc gtttcaccag gtggggctgc tccgagtgaa 1020 
gccaggccgt ggagacagaa cacgctccat gtcctgtagt gacaagatgg cccgatggaa 1080 
cgtcctcgga tgccaagggg cactgttgat gcacttgctg gaagagccca tctacctgtc 1140 
agctgtggtc attgggaagt gcccatacag ccaggaagcc atgcagagag cactgattgg 1200 
aaggtgtcag aatgtgtctg ctttaccaaa aggcttcgga gttcaagaat taaaaatact 1260 
gcagtcagat ttactatttg aacagagccg cagtgcggtg caggcaaaaa gggctgatag 1320 
cccaggtcga cttgttcctt gtggggcagc catcagctgg agtgcagttc ctgagcagcc 1380 
tttggatgtt actgccaatg gctttccaca gggaacaaca aagaaaacaa ttggaagcct 1440 
tcaggcaaga tcccaaatca gcaaagtgga actcttcaga tcattccaga agctgctaag 1500 
cagaattgca agggacaagt ggccacactc cctcagggtg cagaagctgg atacctacca 1560 
ggagtacaag gaggctgcgt cctcttacca ggaagcctgg agcacactcc ggaagcaggt 1620 
gtttggatcc tggatcagaa acccaccgga ttatcaccag ttcaagtgag aaggaaatgt 1680 
ttgctctggt agcaggaccc ttcatcctga actgccttcc tccacgcagg acaagtctta 1740 
gcttttttgg tagttaaatc agggaacatt ctttctgagc tttgcatctc tgttgtgtaa 1800 
tacagatgga atctggaact tagagcaagc tatacttgat tgaagtagct ctctgctaaa 1860 
atggcatctc actaatgacc tcactatctg acttccattg tgttttattg cttctctaaa 1920 
atatgaaatc agagtttgga acatgatgct ttgaaagtac tctgcagcag ctctgtttta 1980 
tgggttccta cattgattca gcaaatattt attgagctga aatgatgttt gacgctctgc 2040 
aagttttaca gctttgccta gcatagcgaa tatatatttt gtattcccag cctttctttc 2100 
ttcagggagc cattcttttc ccattcttca gtggtcctgc tctgtgcctc agacttggct 2160 
gaagctaacc ttactccctg gctctaggaa tagcctgtga gccagccctg gactgccctg 2220 
gacttgttct cagaggtatc aggaaaggct ttctgttttg atctggagct gtaagggtca 2280 
cataatcatg ggactgccgg tggccatctt ttcctactac ctagagaaag ccagcaaaga 2340 
atgaaggcaa caaaggaaac agccaagaga atcaaagatc tagtaacact gtttagatgt 2400 
ctcaattatg tgagacagat tcctgttgtt attttgatta agcctgtttg tgttggtttt 2460 
ctgacttaca attgaaagag ttctgtccaa aaagccaaaa ggtggccagg cttggtggct 2520 
caggcctgta atcccagcac tttgggaagc ccaggcaggc agatcacttg aggtcaggag 2580 
ttcaagacca gcctggccaa cctggtgaaa ccctgtctct actaaaaatg caaaaactag 2640 
ccgggcatgg tggcgcacac ctgtaatcct agctactcgg gaggctgagg caggagaatt 2700 
gcttgaaccc aggaggcgga ggtagtggtg agcaaagatc gtaccgctgc actccagcct 2760 
gggtgataga gcaagaccct atctc 2785 



<210> 12202 
<211> 353 
<212> PRT 

<213> Homo sapiens 
<400> 12202 

Met Leu Glu Leu Glu Asp Gin Pro Cys Cys Pro Val Phe Arg Asn Trp 

15 10 15 

Ala His Asn Ser Ser Val Glu Ala Ser Ser Asn Leu Glu Ala Pro Gly 
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<210> 12203 
<211> 2419 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 

<222> (283).. (1488) 
<400> 12203 

cacgataaag gggacatgcc gggagttgoa gtaocotcag gaagaagtca ttgtcatgga 60 
catggaccct tttcttcact gtgtgatccc aaacttcatc caaagcoaag acttcttaga 120 
agggcttcag aaggaactga tgaacttgga cttccatgag aatotgatga tttgaagaag 180 
agaagagagc otcacatctc cactttaagg aaaattctgt ttgaagattt ccggtcctgg 240 
ctttctgata tttctaaaat tgacctggaa tcaaccattg acatgtcctg tgctaaatat 300 
gaattoaotg atgooctgot gtgccatgat gatgagctgg aagggcgccg gattgccttc 360 
atoctgtacc tggttcctto otgggacagg agcatgggtg gtaccctgga cctgtacagc 420 
atagatgaac actttcagcc gaagcagatt gtcaagtctc ttatcccttc gtggaaoaaa 480 
ctggttttct ttgaagtatc tcctgtgtcc tttcaccagg tgtotgaagt gctgtctgaa 540 
gaaaagtcac gtttgtctat aagtggctgg tttcatggtc catcattgac tcggcctccc 600 
aactactttg aacoccccat acctcggagc cctcacatcc cacaagatca tgagattttg 660 
tatgattgga tcaaccotac ttatctggac atggattacc aagttcaaat tcaagaagag 720 
tttgaagaaa gttctgaaat tctcctgaag gagtttctta agcctgagaa attcacgaaa 780 
gtotgtgagg ccttggagca tggacatgtg gaatggagca gocgaggtoc occtaaoaaa 840 
aggttttatg agaaagctga ggagagtaag cttcctgaga tattgaagga gtgcatgaag 900 
ttatttcgct otgaggcact attcttgctg ctctccaact tcacaggcct gaagcttcat 960 
ttcttggccc cttcggaaga agatgagatg aatgataaaa aagaggcaga aaccactgat 1020 
atcactgaag aagggactag ccatagtcct cctgagcoag agaataatca gatggccatc 1080 
agcaacaaoa gccaacagag oaatgagcag acagacccag agccagagga aaatgaaaca 1140 
aagaaagaat caagtgttcc catgtgcoaa ggggaactga ggcattggaa gaccggtcac 1200 
tacactttaa ttcatgacca tagcaaggct gaatttgccc tagacttaat tctgtactgt 1260 
ggctgtgaag gotgggagcc agaatatggc ggttttactt cttacattgc caaaggtgaa 1320 
gatgaagagc tgctaacagt gaatccagaa agcaattctt tggcattggt ctacagagac 1380 
agagagactc tgaaatttgt caagcatatt aaocacogaa gcctggaaca aaagaaaaco 1440 
ttccoaaaoa gaacaggttt otgggacttt tcattcatct attatgaatg acagcactgg 1500 
gcaaagctga acaaaaatgt gacccttcgt aattactggg aagtctgaaa gagctaagca 1560 
tggagtcaag gagaactaca tggtagcttg ootgacagtg ttottaaaac tggttgtctt 1620 
ttactaggac tcataatgat tgtcctcaac cgagaccttg agcttgcagc tacgtactta 1680 
tctcttgatt aaaaaaaaaa aaaagttggc tttttttttt tttaacattt agtccttttt 1740 
ocatattggc ttcttoagtg aatttttaag ttcaatttgt ttttattgag gtaaaatatt 1800 
tataacataa aactgaccag cttacccatt tttaaatatg caattcagtg gattaagtac 1860 
attotcattg ttgtocagco atoaccatca tccatctcca gaagttttcc atcttccoaa 1920 
attctgtgcc cattgaacaa taactcccca cctccoctto ccctagcaac agccatactt 1980 
tttgtctcta tcatcaactt cactactcat atttctoatg taagtggaat oataoagtat 2040 
ttgtcctttt gtgaotggtt toaottagca taaagtcttt aagatgcatc catgtttoca 2100 
gtgtttcggt ttttttagaa aaactcatac gtgattgcag ccgggcatgg tggctcacgc 2160 
otgtaatcco agcaottggg aggccaaggo aggoggatca cotgaggtca ggagttaaac 2220 
accagootga caaacatgga gaaaccccat ctctactaaa aatacaaaat tagctgggcg 2280 
tggtggcaca tgcctgtaat occagctact caggaggctg gggcaggaga attggttgaa 2340 
occaggaggc ggaggttgca gtgagcogag attgtgccac tgcaotooag octgggoaac 2400 
aagagtgaaa ctctgtctc 2419 



-5863/13211- 



<210> 12204 
<211> 402 
<212> PRT 

<213> Homo sapiens 
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<210> 12205 

<211> 2690 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (163). . (672) 

<400> 12205 

gcagtggtca tctatttcca gggcttccga gtggacctgc caatcaagtc ggcccgctac 60 
cgtggccagt acaacaccta tcccatcaag ctcttctata ogtccaacat ccccatcatc 120 
ctgcagtotg oootggtgtc caaoctttat gtcatctcoc aaatgctctc agctogotto 180 
agtggcaact tgctggtcag cctgctgggc acctggtcgg acacgtcttc tgggggccca 240 
goacgtgctt atccagttgg tggcctttgc tattaootgt cccctccaga atcttttggc 300 
tccgtgttag aagacocggt ocatgoagtt gtatacatag tgttcatgct gggctcctgt 360 
gcattcttct ccaaaacgtg gattgaggtc tcaggttcct ctgccaaaga tgttgcaaag 420 
cagctgaagg agcagcagat ggtgatgaga ggccaoogag agacctccat ggtccatgaa 480 
ctcaaocggt acatccccac agccgcggcc tttggtgggc tgtgcatcgg ggccctctcg 540 
gtcctggctg acttcctagg cgccattggg tctggaaccg ggatcctgct ogcagtcaca 600 
atcatctacc agtactttga gatottcgtt aaggagcaaa gcgaggttgg cagcatgggg 660 
gccctgctct tctgagcccg tctcccggac aggttgagga agctgctcca gaagcgcctc 720 
ggaaggggag ctctcatcat ggcgcgtgct gctgcggcat atggactttt aataatgttt 780 
ttgaatttog tattctttca ttooactgtg taaagtgcta gacattttcc aatttaaaat 840 
tttgcttttt atcctggcac tggcaaaaag aactgtgaaa gtgaaatttt attcagccga 900 
ctgccagaga agtgggaatg gtataggatt gtccccaagt gtccatgtaa cttttgtttt 960 
aacctttgoa octtotoagt gctgtatgcg gctgcagoog tctcacctgt ttccccacaa 1020 
agggaatttc tcactctggt tggaagcaca aacactgaaa tgtctacgtt tcattttggc 1080 
agtagggtgt gaagctggga gcagatcatg tatttcocgg agacgtggga ccttgotggc 1140 
atgtotcctt caoaatcagg cgtgggaata tctggcttag gactgtttct ctctaagaca 1200 
ccattgtttt cccttatttt aaaagtgatt tttttaagga cagaacttct tccaaaagag 1260 
agggatggot ttccoagaag aoactoctgg ooatotgtgg atttgtctgt gcaoctattg 1320 
gctcttctag ctgactcttc tggttgggct tagagtctgc ctgtttctgc tagctcogtg 1380 
tttagtccac ttgggtcatc agctctgcca agctgagcct ggccaagcta ggtggacaga 1440 
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cccttgcagt gatgtccgtt tgtccagatt ctgccagtca tcactggaca cgtctcctcg 1500 
cagctgccct agcaagggga gacattgtgg tagctatcag acatggacag aaactgactt 1560 
agtgctcaca agcccctaca ccttctgggc tgaagatcac ccagctgtgt tcagaatttt 1620 
cttactgtgc ttaggactgc acgcaagtga gcggacacca ccgacttcct ttctgcgtca 1680 
ccagtgtcgt cagcagagag aggacagcac aggctcaagg ttggtagtga agtcaggttc 1740 
ggggtgcatg ggctgtggtg gtgttgatca gttgctccag tgtttgaaat aagaagactc 1800 
atgtttatgt ctggaataag ttctgtttgt gctgacaggt ggcctaggtc ctggagatga 1860 
gcaccctctc tctggccttt agggagtccc ctcttaggac aggcactgcc cagcagcaag 1920 
ggcagcagag ttgggtgcta agatcctgag gagctcgagg tttcgagctg gctttagaca 1980 
ttggtgggac caaggatgtt ttgcaggatg ccctgatcct aagaaggggg cctgggggtg 2040 
cgtgcagcct gtcggggaga ccccactctg acagtgggca cacggcagcc tgcaaagcac 2100 
agggccaccg ccacagcccg gcagaggggc acactctgga gaccttgctg gcagtgctag 2160 
ccaggaaaca gagtgaccaa gggacaagaa gggacttgcc taaagccacc cagcaactca 2220 
gcagcagaac caagatgggc cccaggctcc tccatatggc ccagggctta ccaccctatc 2280 
acacgtggcc ttgtctagac ccagtcctga gcaggggaga ggctcttgag acctgatgcc 2340 
ctcctaccca catggttctc ccactgccct gtctgctctg ctgctacaga ggggcagggc 2400 
ctcccccagc ccacgcttgg gaatgcttgg cctctggcag gcaggcagct gtacccaagc 2460 
tggtgggcag ggggctggaa ggcaccaggc ctcaggagga gccccatagt cccgcctgca 2520 
gcctgtaacc atcggctggg ccctgcaagg cccacactca cgccctgtgg gtgatggtca 2580 
cggtgggtgg gtgggggctg accccagctt ccaggggact gtcactgtgg acgccaaaat 2640 
ggcataactg agataaggtg aataagtgac aaataaagcc agttttttac 2690 



<210> 12206 
<211> 170 
<212> PRT 

<213> Homo sapiens 



<400> 12206 



Met 


Leu Ser Ala Arg 


Phe 


Ser 


Gly 


Asn 


Leu 


Leu Val 


Ser 


Leu Leu Gly 


1 


5 










10 






15 


Thr 


Trp Ser Asp Thr 


Ser 


Ser 


Gly 


Gly 


Pro 


Ala Arg 


Ala 


Tyr Pro Val 




20 








25 








30 


Gly 


Gly Leu Cys Tyr 


Tyr 


Leu 


Ser 


Pro 


Pro 


Glu Ser 


Phe 


Gly Ser Val 




35 






40 








45 




Leu 


Glu Asp Pro Val 


His 


Ala 


Val 


Val 


Tyr 


Me Val 


Phe 


Met Leu Gly 




50 




55 








60 






Ser 


Cys Ala Phe Phe 


Ser 


Lys 


Thr 


Trp 


1 le 


Glu Val 


Ser 


Gly Ser Ser 


65 




70 










75 




80 


Ala 


Lys Asp Val Ala 


Lys 


Gin 


Leu 


Lys 


Glu 


Gin Gin 


Met 


Val Met Arg 




85 










90 






95 


Gly 


His Arg Glu Thr 


Ser 


Met 


Val 


His 


Glu 


Leu Asn 


Arg 


Tyr 1 1 e Pro 




100 








105 








110 


Thr 


Ala Ala Ala Phe 


Gly 


Gly 


Leu 


Cys 


1 le 


Gly Ala 


Leu 


Ser Val Leu 




115 






120 








125 




Ala 


Asp Phe Leu Gly 


Ala 


1 le 


Gly 


Ser 


Gly 


Thr Gly 


Me 


Leu Leu Ala 




130 




135 








140 






Val 


Thr Me Me Tyr 


Gin 


Tyr 


Phe 


Glu 


1 le 


Phe Val 


Lys 


Glu Gin Ser 



-5866/13211- 



145 150 155 160 

Glu Val Gly Ser Met Gly Ala Leu Leu Phe 
165 170 



<210> 12207 
<211> 3189 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1432). . (1866) 
<400> 12207 

gattgccggc attcccgctt ctgctggttg cttcatgctg caggctgcgg ccgtcagccc 60 
tcgctcgcat tggtggcgct gaggtgccgg ggcagcaagt gacatgtGgt cgggcotccg 120 
ogccgctgac ttoccocgct ggaagcgoca oatotcggag caactgaggc gccgggaccg 180 
gctgcagaga caggcgttcg aggagatcat cctgcagtat aacaaattgc tggaaaagtc 240 
agatcttcat tcagtgttgg cccagaaact acaggctgaa aagcatgacg taccaaacag 300 
gcacgagata agtccoggac atgatggcac atggaatgac aatcagctao aagaaatggo 360 
ccaactgagg attaagcacc aagaggaact gactgaatta cacaagaaac gtggggagtt 420 
agctcaactg gtgattgacc tgaataacca aatgcagcgg aaggacaggg agatgcagat 480 
gaatgaagca aaaattgoag aatgtttgca gactatctct gaoctggaga cggagtgoct 540 
agacctgcgo actaagottt gtgaccttga aagagccaac cagaccctga aggatgaata 600 
tgatgcoctg cagatcactt ttactgcctt ggagggaaaa ctgaggaaaa ctacggaaga 660 
gaaccaggag ctggtcacca gatggatggc tgagaaagoo caggaagcca atcggcttaa 720 
tgoagagaat gaaaaagaot ccaggaggcg gcaagcccgg ctgcagaaag agottgoaga 780 
agcagcaaag gaacctctac oagtcgaaca ggatgatgac attgaggtca ttgtggatga 840 
aacttctgat cacacagaag agacctctcc tgtgcgagcc atcagcagag cagccacgag 900 
acgctotgtc tcttccttcc cagtccccca ggacaatgtg gataotcatc ctggttotgg 960 
taaagaagtg agggtaccag ctactgcctt gtgtgtcttc gatgcacatg atggggaagt 1020 
caacgctgtg cagttcagtc caggttcccg gttactggcc actggaggca tggaccgcag 1080 
ggttaagctt tgggaagtat ttggagaaaa tgtgagttca agggttocct atctggoagt 1140 
aatgcaggaa ttacaagcat tgaatttgat agtgctggat cttaoctctt agcagcttca 1200 
aatgattttg caagccgaat ctggactgtg gatgattatc gattacggca cacactcacg 1260 
ggacacagtg ggaaagtgct gtctgctaag ttcctgctgg acaatgcgcg gattgtctca 1320 
ggaagtcacg accggactot caaactctgg gatctacgca goaaagtotg oataaagaca 1380 
gtgtttgcag gatccagttg caatgatatt gtctgcacag agcaatgtgt aatgagtgga 1440 
cattttgaca agaaaattcg tttctgggac attcgatcag agagcatagt tcgagagatg 1500 
gagctgttgg gaaagattac ogccctggac ttaaacccag aaaggactga gctcctgagc 1560 
tgotcccgtg atgacttgct aaaagttatt gatctccgaa caaatgctat caagcagaca 1 620 
ttcagtgcac ctgggttcaa gtgcggctct gactggacca gagttgtctt cagccctgat 1680 
ggcagttacg tggcggcagg ctctgctgag ggctotctgt atatotggag tgtgctcaca 1740 
gggaaagtgg aaaaggttot ttcaaagcag cacagctcat coatcaatgc ggtggcgtgg 1800 
tcgccctctg gctcgcacgt tgtcagtgtg gacaaaggat gcaaagctgt gctgtgggca 1860 
cagtactgac ggggctctca gggctgggag gaccooagtg coctcotcag aagaagcaca 1920 
tgggctcctg oagccctgtc ctggcaggtg atgtgctggg tatagcatgg acctccoaga 1980 
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gaagctcaag ctatgtggca ctgtagcttt 
gaggtctctc ttggcctgga agaataacac 
agaggctcag gttcttgcct tgggaaacac 
ggggagcaca gggccccgct gggcctcctc 
atcaaggtgg tgttctctgt gctttctctc 
atgtcccaac accttgggtt catttgcccg 
aaactcccga actacagacc cctccctggt 
aaatgtcctc acatctcttt cactgttctt 
aattcgacat atttaaaaat ctccgtgtgg 
tttttgaggt gggagaggat gtgtgaaaat 
gtaaggatgt gttcctgtat cgatctgcag 
ttgggggtgc caagggattc gagacctcca 
catggcccct ctgccaagcc tgtgtgcgat 
gctcagaagc acagcagcgc catctttccg 
aacatttatc tttactattt tacctacgta 
acccttttta tcacttttaa atttgcactt 
acatttgggg atgtgagtgt tagagctggt 
tggtcctggc ctccacctgc cctctcttcc 
tcagagaact taagtcaagg agagttgaaa 
ttcattatgt tggccaacag aacttgattg 
ttttcaaac 



gccgtgaatg ggatttctga agatttgact 2040 
tgaaaaaacc tgacgctgcg gtcacttagc 2100 
tactagctct gaccttccat acctcacttg 2160 
accaacggca gtgccaaaat cagcccccac 2220 
gtccttccaa agtcggttct ggcctaacgc 2280 
gtgaactcac tttaagcatt ggattaacgg 2340 
gggttgcatg aatgtgtctc attactgctg 2400 
cagagctttc tggctctctt tcccccacaa 2460 
ctttaaaaaatggttttttg tttttttgtt 2520 
cttttccagg gaaatgggtt cgctgcagag 2580 
acacccagaa ggtgggtgca cactgcatgc 2640 
acatacttgt ctgaaggtgg tgattctggc 2700 
gcccttggtg ctttagtgca agaagcctag 2760 
tttcaggggt tgtgatgaag gccaaggaaa 2820 
taaagtttta gttcattggg tgtgcgaaac 2880 
tatttttttt cttccatgct tgttctctgg 2940 
gagagaggag tcaggtggcc ttcccaccga 3000 
ctgcctgatc accgctttcc aatttgccct 3060 
ttcacaggcc agggcacatc ttttatttat 3120 
taaataataa taaagaaatc tgttatatac 3180 

3189 



<210> 12208 
<211> 145 
<212> PRT 

<213> Homo sapiens 



<400> 12208 




Met 


Ser 


Gly 


His 


1 








Glu 


Ser 


1 le 


Val 








20 


Asp 


Leu 


Asn 


Pro 






35 




Leu 


Leu 


Lys 


Val 




50 






Ser 


Ala 


Pro 


Gly 


65 








Ser 


Pro 


Asp 


Gly 


Tyr 


1 le 


Trp 


Ser 








100 


Gin 


His 


Ser 


Ser 






115 




His 


Val 


Val 


Ser 




130 






Tyr 









Phe 


Asp 


Lys 


Lys 


5 








Arg 


Glu 


Met 


Glu 


Glu 


Arg 


Thr 


Glu 








40 


1 le 


Asp 


Leu 


Arg 






55 




Phe 


Lys 


Cys 


Gly 




70 






Ser 


Tyr 


Val 


Ala 


85 








Val 


Leu 


Thr 


Gly 


Ser 


1 le 


Asn 


Ala 








120 


Val 


Asp 


Lys 


Gly 



135 



1 le 


Arg 


Phe Trp 




10 




Leu 


Leu 


Gly Lys 


25 






Leu 


Leu 


Ser Cys 


Thr 


Asn 


Ala Me 






60 


Ser 


Asp 


Trp Thr 






75 


Ala 


Gly 


Ser Ala 




90 




Lys 


Val 


Glu Lys 


105 






Val 


Ala 


Trp Ser 


Cys 


Lys 


Ala Val 






140 



Asp 


1 1 e Arg 


Ser 




15 




1 le 


Thr Ala 


Leu 




30 




Ser 


Arg Asp 


Asp 


45 






Lys 


Gin Thr 


Phe 


Arg 


Val Val 


Phe 






80 


Glu 


Gly Ser 


Leu 




95 




Val 


Leu Ser 


Lys 




110 




Pro 


Ser Gly 


Ser 


125 






Leu 


Trp Ala 


Gin 
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145 



<210> 12209 

<211> 2617 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (234). . (1667) 
<400> 12209 

caagaagttc tggagataaa aaaaatacga gtgatagaag tagcaagaca caagcctctg 60 
tcaaaaaaga agagaaaaga tcgtctgaga aatctgaaaa aaaagaaagc aaggatacta 120 
agaaaataga aggtaaagat gagaagaatg ataatggago aagtggccaa acatcagaat 180 
cgattaaaaa aagtgaagaa aagaagcgaa taagttccaa gagtccagga catatggtaa 240 
tactagacca aactaaagga gatcattgta gaccatcaag aagaggaaga tatgagaaaa 300 
ttcatggaag aagtaaggaa aaggagagag otagtctaga taaaaaaaga gataaagact 360 
acagaaggaa agagatcttg ccttttgaaa agatgaagga acaaaggttg qgagaacatt 420 
tagttogttt tgaaaggotg ogaogagcaa tggaaottcg aagaogaaga gagattgcag 480 
agagagagcg tcgagagcga gaacgcatta gaataattcg tgaacgggaa gaacgggaac 540 
gcttacagag agagagagag cgcctagaaa ttgaaaggca aaaactagag agagagagaa 600 
tggaaogoga acgcttggaa agggaaogoa ttogtattga acaggaacgt cgtaaggaag 660 
ctgaacggat tgctcgagaa agagaggaac tcagaaggca acaacagcag cttcgttatg 720 
aacaagaaaa aaggaattcc ttgaaacgcc cacgtgatgt agatcatagg cgagatgatc 780 
ottaotggag cgagaataaa aagttgtotc tagataoaga tgcaogattt ggccatggat 840 
ccgactactc tcgccaacag aacagattta atgactttga tcaccgagag aggggcaggt 900 
ttcotgagag ttcagcagta cagtcttcat cttttgaaag gcgggatcgc tttgttggtc 960 
aaagtgaggg gaaaaaagca ogaoctaotg cacgaaggga agatccaagc ttcgaaagat 1020 
atcccaaaaa tttcagtgac tccagaagaa atgagcctcc accaccaaga aatgaactta 1080 
gagaatcaga caggcgagaa gtacgagggg agcgagacga aaggagaacg gtgattattc 1140 
atgacaggcc tgatatoact catcctagao atcctcgaga ggcagggccc aatccttcca 1200 
gacccaccag ctggaaaagt gaaggaagca tgtccactga caaacgggaa acaagagttg 1260 
aaaggccaga acgatctggg agagaagtat cagggcaoag tgtgagaggo gotccccctg 1320 
ggaatcgtag cagcgcttcg gggtaoggga gcagagaggg agacagagga gtcatcacag 1380 
accgaggagg tggatcacag cactatcctg aggagcgaca tgtggttgaa cgccatggac 1440 
gggacacaag cggaccaagg aaagagtggc atggtccaoc ctotcaaggg octagotatc 1500 
atgatacgag gcgaatgggt gaoggccggg caggagcagg catgataacc caacattcaa 1560 
gtaacgcatc cccaattaat agaattgtac aaatcagtgg caattccatg ccaagaggaa 1620 
gtggctccgg atttaagcca tttaagggtg gacctccgcg acgattctga aaatgagotc 1680 
tctgccaagg ttttaagata atttattgaa atctcctgta aactttactt gactacttat 1740 
gaagaggacc tctgaottgc ttgagagttc tgtcagactt ttctttttaa aaatttaaca 1800 
tgattgottt tctcaatttt ggagaagatg tttaaatagt tctgttgtaa ottttaatag 1860 
ttttgtgtat cattcaactt tttttcttgc agoaccgagg cacatttgaa aagatggaat 1920 
tgaagtcgtt ttgtttaacg ctgtgtgaat ataaagagta gtttgcagct gtgtggtagt 1980 
ggtttaattt gcagccttag ctctgtggtg tctggotcta gagttacttc tttttaccaa 2040 
gcattttcag cctccatttt gaaggctgtc tacacttaag aagtcttagc tgtctaattt 2100 
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ttagagaata agattgttca ttgcatttct 
tactgttaca ttaagtgcat ctgtgtatcc 
taaaccttca tattctgtat agttgctaaa 
gaaccgattt tcagtttagt gtagcagcac 
aatagattca tgaaaccttg gccatgaggt 
gcaggtaagt gcacttttag gtaatctgca 
gggaattgtg tgggtattaa tgtttccatg 
cccaggttct agatgggtga atcagttggg 
ttgttgtctt tttgtgaaaa taaaaatcca 



gagtattatg taacctattt ttgcagaagg 2160 
tggtttaaaa aaatgtaatc ttttttgaaa 2220 
gtgttgagaa cctttttaat tgtaaaatga 2280 
acttgttcag gtttgcatgg tatgaaacca 2340 
ttgtttcaca aggttcttag accgagttgt 2400 
ctgtttgttt gatggataaa ttccatctct 2460 
ttcccaacta tgttgagaag tggaaaaaaa 2520 
ttttgtaaat acttgtatgt ggggaagaca 2580 
cacctgg 2617 



<210> 12210 
<211> 478 
<212> PRT 

<213> Homo sapiens 
<400> 12210 



Ific X 


\/o 1 IIa Iaii Aon 
Vo 1116 LcU ASp 


u 1 n 


1 nr 


Lys 


uiy Asp nis uys Arg rro oer Arg 


1 


c 
O 








lU 1 o 


Ayrr 

/\rg 


f^lx/ Kr'tr T\tv 1^ 1 1 1 

u 1 y /\rg 1 yr u i u 


Lys 


1 1 e 


n 1 s 


uiy Arg oer Lys uiu Lys uiu Arg 














Ala 


Q^K* 1 All Acn 1 \/c 


1 VQ 




Acn 


1 \/c Aon T\iir Kircr Ak'ct I \/o ^lii 1 Ia 

Lyo Aop 1 yr Arg Arg Lyb uiu l ic 




35 






40 


45 


Leu 


Pro Phe Glu Lys 


Met 


Lys 


Glu 


Gin Arg Leu Arg Glu His Leu Val 




50 




55 




60 


Arg 


Phe Glu Arg Leu 


Arg 


Arg 


Ala 


Met Glu Leu Arg Arg Arg Arg Glu 


65 




70 






75 80 


1 le 


Ala Glu Arg Glu 


Arg 


Arg 


Glu 


Arg G 1 u Arg 1 1 e Arg lie Me Arg 




85 








90 95 


Glu 


Arg Glu Glu Arg 


Glu 


Arg 


Leu 


Gin Arg Glu Arg Glu Arg Leu Glu 




100 








105 110 


1 le 


Glu Arg Gin Lys 


Leu 


Glu 


Arg 


Glu Arg Met Glu Arg Glu Arg Leu 




115 






120 


125 


Glu 


Arg Glu Arg 1 le 


Arg 


1 le 


Glu 


Gin Glu Arg Arg Lys Glu Ala Glu 




130 




135 




140 


Arg 


Me Ala Arg Glu 


Arg 


Glu 


Glu 


Leu Arg Arg Gin Gin Gin Gin Leu 


145 




150 






155 160 


Arg 


Tyr Glu Gin Glu 


Lys 


Arg 


Asn 


Ser Leu Lys Arg Pro Arg Asp Val 




165 








170 175 


Asp 


His Arg Arg Asp 


Asp 


Pro 


Tyr 


Trp Ser Glu Asn Lys Lys Leu Ser 




180 








185 190 


Leu 


Asp Thr Asp Ala 


Arg 


Phe 


Gly 


His Gly Ser Asp Tyr Ser Arg Gin 




195 






200 


205 


Gin 


Asn Arg Phe Asn 


Asp 


Phe 


Asp 


His Arg Glu Arg Gly Arg Phe Pro 




210 




215 




220 


Glu 


Ser Ser Ala Val 


Gin 


Ser 


Ser 


Ser Phe Glu Arg Arg Asp Arg Phe 


225 




230 






235 240 


Val 


Gly Gin Ser Glu 


Gly 


Lys 


Lys 


Ala Arg Pro Thr Ala Arg Arg Glu 
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Z09 
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z /u 






A ^ M /2 111 

Asn u 1 u 
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A ^ /2 111 O A ^ A 

Arg u 1 u oer asp 


Arg 
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ZoU 


zoo 






u 1 u va 1 
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ft 1 \i 

u 1 y 


ft 1 1 1 
u 1 U 
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Arg Asp u 1 u Arg Arg 


Thr- \/o 1 1 1 A 1 1 A 

1 nr va i lie i i e 


n 1 s 
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ZifO 








Arg Pro 


Asp 


f 1 a 

1 1 e 


1 nr 


n 1 S rro Arg n 1 S rro 


Ai^rr ftlii Ali^ ftlif 

Arg u 1 u A J a u 1 y 


rro 


Asn 










O 1 u 


o 1 O 




^9n 

oZU 


rrO oer 


Arg 


rro 


1 nr 


oer 1 rp Lys oer uiu 


ft 1 \/ Car- Ma-H Cai^ 

u 1 y oer itiex oer 


1 nr 


Asp 








oZO 


OoU 




ooO 




LyS Arg 


ft 1 1 1 
u 1 u 


1 nr 


Arg 


V/o 1 ft III Aktt Dv-/\ ft III 

va 1 u 1 u Arg rro u i u 


Avn* ^Ar" ft 1 %# A r'flr 

Arg oer u i y Arg 


ft 1 1 1 
U 1 u 
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OHO 








oer u 1 y 


rt 1 s 


oer 


va 1 


A»*fv ftlxf Al^ 

Arg u 1 y At a rro rro 


uiy Asn Arg oer 


oer 


A 1 ^ 

A 1 a 


















oer u 1 y 


Tyr 


ft 1 \f 
u 1 y 


oer 


Arg u 1 u u 1 y ASp Arg 


ft 1 i# \/4 1 1 1 A Tkir- 
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<210> 12211 
<211> 3912 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (135). . (1598) 
<400> 12211 

accgccttcg ccgcggacct tcagctgccg cggtcgctcc gagcggcggg ccgcagaggt 60 
toaagogatt otoctgottc agcctccgga gtagctggga ttacaggcac gtgccaacac 120 
acGcagccac caaaatgcoa gaagagatgg acaagocact gatcagcctc cacctggtgg 180 
acagcgatag tagccttgco aaggtccccg atgaggcccc caaagtgggc atcctgggta 240 
gcggggactt tgcccgctcc ctggccacac gootggtggg otctggcttc aaagtggtgg 300 
tggggagccg caaccccaaa cgcacagcca ggctgtatcc ctcagcggcc caagtgactt 360 
tccaagagga ggcagtgagc tccccggagg tcatctttgt ggctgtgttc cgggagcact 420 
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actcttcact gtgcagtctc agtgaccagc 
accctacaga gcaagagcac cttcagcatc 
tcttccccac ttgcacagtg gtcaaggcct 
ctggcccaag ggatggtaac aggcaggtgc 
gtgctgtctc ggagatggcg ctcgccatgg 
cgtcagcctg ggaggtggag gccatgcccc 
ccctgctggc cctggggctc ttcgtctgct 
tgcagcccta tgtgcaggaa agccagaaca 
acaccacact gccgtgcgtg gcctacgtgc 
tggcggctgc cctgcagctg cggcgcggca 
accactggct acagcaccgc aagcagatcg 
acgccctcta cagcttctgc ttgccgctgc 
tggcagtcaa gcaggtcttg gccaacaaga 
ggatggagat ctacctctcc ctgggagtgc 
tgacctcact gccgtccatt gcaaactcgc 
cctcactggg ctttgtggcc ctcgtgctga 
cccgcgcctt cgaggagagc cgctacaagt 
tgctggtgcc ctgcgtcgtc atcctggcca 
gcagactcgc caggatccgg agaggctggg 
ccacagacca cgccctggcc gagaagacga 
ggaccccggg cacacgaggg acggtgccct 
gcaaagtggt ataactgtgt gcaaatagga 
tgtatgcagt actattcaga atgatataca 
ccacatatat aacaggattt gcaattatac 
tttcaacttg tagatttaaa aacaagtgcc 
tgtgacattt gcagagatat acacacactt 
gttcgattta tccctgccca ccccatcccc 
tcttgcagag ctagggctct gaaggggagg 
tggagcatgt gagcagcggc tggtctcttc 
ggggggagga aaatcaggca gtcggcctgg 
ggaggatgga gggattgggc tgaagctgct 
ttttccctga aagtcagaag tcaccataga 
cgtcacctcc tttccagagc cattagtgag 
cctcctttaa cctggcgatg agcgtccttt 
ttcagtttga acgactccca ggaaggccta 
ggagagcaag agaaaacact ctagggagta 
cctgggctga aggactgtct tcacgaagtc 
atgtcctctg gcagaggacc cagaaaacca 
ttacacttca aaacagtggg gagcaacttt 
tgccccaaag cacaagaggg aagagcaccg 
acaggccatc cttgctgctc cctactgact 
gttctcggct gagcccccaa ccctctgcag 
ctttgaagac aaagagggtg aggtcttcat 
tggaaggaag agagtagggc cagtgaaggc 
cccctgcccc ctccccgcca gggaggtttc 
ttcttcagtg aaaagcagga gaagagccca 
gatgcaggga aggccatgcc ggggaagctc 
aaggctgagc ggcagaaact tgtctcataa 



tggcgggcaa gatcctggtg gatgtgagca 480 
gtgagtccaa tgctgagtac ctggcctccc 540 
tcaatgtcat ctctgcctgg accctgcagg 600 
ccatctgcgg tgaccagcca gaagccaagc 660 
gcttcatgcc cgtggacatg ggatccctgg 720 
tgcgcctcct cccggcctgg aaggtgccca 780 
tctatgccta caacttcgtc cgggacgttc 840 
agttcttcaa gctgcccgtg tccgtggtca 900 
tgctgtcact cgtgtacttg cccggcgtgc 960 
ccaagtacca gcgcttcccc gactggctgg 1020 
ggctgctcag cttcttctgc gccgccctgc 1080 
gccgcgccca ccgctacgac ctggtcaacc 1140 
gccacctctg ggtggaggag gaggtctggc 1200 
tggccctcgg cacgttgtcc ctgctggccg 1260 
tcaactggag ggagttcagc ttcgttcagt 1320 
gcacactgca cacgctcacc tacggctgga 1380 
tctacctgcc tcccaccttc acgctcacgc 1440 
aagccctgtt tctcctgccc tgcatcagcc 1500 
agagggagag caccatcaag ttcacgctgc 1560 
gccacgtatg aggtgcctgc cctgggctct 1620 
gagcccgtta ggttttcttt tcttggtggt 1680 
ggtttgaggt ccaaattcct gggactcaaa 1740 
cacatatgtg tatatgtatt tacatatatt 1800 
atagctagct aaaaagttgg gtctctgaga 1860 
gtacgttaag agaagagcag atcatgctat 1920 
tttgtacaga agaggcttgt gctgtggtgg 1980 
acaacttccc ttttgctact tccccaaggc 2040 
gaaggcaacg gctctgccca gagccatccc 2100 
cctccacctg gggcagcagc aggaggcctg 2160 
agtctgtgcc tggtcctttg cccggtggtg 2220 
ccacctcatc cttgctgagt gggggagaca 2280 
gcctgcaaat ggatcctcct gtgagagtga 2340 
cctggcttgg gaacaagtgt aatttccttc 2400 
aaaccactgt gccttctcac cctttccatc 2460 
gagcagaccc tttagaaatc agcccaaggg 2520 
aagctccccg ggcgtcagag ttgagccctg 2580 
agtcctgagg aaaaatattg gggactccaa 2640 
cactggctcc aacttcctcc tcatggggca 2700 
tccaccaaag ctacaaacct aaaatgctgc 2760 
ccggggccac aggacgtctg tcctccagtc 2820 
ctagcttact tcccctgtga agaaacaggt 2880 
aaccaggttg atctgccaca gaaaaagcat 2940 
gagtctcctg ggcccaaagc catcttctga 3000 
tgcccagaga gaatgtcaca gatgaggctg 3060 
atgagctcat gtctatgcag cacataaggg 3120 
ctgcaaggat agctcattag gcacatgacc 3180 
ttcctgcagg tattttccat ctgctgtgcc 3240 
attggcactg atggagcatc agctgtggcc 3300 
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cacagagagc cttgctgaga agggggcagg 
taacaagggc ccatcgattc cctactaatg 
ccaccaatga tccccaaccc cggtgggtac 
ccttatacca aagatgctgg cacatagcag 
acctctggct gaaggtgctc aagagggaag 
ggtgccacct gctggacaat cacacgaaag 
tgcgtccact gctgtcttcc ctacctcacc 
atcatctcca cagcctggta aattccatgt 
tgctctggaa atcccaaatg ccacagtctg 
agagtctctg tttttttttt ttaacctggt 
ctaaccttct gc 



taaagcagag attttagcat tgccttggca 3360 
agaggcaggg agagcatggg caatggagac 3420 
tggctgcctg ccctgggcca gggaatggct 3480 
aacccagtgc acgtcctccc cttcccaccc 3540 
caattataag gtgggtggca ggagggaaca 3600 
gcaggcgggc tgtgtactgg gccctgactg 3660 
aggctactgg cagcagcatc ccgagagcac 3720 
gcctctgggt acaaaagtgc ctcaacgaca 3780 
aggttgatat ctaaaatcta tgccttcaaa 3840 
agacggtata aaagcagtgc aaataaacac 3900 

3912 



<210> 12212 
<211> 488 
<212> PRT 

<213> Homo sapiens 
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<210> 12213 
<211> 2643 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (163). . (1587) 
<400> 12213 

acgtggtacg gaaccggcgc cgcgcttgct gctggtaaca gggccttgcc tagtgggcct 60 
tccttoccag gtcgcccctc agtctccact agagacagga ctgacoagtt gctcttcctt 120 
ccaagaacct tcgagatctg oggtctgggg tctggttgaa agatggcggc cctcactacc 180 
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ctgtttaagt acatagatga aaatcaggat 
gctatccaga gtgtgtctgc gtggccggag 
gttgctgctg cagatgttaa gcagttgggg 
caaaagctcc ctgatggctc ggagatcccg 
tccgacccac agaagaagac cgtgtgcatt 
ctggaggacg gctgggacag cgagcccttc 
gggggaggtt cgactgatga taagggcccg 
tatcagaaaa caggccagga gattcctgtc 
gagtcaggct ctgagggcct agacgagctg 
gatgtggact atgtctgcat ttctgacaat 
acctacggcc tcaggggcat ttgctacttt 
ctccattctg gggtgtacgg gggctcggtg 
atgggctctt tggtggacaa gagggggaac 
gccgccgtca cggaagagga gcacaagctg 
tttgccaagg atgtgggggc gcagatcctc 
caccgatggc ggtacccgtc tctgtccctc 
ggggccaaga ccgtgattcc caggaaggtg 
aacatgactc ctgaagtcgt cggcgagcag 
gaactacgca gccccaatga gttcaaggtg 
tccgacttca gtcaccctca ttacctggct 
gttgagccag acttgaccag ggaaggcggc 
gccacgggca agaacgtcat gctgctgcct 
cagaatgaaa agctcaacag gtataactac 
ctgtatgagg tctcccagct gaaggactag 
gaaggaatcc tgccctcacc tcaccctttt 
ctttcctttc cctcttgtca ggtcatccat 
gctgtccacg ggtggagcta cccgttgggc 
accctgggta agttctcaga gtggtcagga 
caaaagcaca aggtctgcgg aaagttctgg 
taatcgagca ctttgggagg ccaagacagg 
agcctaggca acaaaacaag actctgtctc 
ggtggtgtat gcctgtagtc ccagccactc 
ccaagagttt gagcctgcgg tgagctgtga 
tagcaagatc ctgtctctac aagaaatttt 
cctgtagttc cagctactca ggacactgac 
aggctgcgat gagccatgaa tgccccactg 
catctcaaaa aaaataagtt ctggttgtca 
tttctgcctt ctgtctcagg tgatgcattg 
gaaagaaatt agggcctcct ctgatctctc 
accttcacca ttactggtgt tttcctgtct 
taactggaag gatgattttg tctcagtttg 
tct 



cgctacatta agaaactcgc aaaatgggtg 240 
aagagaggcg aaatcaggag gatgatggaa 300 
ggctctgtgg aactggtgga tatcggaaaa 360 
ctccctccta ttctgctcgg caggctgggc 420 
tacgggcacc tggatgtgca gcctgcagcc 480 
accctggtgg agcgagacgg caagctgtat 540 
gtggccggct ggataaacgc cctggaagcg 600 
aacgtccgat tctgcctcga aggcatggag 660 
atttttgccc ggaaagacac attctttaag 720 
tactggctgg gaaagaagaa gccctgcatc 780 
ttcatcgagg tggagtgcag caacaaagac 840 
catgaggcca tgactgatct cattttgctg 900 
atcctgatcc ccggcattaa cgaggccgtg 960 
tacgacgaca tcgactttga catagaggag 1020 
ctgcacagcc acaagaaaga catcctcatg 1080 
catggcatcg aaggcgcctt ctctgggtct 1140 
gttggcaagt tctccatcag gctcgtgccg 1200 
gtcacaagct acctaactaa gaagtttgct 1260 
tacatgggcc acggtgggaa gccctgggtc 1320 
gggagaagag ccatgaagac agtttttggt 1380 
agtattcccg tgaccttgac ctttcaggag 1440 
gtggggtcag cggatgacgg agcccactcc 1500 
atagagggaa ccaagatgct ggccgcgtac 1560 
gccaagccct ctgtgtgcca tctccaatga 1620 
ccaacttgcc cagggaagtg gaggtttcct 1680 
gactttagag aacagacaca agtgtatcca 1740 
ttatgagtga cctggagtga cagctgagtc 1800 
tggcttgacc tgcagaagat acccaaggtc 1860 
ttgtcggctg ggcaccacgg ctcacaccta 1920 
aggatcactt gaggccagga gtctgagaca 1980 
tacaaaaagt ttaagaaatg agccagacat 2040 
agaaggctga ggcaggagga tcgcttgaga 2100 
atgcaccacg gcactcaagc ctgggcaatg 2160 
ttaaaaatga gccaagtgtg gtggtgcatg 2220 
gtaggagggt tgcttgagac tgagagttgg 2280 
cactccagcc tgggcgacag aacgagaccc 2340 
ttgaattggg ataaacagag agcttgatgc 2400 
cacatttggg atatttggaa aggaaatgag 2460 
gctatctgcg ggtcctgtcc ttttctcaag 2520 
tctctttagt atgatccctc aaaacctcac 2580 
tactcctaaa taaaaagtaa acatgacacc 2640 

2643 



<210> 12214 
<211> 475 
<212> PRT 

<213> Homo sapiens 
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<400> 12214 

Met Ala Ala Leu Thr Thr Leu Phe Lys Tyr I le Asp Glu Asn Gin Asp 

15 10 15 

Arg Tyr Me Lys Lys Leu Ala Lys Trp Val Ala lie Gin Ser Val Ser 

20 25 30 

Ala Trp Pro Glu Lys Arg Gly Glu I le Arg Arg Met Met Glu Val Ala 

35 40 45 

Ala Ala Asp Val Lys Gin Leu Gly Gly Ser Val Glu Leu Val Asp Me 

50 55 60 

Gly Lys Gin Lys Leu Pro Asp Gly Ser Glu Me Pro Leu Pro Pro Me 
65 70 75 80 

Leu Leu Gly Arg Leu Gly Ser Asp Pro Gin Lys Lys Thr Val Cys Me 

85 90 95 

Tyr Gly His Leu Asp Val Gin Pro Ala Ala Leu Glu Asp Gly Trp Asp 

100 105 110 

Ser Glu Pro Phe Thr Leu Val Glu Arg Asp Gly Lys Leu Tyr Gly Gly 

115 120 125 

Gly Ser Thr Asp Asp Lys Gly Pro Val Ala Gly Trp Me Asn Ala Leu 

130 135 140 

Glu Ala Tyr Gin Lys Thr Gly Gin Glu Me Pro Val Asn Val Arg Phe 
145 150 155 160 

Cys Leu Glu Gly Met Glu Glu Ser Gly Ser Glu Gly Leu Asp Glu Leu 

165 170 175 

1 1 e Phe A I a Arg Lys Asp Thr Phe Phe Lys Asp Va I Asp Tyr Va I Cys 

180 185 190 

Me Ser Asp Asn Tyr Trp Leu Gly Lys Lys Lys Pro Cys Me Thr Tyr 

195 200 205 

Gly Leu Arg Gly Me Cys Tyr Phe Phe Me Glu Val Glu Cys Ser Asn 

210 215 220 

Lys Asp Leu His Ser Gly Val Tyr Gly Gly Ser Val His Glu Ala Met 
225 230 235 240 

Thr Asp Leu 1 1 e Leu Leu Met G I y Ser Leu Va I Asp Lys Arg G I y Asn 

245 250 255 

I le Leu I le Pro Gly I le Asn Glu Ala Val Ala Ala Val Thr Glu Glu 

260 265 270 

Glu His Lys Leu Tyr Asp Asp Me Asp Phe Asp Me Glu Glu Phe Ala 

275 280 285 

Lys Asp Val Gly Ala Gin Me Leu Leu His Ser His Lys Lys Asp Me 

290 295 300 

Leu Met His Arg Trp Arg Tyr Pro Ser Leu Ser Leu His Gly Me Glu 
305 310 315 320 

Gly Ala Phe Ser Gly Ser Gly Ala Lys Thr Val Me Pro Arg Lys Val 

325 330 335 

Val Gly Lys Phe Ser Me Arg Leu Val Pro Asn Met Thr Pro Glu Val 

340 345 350 

Val Gly Glu Gin Val Thr Ser Tyr Leu Thr Lys Lys Phe Ala Glu Leu 
355 360 365 
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<210> 12215 

<211> 5294 

<212> DNA 

<213> Homo sapiens 

<400> 12215 

acacctcgtg gagtccggcc ggaagagcaa ocgagatgaa ggtgaagatg ctgagccgga 60 
atccggacaa ttatgtoogo gaaaccaagt tggacttaoa gagagttooa agaaaotatg 120 
atcctgcttt acatcctttt gaggtcccac gagaatatat aagagcttta aatgotacca 180 
aactggaacg agtatttgca aaaocattoc ttgcttcgct ggatggtcac cgtgatggag 240 
tcaattgott ggcaaagcat ccagagaago tggctaotgt cotttotggg gogtgtgatg 300 
gagaggttag aatttggaat ctaactcagc ggaattgtat cogtacaata caagcacatg 360 
aaggctttgt acgaggaata tgtactcgct tttgtgggac ttcttttttc actgttggtg 420 
atgacaaaac tgtgaagcag tggaaaatgg atgggcoagg ctatggagac gaggaagagc 480 
cattacatac aatattagga aagacagtgt atactgggat tgatcatcac tggaaagaag 540 
ctgtttttgc cacatgtgga cagcaagtag acatttggga tgaacaaaga actaatccta 600 
tatgttcaat gacctgggga tttgacagta taagtagtgt taaatttaac coaattgagg 660 
taatgttttt ttttaagtat gttttactta ttatggctta ataatttoag ttctgtttag 720 
aaaacttttg aatgtatgat agaaacttct gaattttaat ggtgttttgg oattttgtoa 780 
gttttccoga ttgtaaatga gttctgatac ctttgctcaa atcccaacat gtttcccagc 840 
agtttagtcc cagatactag agttaagoat tgttagagga gtggtgtgtg catttgccca 900 
ttggggtaaa atocaagtaa atatagtctt gttttaactt tagttttact catgccttoa 960 
acttcatgtt ccatagatta tgtcattgta catttaggaa aatgttaatt tttctacctg 1020 
ccttggaggt cagaagaagg agcattggac atcattttgt ctatttgtaa ttggtaaggt 1080 
aooaatgctt cataaaaaca tttgtgatta ttgttgaact gcatggtaat tagttatagt 1140 
tatatttttc tttgctcaga agtctgaatt gtgattccca gttcctccag gcctaaggga 1200 
agagttggag attggcoact acatgtcgtc tgtttaggtc tgaatttagg aatggaggct 1260 
gtcctgaagg otaagotagc octtggactc cagatcttto tctgaacttt ttcttaatgo 1320 
ataacaatag atgaactgat tgtccagaag actcagtagg gatatgtttt tcctgttgaa 1380 
agaaaaggca atcatagcat atataagoca attttagcag ttattgcgag gotaccattt 1440 
taggtagtat gagagaaaaa tootaatatg caagtgttat gctottaaag aoocaacctg 1500 
ataaaagata ggaagtaagg ttgagtcaaa atagtaaggt ataaaaatag tttgtatgat 1560 
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atactggaaa atgagatgct gcagtgcgat 
gtcagaggac actcttcctg caactaccac 
acaggtctag aataggttgg caaactagtc 
ttgtaaatag agctctgcta gaagacagcc 
tgctttcgtg ctatgatggc agagttaagt 
acctaaaata cttactctct ggccctttac 
tgtctgtctc tattatatct ttctcactcc 
tggttgtaga agagagaagt ggcatggaaa 
gtaaaagttg ataacatatg tgaacatttt 
acggtattac gtactaaaaa aaaaacacaa 
tttagaggaa caaaaaaatc ttttgcttct 
ctgatcacca attctaaaat cgtaattatt 
cttgcctgta tagcagctgt atttgttcag 
tatgaactta gtggtaaaag taaatggtgt 
ggaaagggca tgttgctgtg aacaaatgga 
aataattaat tttctcttaa aatattgaag 
gctgatcatt gggacgtttt acagtgtgaa 
gctttgttca gatcaaagtc tttcttttta 
cataatgaga agccaagaaa ggttgaggga 
attaagatag caggctttca gaaagaactg 
atgatgtgtt atttgaattg cgtacagaca 
ttagtaaata gctcttcttg ctgcccacat 
gccaatagtt gtgagtgtca ggaaccatga 
tttcagggat ccactggatg atagagggct 
agtaccatgc acatttataa ttgacttaca 
ttggacaaaa gacaggccta atttatagag 
acaataaatt tatatagcta ggaaatactg 
atgacactac ccagtgctgc ccagttgcat 
tactggtaca gctctttgga aaaataatta 
catacctttt gattcagtaa tgtcatttgt 
gaagaactac gtggggggga aatgtttatt 
aaacaagtct taagttgaag agtaggtaag 
agtaatatct gtacattaaa atacatgcat 
atcccagcac tttgggaggc tgaggcaggt 
gcctgggcaa catggtgaaa ccctgtctct 
gtggcgcacc cctgtaatcc cagctcctcc 
tgggaggtag aggttgcagt gagccaagat 
agcaagactc tgtctctaaa taaataaata 
gaaaatactt ggtttaagtt gctgagatta 
actttgtttt ttaacataaa tattaagggc 
ggtttgctgc caggtctggc tttgaactgg 
cttgggaagt tgtgcatctg acaggaatat 
tttgaaaaag gttatcttag atatgagaac 
tttcattttt acagcagcaa atgaagatta 
ggacactcct gtaatggtcc atatggatca 
tcccactggg aaggagtttg tgtctgctag 
agacaaaagt cgaagcaggg aggtatatca 
aaaatggact tctgacagca agtatattat 



gtgagcttgg ccttgaggaa ttactgagaa 1620 
atgctcacac acacactttc tagagacgct 1680 
tgtgagccac atgtggccca ctgcctgttt 1740 
atgttctctt gcgtacatat tgtctgtagc 1800 
aattgccaca gagaccatat ggcccacaaa 1860 
agaaaaagtt ttctgattcc tggtctggag 1920 
atcctccatc ttccttcctt atgtttccct 1980 
ggcagctacc tttgcagagc aggaccaagt 2040 
ttaaaagtgc tatccaaatt caagatggtg 2100 
aaaaacctaa acagacactg gttcttacta 2160 
ctgctttggt gaacatctgt gtcagaagag 2220 
agggatgacc tagtgaccat gtttttcaaa 2280 
ctgttttttt tttttaattg ctattaacct 2340 
gtgtgtctct tatcctgttt taaacttaat 2400 
gtgtatttgt atttgtctcc tctaatcatt 2460 
cctagaattc tggtaaagcc aaaagtttat 2520 
aggtggcatt tggtctaggt agattgtttt 2580 
gaaatggaac ctggtcagac cctgaggcga 2640 
cctcactagg gaagtctcag aaaagcagcc 2700 
agaggaaatc atgatcataa cattagcttt 2760 
gtaggaggag ttagctggcc atgcaactat 2820 
acttgcaata ggaagtaatt gtaggcagaa 2880 
gtgaggagga atgatgctac agagagaggg 2940 
tatttttact taatgccaag gggttatgtg 3000 
aataaaataa ttagaaaaat cttcaaacag 3060 
agttaacacg aagaaacatt tactaataaa 3120 
tcatacagat attttaaatg acacttttaa 3180 
taaaatggac atatcccaca ttgtagtgta 3240 
gccctaaata tcaaaagcca taaaattgtt 3300 
gaaattttat cctaaggaaa taattcaaaa 3360 
gaagtattac ttataatagt aaaaaacagg 3420 
taaaatatgt tttattacaa attagaacac 3480 
gggggccagg tgcggtggct catgcctgta 3540 
ggctcacctg aggtcaggag tttgatacca 3600 
tctaaaaata caaaatatta gcccggtgtg 3660 
acaggctgag gcatgagaat tgcttgaacc 3720 
tgcaccactg cactccagcc tgggtgacag 3780 
aataaaatac aagcatgagg attttacagt 3840 
tggatgattt attgtaccct cttaaaatgg 3900 
aattaaatca tttgtttact gaatggatgt 3960 
tgattgttat acttgttttt agacatttct 4020 
agtactgtac gatatgaggc aagctactcc 4080 
aaatacaatc tgttggaacc ctatggaagc 4140 
taacttatat acttttgata tgcgtgcact 4200 
tgtatctgca gtgcttgatg tggattactc 4260 
tttcgataaa tctattcgaa tctttcctgt 4320 
tacaaagaga atgcaacatg ttatctgtgt 4380 
gtgtggatct gatgaaatga acattcgcct 4440 



-5878/13211- 



gtggaaagct aatgcttctg aaaaattggg tgtgcttaca tcacgagaaa aagcagccaa 4500 
ggattataac cagaaattga aggagaaatt tcagcattat cctcatataa aacgtatagc 4560 
tcgtcatcga catctaccaa aatctatcta tagccagatt caggaacagc gcatcatgaa 4620 
agaagctcgt cgacgaaagg aagtgaatcg tattaaacac agcaagcctg gatctgtgcc 4680 
acttgtgtca gagaagaaga aacacgtagt ggcagttgta aaataattgg tattcctaac 4740 
aatcctgatg tataattatt tgttactttt gatttgagaa ctctacaaat aaaagtgctg 4800 
ggactagatt aattgcaaac attttagtta tatgtgtaga gctttattgt tactcctttt 4860 
agctaccctg aaaaatgatc cttaaaggtg gcctagttgg taagactgtt ttatccttaa 4920 
tctgcattct tctttcattg tagaatacag tatttgcaac tcattttttc ttgtttttat 4980 
tacagatata cttactttct ctttgatcta ttattgtaga cactatacat tcaaattgac 5040 
atttaagacc aaacatctct tatgttatct ttaatattac tttgaataat gattgcaatg 5100 
atgtttcttc ctgtgattcc acataacatt tagaataatg atgtcaattt tttacaactg 5160 
aatttatttc tagtgcttta cttatatttg gctttttgac tcttttaaaa caatcagcct 5220 
gcatttatat aacttttata aataataata taatttgggt caagttaaga tattaaaagt 5280 
tcctttcagc attg 5294 



<210> 12216 

<211> 921 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (37) . . (627) 

<400> 12216 

tacaagctca agtctgtggc ccaccttocc tggcgcatgc tcacctacaa ggccctcaac 60 
aoattcatcg aogacctgtt cgcctttgtc atcaagatgc ccgttatgta ccggatcggo 120 
tgcctgcggg acggcccacc tggctgtgga cgggccagcc cgacctcaca ctgcctccca 180 
cccctctcca gatgtggttt tcttcatcta octctaccaa oggtggatct acogcgtcga 240 
coccacccga gtcaaogagt ttggcatgag tggagaagac cccacagctg ccgccccogt 300 
ggocgaggtt cccacagcag caggggccct cacgcccaca cctgcaccca ccacgaccac 360 
cgccaccagg gaggaggoct ocacgtooct goooaocaag oocaccoagg gggccagctc 420 
tgccagcgag ccccaggaag cccctccaaa gccagcagag gacaagaaaa aggattagtc 480 
gagactggtc otcacctgct ccggctcctg gcgaccacta cccctgcgtc ccggccccct 540 
cgcctcccct coctgtcgcc ctttccctgg acagatcagg ooggggoggt gggaggccog 600 
cctcaggtca gggcccagcg tgtgacgtag gggccggggc aggccagggt ttgtttgtgg 660 
aggogctgtc tgtccctctg tccotctgtg tttccagoca totcgoootg ccagcccagc 720 
accactggga atcatggtga agctgatgca gcgttgccga gggggtgggt tgggcggggg 780 
tggggccggg cccccctacg ggatgcocac ggccgttcat catcttgtcc ctcgtccccc 840 
taccaoactc ccoctootag accgocgcoc tttaacacag tctggattta ataaattcat 900 
atgggtgttt aacttaaact c 921 



<210> 12217 
<211> 197 
<212> PRT 
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<213> Homo sapiens 
<400> 12217 
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<210> 12218 
<211> 2537 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (182). . (1903) 
<400> 12218 

aatccgatgg cagccgocag cagaggacaa gatcaatggc atcctcctgg gcttcoggat 60 
cogatacogg gagctgctct atgaaggact gaggggcttc acgottogag gcatcaacaa 120 
cccaggggcc acatgggctg agcttaccta cctgaacaag cacaggcggt acgagatacg 180 
gatgagcgtg tacaacgctg tgggtgaggg gcoctccagc cccccgcagg aggtctttgt 240 
tggggaggca gtgcccacag cagcacctcg taacgtggtc gtccacggcg ccacggocac 300 
acagctggac gtgacttggg agocacctcc gotggacago cagaatggag acatccaggg 360 
gtacaagatt tatttctggg aagcccagcg ggggaacctc acagagcgag tgaagacgct 420 
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tttcccggct gagaacagcg tgaagctcaa 
cagcgtggcc gccttcaacg ccgctgggga 
gacccagcaa gcagccccca gcgctcccag 
ctcagtgaat gtgtcctggg aagccccgca 
gctggtgtac gagccctgca gccccgtgga 
gaaggggaac agccccctgt ggctgaaggt 
gttccgcatc agagccaaga ccttcaccta 
gggccccgga gaaggtgccc caggaccgcc 
tgccatcgcc attcactggt ccagcggaga 
catcgaggcc agaccttcag acgagggact 
ggaggtgagc tcctacacgt tcagcatgga 
ccgggtcatc gcggtcaacg actatggttt 
gccagcccag aaagccaacc ccttctatga 
ggtcggcctc atcttcatcc tgcttctggt 
gaagtacgcc aagaagacag actcggggaa 
cgagatgatg agcttggatg aaagcagctt 
ctccgtcaag aactctttct gccgaaagaa 
cagcccaggc agcctgcact actcggatga 
tgcagagagc agcagcctga cggagaagcc 
cagcgagtac gaggtcgact caaaccacca 
cagtgacccc acatactaca actcgtggcg 
ggcctacagc tacacggaga gcgactcggg 
caccagcacc cagcagggca gcctctttcg 
gaacccccct aaccccccaa gtcagcagag 
cccaggctcc cgggctccca tagcaggatt 
aaagcagaaa gagaaatggc accaaactcc 
aaaacaaaaa caccaagaaa ccaagtcaac 
attccagggc cagcaaagcc ggcgttcaga 
tggccagcag ctcttcagct ttgagatggt 
gagctgggga agtggctgtg tcactgctat 
agagagggag cggaggctaa ggactggagg 
aagcttctgg atgtccagcc agctgccccc 
tgccgctgct ctctgcaaaa agaatgggca 
gctcctcctt ccctccatgc accatcactg 
gaccccctgc cctgtcttgg caacctctac 
aagcatttgg tttattt 



gaacttgact ggctacacgg cctacatggt 480 
tgggcctcgg agcaccccca cccaaggcca 540 
ctcggtcaag ttcagtgagc tgaccacaac 600 
gttccccaat ggcatcctgg agggctacag 660 
tggagtcagc aagatcgtga ccgtggacgt 720 
gaaggacctg gcggaggggg tgacctacag 780 
cgggccggag atcgaagcca acgtcaccac 840 
tggcgtgccc atcatcgtgc ggtacagctc 900 
cccgggcaaa gggcccatca cccgctacgt 960 
atgggacatc ctcatcaaag acatccccaa 1020 
catcctgaag ccgggcgtga gctatgactt 1080 
cggcaccccc agcagcccct cccagtctgt 1140 
ggagtggtgg ttcttggtgg tcattgccct 1200 
cttcgtgctc atcatccggg gccagagcaa 1260 
cagtgccaag tctggagccc taggccacag 1320 
ccctgccctg gaactcaaca acaggcggct 1380 
cggcctgtac accaggtctc cccccaggcc 1440 
ggatgtcacc aaatacaacg acctcatccc 1500 
ctcagaaatc tccgactctc agggaagtga 1560 
gaaggcccac tcctttgtca accactacat 1620 
gcgacagcag aggggcatct cgagggcaca 1680 
tgagccagac cacaccaccg tcaccaacag 1740 
gcccaaggcc agtcggactc caacgcccca 1800 
caccctctac cgtcccccca gcagcctggc 1860 
ttcatcattt gtttgacatc agaagaggaa 1920 
tccttcaccc ctcctctcac tgcctgccag 1980 
ttttcacctc ctgagtttat ttttccagag 2040 
aggagggaga aaaccgtgag aggatgtgtg 2100 
ggggttcact gctcccttgg gaattacacg 2160 
ggacacggag tggggcgggc atctggagag 2220 
ccgccaggca ggcgtggccg agggaagaaa 2280 
ttccagcccc tccaggaccc ctggacccac 2340 
tcccggaggc cacgcctatc ttctctctct 2400 
tggctggcag gcatcggaca gcctcatcca 2460 
tgcccatctc ccctgctcaa cttctccacc 2520 

2537 



<210> 12219 
<211> 574 
<212> PRT 

<213> Homo sapiens 
<400> 12219 

Met Ser Val Tyr Asn Ala Val Gly Glu Gly Pro Ser Ser Pro Pro Gin 

1 5 10 15 

Glu Val Phe Val Gly Glu Ala Val Pro Thr Ala Ala Pro Arg Asn Val 
20 25 30 
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Pro 


Pro 
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Pro 
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Thr Leu Tyr Arg 


Pro Pro 
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<210> 12220 

<211> 2949 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (245), . (1042) 
<400> 12220^ 

gtgccacatc ctggotctgt gcgctgggct occgocgctg ctgcgcgcct ggogogtgcc 60 
ccocgogcog cccgtotcgg gocGcggaco oagtcogcat ccgtcgtccg gcccgctgct 120 
gccgccgcgc ttctacGcgc gctacgtgct accgctcgcc ttcggcaagt acttogogtc 180 
cgtgtcagcg cacgtcagca tctggaaggt gcccgtgtco tatgcacaoa cogtoaaggo 240 
caooatgcoG atctgggtgg tcctcctgtc ocggatcatt atgaaggaga agcagagcac 300 
caaggtatac ttgtcaotca tccocatcat cagcggtgtc ctgctggcca ccgtoaccga 360 
gttgtctttt gacatgtggg gactcgtcag cgcoctcgcc gccaogotgt gcttctogct 420 
tcagaacatt ttctccaaaa aggtcttgcg agattcaogg atocaccatc tccggctgct 480 
caacatcctg ggctgccaog ccgtcttctt tatgatcccc acctgggttc tggtggacct 540 
ctcggctttc ctggtcagca gcgacttgac ctacgtctac cagtggccot ggacgotcct 600 
gctcctggct gtcagcggot totgtaaott tgcccagaat gttatcgcct tcagcatcot 660 
caaoctogtt agocccctga gctactcggt cgccaatgcc accaaaagaa tcatggtcat 720 
cacggtgtcc ctgatcatgc tgogcaaccc agtcaccagc accaacgtcc tgggcatgat 780 
gaccgccatc ctgggggtct toctctataa caagacoaag tacgatgoaa accagcaagc 840 
caggaagcao otcotoooog toaccacagc agacctgagc agcaaggagc gtcacoggag 900 
cocactggag aagocccaca aoggcctcot cttcccccag cacggggact atcagtacgg 960 
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Gcgcaacaac atcttaacag accacttcca 
cagtttgaac cgctatgatg tgtagagtcc 
ttccccggcc cccacagcag tatcagaaac 
cgaggggacg gtgcataact ctccatcaga 
gcaggaggat gcgttgcctg cagtgcagac 
gaccagtgtc tcatgctctt tcttcctgga 
agatcttggc cacgttgtac ctttccatgt 
gcacttgtgt ctgcattcca gataacattc 
ggctgtagac catgaactgg cagtgggggt 
ggctagttta attccctggc gcagatacgc 
ggagcccgcg agaatcattc aaaacatccc 
catcccctta gcagttcaca agttcctggc 
tagcatccag ttcctgcagc ctggtgctct 
gatccagatg gaagggaaac ttctctcttc 
gggcgcttct cttggggtgg tgagaaggat 
tctatttctg tggcacatgt cttttgagag 
atgttgtttg gtagagagat cttgattttc 
ttgtagttgt gtgtgtgtgt ttttgccttg 
ctatgcatcg aaaatctttt tgtttgtaaa 
cagtggctca cacctgtaat cccagcactt 
caggagttcg agaccagcct ggccaacata 
aattagccgg gcatggtgtc gcgtgcctgt 
cgaattgctt gaacctggga ggcagaagtt 
gggtaacaga gcgagactcc atctcaaaaa 
gatgcctgtc tgacacgttt tggtatttag 
gaagcttcaa aattgtcaca attgctgaaa 
ttttgtataa tagacaagac cacagtgttt 
taggatctga atcatgttct gggtaagggg 
tttgccaaat cagattcttt ggtcaagagt 
ctgtaatctc agcactttgg gaggctgagg 
tggccaacat ggtgaaaccc catctctact 
ctgcctgtaa tcccagctac ttgggaggct 
tggaggtttc agcgagctga gatcacacca 
ctctgtctc 



atacagccgg cagagctacc caaactcgta 1020 
aaaggacagg accagactgt tggtgactcc 1080 
ttctgacaat cagtgaatgt acaacccagc 1140 
agccctgggg ttcctggccc cccgtgagcc 1200 
ggccgtgagc tctgggcaaa cctaaacaga 1260 
gtctgtcatc tgagggccgt gtccctgcgg 1320 
ggaattattc cccaagcagt gtagctcaga 1380 
aggacctgtg tgaaaagctg gggtcactgt 1440 
gtccagggcg gtgcttgaga acgtcagact 1500 
ataggaccaa cagggtcacc aagcagacag 1560 
cagccacaga gatggatcca gtttcctggt 1620 
aaatgttcca aagcaaaaag cgattgcaat 1680 
gccctgcacg tcagggttgg catccaccca 1740 
tcctttgcct cctcttccct caccagagca 1800 
cttcgagaaa tcgtgttcag tatttcaagc 1860 
gcatcttcac ctcttctgtg atgacttggt 1920 
ggaggatctt gcatttttct agggaatatt 1980 
gtccccatta tgggatgcat taggactggc 2040 
cgtttaaaaa caaagttccc cggccaggca 2100 
tgggaggcca agatgggcgg atcacgaggt 2160 
gtgaaacccc atctctacta aaaatacaga 2220 
agtcccagct cctcaggctg ctgaggcagg 2280 
gtggtgagcc gagattgtgc actccagcct 2340 
aaaacaaaac aaaaccaagt tcccactggt 2400 
taggaaatga agtgtttcga agcttcgaga 2460 
acagaatgaa tcgtgaacat tatctcaata 2520 
tggttccctg acctgttttt gtgtttatgt 2580 
acgaggagcg aacactgcac taagatttgg 2640 
cagtttgggg ccaggcgtgg tggctcatgc 2700 
tgggtggatc actggagttt gagaccaccc 2760 
aaaacaaaaa ttagccaggc atggtggcac 2820 
gaggcaggag aatcacttga gcccaggagg 2880 
ctgcactcca gccttggtga cagagtgaga 2940 

2949 



<210> 12221 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 12221 

Met Pro I le Trp Val Val Leu Leu Ser Arg Me Me Met Lys Glu Lys 

1 5 10 15 

Gin Ser Thr Lys Va I Tyr Leu Ser Leu Me Pro Me Me Ser G I y Va I 

20 25 30 

Leu Leu Ala Thr Val Thr Glu Leu Ser Phe Asp Met Trp Gly Leu Val 
35 40 45 
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1 
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Leu 
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oer 
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rro 
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Thr 

1 nr 


Lys 
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1 le 


iviex 


va 1 


1 1 e 
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1 nr 






155 










1 fiO 
1 ou 


Pm 

rro 


va I 


Thr 


Ser 


Thr 

1 nr 


Asn 


Wa 1 

va 1 


Leu 




1 70 
1 /u 










1 7^^ 

1 iD 




Wo 1 

va 1 


rne 


Leu Tyr 


Asn 


Lys 


1 nr 


Lys 


185 










190 






Lys 


His 


Leu 


Leu 


Pro 


Val 


Thr 


Thr 










205 








His 


Arg 


Ser 


Pro 


Leu 


Glu 


Lys 


Pro 








220 










His 


Gly 


Asp Tyr 


Gin 


Tyr 


Gly 


Arg 






235 










240 


Gin 


Tyr 


Ser Arg 


Gin 


Ser 


Tyr 


Pro 




250 










255 





Asp Val 
265 



<210> 12222 
<211> 2484 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (139). . (2484) 
<406> 12222 

aagatggcgg cggggaggta ggcagagcag 
tocgotccag tcgcctctgg tocttoaaao 
ccgggtcocg cggggaaaat ggtggagcca 
gagagtggaa ttagtccgaa tgacctcttt 
actccaatgc ctacccogtc agttoagoag 
ttggagaccg aagcagcagt tcctgttaaa 
ctattaaatg tgaggcagcc tccatctact 
cttcoacoct tgggatctac aattgtaatg 



gacgccgctg ctgccgccgc caccgccgcc 60 
tcacaootoc cgggaggago tgtoctggog 120 
gggcaagatt tactgcttgc tgctttgagg 180 
gatattgatg gtggagatgc agggcttgca 240 
toagtgccac ttagtgcatt agaactaggt 300 
caagaacoag agactgtacc tactccagca 360 
acaacatttg tgctgaatca aataaatcat 420 
actaaaaoao oacctgtaao aacoaaoagg 480 
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caaaccatca ctttaactaa gtttatccag 
gcaccaacag tacgaaatgc catgacctct 
gatctactga aaaataatag tcttaatgaa 
gctcagccag tagcaacagc agctactgat 
tctaataaag aaggagctag aatgtggata 
accatgaagg ttcctgttgt aaaagaagat 
atgggtcatg cagaaaccta tgcagaatac 
catccagatg ctgtagtgga aaccagctct 
tacaaaacat ccatttctga ggaaaccatt 
gaggcaatta catatgcagc ccagcaacat 
ggcttcttaa taggtgatgg tgccggtgta 
tatgaaaatt atttgttgag tagaaaacga 
aagtatgatg ctgaaagaga tttaagggat 
ttaaataagt ttaaatacgg aaaaatttct 
gttatttttg ctacttactc ttcacttatt 
actaggttaa aacaacttct gcattggtgc 
gatgagtgtc ataaagccaa aaacttatgt 
ggcttagcag ttttagagct tcagaacaaa 
gcaactggtg cttctgaacc acgcaacatg 
gagggtactc catttagaga attcagtgat 
ggtgccatgg aaatagttgc tatggatatg 
ctgagcttta ctggagtgac cttcaaaatt 
aaaatgtata acaaagctgt caagctgtgg 
gcagatctga ttgatgctga gcaacgaatg 
gctcaccaga ggttcttcaa atacttatgc 
ctagctcgag aggaaatcaa gaatggaaaa 
gaagctagaa cattagaagc tttggaagag 
actgccaaag gtgtgttgca gtcactcatt 
aaactttata gtttactagg aatcgatttg 
gatagtcctt gtaaagaaaa taaaataaag 
gccaaaaaag cacgaaaagt aggtggcctt 
gaatctgatg cctctgataa tgaagaaagt 
ggagatgatg acgatttcaa cccattttta 
ccctggttaa ttagaaaaga ccac 



actactgcaa gcacacgccc gtcagtctca 540 
gcaccttcaa aagaccaagt tcagcttaaa 600 
ctgatgaaac taaagccacc tgctaatatt 660 
gtaagcaatg gtacagtaaa gaaagagtct 720 
aacgacatga agatgaggag tttttcccca 780 
gatgaaccag aggaagaaga tgaagaagaa 840 
atgccaataa aattaaaaat tggcctacgt 900 
ttatccagtg ttactcctcc tgatgtttgg 960 
gataatggct ggttatcagc attgcagctt 1020 
gaaactttcc tacctaatgg agatcgtgct 1080 
ggaaaaggaa ggacgatagc aggaatcatc 1140 
gcattgtggt ttagtgtttc aaatgactta 1200 
attggagcaa aaaacatttt ggttcattcg 1260 
tccaaacata atgggagtgt gaaaaagggt 1320 
ggtgaaagcc agtctggcgg caagtataaa 1380 
ggtgatgact tcgatggagt gatagtgttt 1440 
cctgttggtt cttcaaagcc aaccaagaca 1500 
ttgccaaaag ccagagttgt ttatgctagt 1560 
gcctatatga accgtcttgg catatggggt 1620 
tttattcaag cagtagaacg gagaggagtt 1680 
aagcttagag gaatgtacat tgctcgacaa 1740 
gaggaagttc ttctttctca gagctacgtt 1800 
gtcattgcca gagagcggtt tcagcaagct 1860 
aagaagtcca tgtggggtca gttctggtct 1920 
atagcatcca aagttaaaag ggttgtgcaa 1980 
tgtgttgtaa ttggtctgca gtctacagga 2040 
ggcgggggag aattgaatga ttttgtttca 2100 
gaaaaacatt ttcctgctcc agacaggaaa 2160 
acagctccaa gtaacaacag ttcgccaaga 2220 
aagcggaaag gtgaagaaat aactcgagaa 2280 
actggtagca gttctgacga cagtggaagt 2340 
gactatgaga gctctaaaaa catgagttct 2400 
gatgagtcta atgaggatga tgaaaatgat 2460 

2484 



<210> 12223 
<211> 782 
<212> PRT 

<213> Homo sapiens 
<400> 12223 

Met Val Glu Pro Gly Gin Asp Leu Leu Leu Ala Ala Leu Arg Glu Ser 

15 10 15 

Gly Me Ser Pro Asn Asp Leu Phe Asp I le Asp Gly Gly Asp Ala Gly 

20 25 30 

Leu Ala Thr Pro Met Pro Thr Pro Ser Val Gin Gin Ser Val Pro Leu 
35 40 45 
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oer 
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Lys 
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u 1 U 
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A \ a Aro- Ma-I- 
A 1 a Ar g me L 
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Aon 

Abn 


Aon 
AoP 


me L Lyo 
















900 




90R 






me L 


Arg 


oer 


PhA 
rne 


^Ar 

oer 


Prn 

rro 


Thr 

1 nr 


Ma+ I VC Vfl I 

mex Lys va i 


Prn Va 1 
rro va i 


Va 1 

va 1 


1 \/o 

Lys 


1^ 1 1 1 Aon 
U 1 U Aop 




Z 1 u 










91 R 




990 








Aon 


hi 
u 1 U 


Pfn 


n 1 if 
u 1 u 


u 1 U 


n h i 
U 1 u 


Aon 
ASp 


Alii i^iii Alii 

u 1 U u 1 U u 1 u 


Ma+ n 1 M 

mex u 1 y 


n 1 o 


A 1 a 
A 1 a 


Olii Thr 
u 1 U 1 nr 
























9A0 


Tyr 


A 1 a 
A 1 a 


A 1 II 
U 1 u 
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me X 


Prn 

rro 


t 1 A 

1 1 e 


1 \/0 1 Al 1 1 I/O 

Lys Leu Lys 


1 1 A 0 1 \/ 

lie u 1 y 


1 Al 1 

Leu 


A r cr 
Ar g 


W \ c Prn 

n 1 o 1 r o 
















9^10 








9RR 


Asp 


A 1 o 

A 1 a 


va 1 


va 1 


U 1 u 


Thr 

1 nr 


^Ar 

oer 


QaK* I Al 1 Qak* 

oer Leu oer 


Q^r Va 1 
oer va i 


Thr 
1 nr 


Prn 

rro 


Pr'n Aon 
rrO Aop 






















970 




Va 1 


Trn 

1 rp 


1 yr 


\ \/o 

Lys 


Thr 
1 nr 


^Ar 
oer 


1 1 A 

1 1 e 


^Ar A 1 1 1 A 1 1 1 

oer u 1 u u 1 u 


Thr 1 Ia 
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Aop 


Acn 
Aol 1 


0 1 V Trn 
u 1 y 1 r fj 






£- t \J 










9ftO 




98S 






1 Al 1 


oer 


A 1 9 
A 1 a 


1 Al 1 

Leu 


rs 1 n 
u 1 n 


1 Al 1 

Leu 


n 1 II 

u 1 U 


Ala 1 1 A Thr 
A 1 a 1 1 e ^ 1 nr 


Ti/r A 1 o 
1 yr A 1 a 


A 1 a 

A 1 a 


0 1 n 

u 1 II 


0 1 n Hie 
u 1 1 1 n 1 o 














9QR 




'^OO 








n 1 II 

U 1 u 


Thr- 
1 nr 


PhA 

rne 


1 Al 1 

Leu 


Prn 


Aon 

Asn 


vi 1 y 


Aon Ai^flT A 1 o 

Asp Ar g A 1 a 


0 1 V PhA 
u 1 y r ne 


1 Al 1 

Leu 


1 Ia 
lie 


1 \/ Aon 
u 1 y Ao|J 












O 1 \J 






O 1 vl 






'?90 


1 v 

u 1 y 


A 1 a 
A 1 a 


n 1 V 

u 1 y 


Va 1 


u 1 y 


1 \/o 

Lys 


13 1 y 


Arcr Thr 1 Ia 

Ar g 1 nr 1 1 e 


Ala 0 1 \/ 
Ala u 1 y 


1 1 A 

1 1 e 


1 Ia 
1 1 e 


Tvr 0 1 1 1 
1 yr u 1 u 










o^o 






\J0\J 










Aon 
Aon 


1 yr 


1 Al 1 

Leu 


1 Al 1 

Leu 


^Ar 
oer 


A r or 
Al g 


1 \/o 

Lys 


Arcr A 1 o 1 Al 1 

Al g A 1 a Leu 


Trn PhA 
1 rp riie 


^Ar 
oer 


Va 1 

Va 1 


QAr Aon 
oer Aoll 
















0*Tv> 






?^0 
out/ 




Asp 


Leu 


Lys 


Tyr 


Asp 


A 1 o 

A 1 a 


u 1 u 


i^^tv Aon 1 All 

Arg Asp Leu 


A^or Aon 

Arg Asp 


1 1 A 

1 1 e 


u 1 y 


A 1 o 1 V/ o 

A 1 a Lys 






355 










360 




365 






Asn 


1 le 


Leu 


Val 


His 


Ser 


Leu 


Asn Lys Phe 


Lys Tyr 


Gly 


Lys 


1 le Ser 




370 










375 




380 








Ser 


Lys 


His 


Asn 


Gly 


Ser 


Val 


Lys Lys Gly 


Val Me 


Phe 


Ala 


Thr Tyr 


385 










390 






395 






400 


Ser 


Ser 


Leu 


1 le 


Gly 


Glu 


Ser 


Gin Ser Gly 


Gly Lys 


Tyr 


Lys 


Thr Arg 










405 






410 








415 


Leu 


Lys 


Gin 


Leu 


Leu 


His 


Trp 


Cys Gly Asp 


Asp Phe 


Asp 


Gly 


Val Me 








420 








425 






430 
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V3 I rne Asp u I U OyS n 1 S 


Lys 


A 1 o 

A 1 a 






44U 


oer LyS rrO 1 nr LyS 1 nr 


fx 1 *# 
u 1 y 


Leu 




400 




Leu rro Lys a i a Arg va i 


va 1 


Tyr 


AfiCZ A~Jt\ 
4DO 4/U 






rrO Arg ASn ffiex Ala lyr 


ffie L 


Asn 


4oO 






inr rro rne Arg uiu rne 


oer 


Asp 








uiy va 1 uiy Aia Mex uiu 


1 1 A 
1 1 e 


va 1 






ozu 


ifie L 1 yr lie a i a Arg u i n 


Leu 


O ^ fc-" 

oer 


OoU 


OoO 




13 1 u u 1 u va 1 Leu Leu oer 


u in 


oer 


04D OOU 






Va 1 Lys Leu Trp Va 1 Me 


Ai a 


Arg 


ooo 






l^ii 11^ A^kn Al^ Alit 

Leu 1 le Asp Ala uiu uin 


Arg 


Mex 


OoU 






Tkii-M Oav- Al<k LJiM Amh^v 

1 rp oer Ala his u i n Arg 


rne 


rne 


o^o 
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ouu 
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ol o 
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OZO OoU 
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Aia Leu uiu uiu uiy uiy 
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u 1 U 
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Lys uiy va 1 Leu uin oer 
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1 1 e 


odu 
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D /o 




AQn 

DoU 


Asn Asn oer oer rro Arg 


Asp 


O A b» 

oer 


OaU 


D^O 




Lys Arg Lys uiy uiu uiu 


1 le 


1 nr 


705 710 






Val Gly Gly Leu Thr Gly 


Ser 


Ser 


725 






Asp Ala Ser Asp Asn Glu 


Glu 


Ser 


740 






Ser Ser Gly Asp Asp Asp 


Asp 


Phe 


755 




760 


Glu Asp Asp Glu Asn Asp 


Pro 


Trp 


770 


775 





<210> 12224 
<211> 4358 
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Leu oys 


Dk«A 

rro 


va 1 


ft 1 x» Oa»- 

u 1 y oer 








AAS^ 






A 1 ^ 

A 1 a 


va 1 


1 AI 1 ft 1 1 1 

Leu u 1 u 


Leu 


ft 1 n 

u 1 n 


A A n 1 \t A 

Asn Lys 






40U 








A 1 A 

R 1 a 


oer 


A 1 a 1 nr 


ft 1 \M 

u 1 y 


A 1 4 

A 1 a 


Oa^ ft 1 I I 

oer uiu 












A(it\ 

HOSJ 


Arg 


Leu 


ft 1 \f 1 1 a 

Uiy lie 


1 rp 


ft 1 \# 
u 1 y 


ft 1 1 ■ ft 1 1/ 
uiu uiy 




4yu 








4yo 


rne 


1 1 e 


ft 1 r\ A 1 

u 1 n Aia 


va 1 


ft 1 1 1 

U 1 u 


Arg Arg 


ouo 








fii n 

O 1 u 




A 1 o 

A 1 a 


ifiex 


Asp fflex 


Lys 


Leu 


A ft 1 «« 

Arg u 1 y 








OZO 






rne 


1 nr 


ft 1 \M V/O 1 

u 1 y va 1 


1 nr 


rne 


Lys 1 1 e 






04U 








Tyr 


va 1 


Lys wiex 


Tyr 


Asn 


Lys A 1 a 






OOO 






OOU 


U 1 u 


Arg 


OV\A ft 1 r\ 

rne u 1 n 


ft 1 pt 
u 1 n 


A 1 A 

A 1 a 


Ala Asp 




o /U 








o /o 


Lys 


Lys 


Cam- Ua4- 

oer Mex 


1 rp 


u 1 y 


ft 1 A DI-kA 

u 1 n rne 


ooo 








oyu 




Lys 


Tyr 


Leu Cys 


I 1 A 

I I e 


A 1 A 

A 1 a 


Ser Lys 








OUO 






Arg 


u 1 U 


oil! 11a 

uiu lie 


Lys 


Asn 


G 1 y Lys 






ozu 








1 nr 


ft 1 %# 

u 1 y 


ft 1 1 1 A 1 <k 

uiu Ala 


Arg 


1 nr 


1 AI 1 ft lit 

Leu u 1 u 






OoO . 






04U 


Leu 


Asn 


Aam DUa 

Asp rne 


Wa 1 

va 1 


Ser 


Tl-kk' A 1 A 

1 nr A 1 a 




OOU 








ooo 


Pill 

U 1 u 


Lys 


u : A dua 

n 1 s rne 


Pro 


A 1 A 

A 1 a 


Pro Asp 


ooo 








0 /U 




ft 1 *# 

u 1 y 


1 1 e 


Asp Leu 


1 nr 


A 1 A 

A 1 a 


Dk— A Oa^ 

rro oer 








Ooo 






rro 


f^\»A 

uys 


1 l#A ft 1 I I 

Lys u 1 u 


Asn 


Lys 


1 1 e Lys 






7nn 








Arg 
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Ala 


Arg Lys 
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Ser 


Asp 


Asp Ser 
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Ser 


Glu Ser 
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Asp 


Tyr 
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Ser 
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Glu 
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1 le 


Arg Lys 
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780 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (173). . (3097) 
<400> 12224 

gtttttggag ctgogacgcc aaacatggcg tgttcctaga agccgctttc ggcatcagta 60 
ggcggcggcg tggggtotgg cagogtgggg agagggacca accgacgoca cttcgtgttg 120 
ggaagtggga gcgggagggc cgggcaattc cogaocgaac caaacggttt ccatggatct 180 
caatagtgoo agcactgttg ttcttcaggt gttaaoaoag gccaooagtc aggatactgo 240 
tgtgttaaaa ccagctgagg agcagttgaa gcagtgggag acaoagccag gtttctattc 300 
agtgttgctg aatattttca ccaaocacac tttggatata aatgtaaggt ggottgotgt 360 
actgtatttt aaacatggaa ttgatcgcta ctggagaogt gtagcacctc atgctctctc 420 
agaggaggag aaaactacto tgcgtgcagg gctcatcacc aacttcaatg aaccaataaa 480 
coagattgoa actcagattg cagtgctcat tgcaaaagtt gctagattgg attgtcccag 540 
acagtggcct gaactaattc ccactcttat agagtctgtt aaagtccagg atgatcttcg 600 
acagcaoaga goattaotta octtotatca tgttaooaag acaotggcat ctaaaogact 660 
tgctgctgat agaaaactat tttatgattt agcttctgga atttataatt ttgcctgctc 720 
tctgtggaat caooacacag acaoattcct gcaagaagtt tcttctggca atgaagctgc 780 
aactttgagt tcactagaac gaacactgct atcattgaaa gtgctgcgta agttaactgt 840 
taatggattt gtggaacctc ataagaatat ggaggtgatg ggttttttac atggaatatt 900 
tgaacgtota aaaoagtttc tggaatgcag tagaagtata ggtacagata atgtttgtag 960 
agatagactg gaaaagacca tcattctttt tactaaagtg cttttggact tcttggatca 1020 
gcatcctttt tcatttactc ctctaattca gagatoaotg gaattttctg taagctatgt 1080 
ttttacagaa gttggtgaag gcgttacatt tgaacgatto attgtocaat gtatgaatot 1140 
tattaagatg attgtcaaaa attatgotta taagccatcc aaaaattttg aagatagcag 1200 
occtgaaact cttgaagccc ataagattaa gatggcattc ttoacatatc ctactttgac 1260 
agagatatgt agaagattag tctctcatta tttcctatta actgaagaag aactgacaat 1320 
gtgggaagaa gaoocagaag gotttacagt ggaagaaaca ggaggagatt cttggaaata 1380 
tagtttgagg ccatgcactg aagtattatt tatagatata ttocatgaat acaatcagac 1440 
tcttactcot gtacttctag aaatgatgca aacacttcaa ggacooacaa atgtggaaga 1500 
tatgaatgca otgttaatca aagatgctgt gtataatgct gttggattag otgcttatga 1560 
gctctttgac agtgttgatt ttgatcagtg gtttaaaaac cagcttcttc cagaattaca 1620 
agtcattcac aataggtata agccattgcg acgoagggtg atttggctoa tcggtoagtg 1680 
ggtttctgtg aaattcaagt ctgacttaag acccatgctt tatgaagcaa tctgtaactt 1740 
gcttcaagat oaagatttag tggtccgtat tgaaacagct acaactttga agttaactgt 1800 
tgatgatttt gaatttagaa cagatcagtt totaccgtat ttggaaacoa tgttcacact 1 860 
actttttcag ttactgcagc aagctacaga atgtgacaca aagatgcatg ttttgcatgt 1920 
ootttcttgt gtgatcgaaa gagtoaacat gcagatacga ccatatgtgg gatgtttggt 1980 
acaatatttg cccctccttt ggaagcagag tgaagaacac aatatgttgia gatgtgctat 2040 
tttgacaaca cttattoatc ttgttcaiggg attaggagca gacagcaaga acotgtacoo 2100 
tttcctgctc ccagttattc aactgagtac agatgtttca cagcctccac atgtttatct 2160 
tctggaagat ggtttagaat tatggttagt aaotttggaa aacagtccat gtattacacc 2220 
agagttgctt cgtatatttc agaatatgto accacttctt gaactaagtt cagaaaatct 2280 
tagaacttgc tttaagatca toaatggtta tatcttttta tcatcaaoag aatttttaca 2340 
gaoatacgoa gtaggtctat gccagtcott ttgtgaactt ttaaaggaaa ttactacaga 2400 
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aggtcaagtt caggtgctca aggttgtgga aaatgccctt aaagtgaacc caatactagg 2460 
tccacaaatg tttcaaccga ttttacccta tgttttcaag ggtattatag aaggggagag 2520 
gtatcctgta gtgatgtcca cgtatcttgg agtfatgggt cgagttctac tacaaaacac 2580 
tagttttttt tcttcactac ttaatgagat ggcccataaa tttaatcagg agatggacca 2640 
gcttttggga aatatgattg aaatgtgggt tgatcgaatg gacaacatta cccagcctga 2700 
aagaagaaaa ctttcagctt tggctttgct ctctcttctg ccatctgata atagtgttat 2760 
ccaagataaa ttctgtggga ttataaacat ttcagtagaa ggcctgcatg atgtcatgac 2820 
ggaagatcct gaaacaggaa cttataaaga ctgtatgttg atgtctcatc ttgaggaacc 2880 
aaaagtaaca gaagatgaag aaccacccac agaacaagat aagaggaaaa agatgctggc 2940 
cctgaaggac cctgttcata cagtgtcact gcagcagttc atctacgaga agctcaaggc 3000 
acagcaggag atgctaggag aacaaggttt ccagtccctc atggaaacag tggatacgga 3060 
gattgtcacc cagctacagg agtttttgca aggattctaa gagcacatga catgtggctg 3120 
cctccccttt cagaaacaag ctgagtaacc cagcctgccg tttgtatgtg agagcctgct 3180 
gagatgaaga aatcacttca tgaaaataag caaagaccac acatttttta ctacaaaatg 3240 
taaaggataa atgtaaatcc tgcataacta aaatcacaaa cctattcctc aaaagaattt 3300 
aattttatat ttatgagggg gcccttcact aaaaagtaca tgtaaaagta catttgatga 3360 
caatagctgc ttagtttcct gttaagagaa gaaactttat cttttaatta tgtgctctta 3420 
atatttgaag atgagagtta atacctgaga tgtttttctg caaccaaaat tcattaaatt 3480 
tggctgcctt atcctttttt taagctaatg aaactacagg tttgaaaaat gacaaagctg 3540 
ttcagatgat gctattaaag aaatgtgtgt actaagcaaa aatatataaa tagtgacaaa 3600 
tacacattac caagcttatc ttgcaaggga gttattttca tctaacatag aaagtgtgtt 3660 
ttatcagaca aatgctttta ttttcattct aataatttga tacagaaatt agtaaaggca 3720 
tttttttctt tttttttcca gtaaatacat tgggtctata aatgtgcatt tgtaagggcc 3780 
acaaaagtga acgtgtggta ctgtagtacc acgtgggaga cctctggtta tggtttagtc 3840 
ctagttcctt tgttactcct gtgagcaccg agaagaactg ggcgactccc agtcccacct 3900 
gtgctgtgac agtcccacgt ggctatgaca gactgtttag tacttaccct tctcaggttc 3960 
ctcagtgcag gggf gcatca gggcctcaat aataggggta tacctgggag gatccagcag 4020 
taatccccag ggtactagga ttactagtac tctgatggaa ctagtcttcc ttccttattc 4080 
ctcgaacatg cagtacataa aaaggggaaa aggagaaaaa aaaagcctta ctttgtttta 4140 
cttgccattt attgtaagga aactttaaag cattttttag gaaatactca aaagcaaggt 4200 
tggaaaatgt tttatctttc tatagaaagt tgggtacagt atgtaactgc gggaaaccca 4260 
ctgccccttt gtaagctgtg gaacccaaac tgtatgggga tatttgatgt tttcagaaag 4320 
aggaagaaaa tatggtccaa attaaatttt ccaaagat 4358 



<210> 12225 
<211> 975 
<212> PRT 

<213> Homo sapiens 
<400> 12225 

Met Asp Leu Asn Ser Ala Ser Thr Val Val Leu Gin Val Leu Thr Gin 

1 5 10 15 

Ala Thr Ser Gin Asp Thr Ala Val Leu Lys Pro Ala Glu Glu Gin Leu 

20 25 30 

Lys Gin Trp Glu Thr Gin Pro Gly Phe Tyr Ser Val Leu Leu Asn Me 

35 40 45 

Phe Thr Asn His Thr Leu Asp Me Asn Val Arg Trp Leu Ala Val Leu 
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50 55 60 

Tyr Phe Lys His 6 1 y Me Asp Arg Tyr Trp Arg Arg Va I Ala Pro H i s 
65 70 75 80 

A I a Leu Ser G I u G I u G I u Lys Thr Thr Leu Arg Ala G I y Leu Me Thr 

85 90 95 

Asn Phe Asn G I u Pro 1 1 e Asn Gin Me Ala Thr Gin II e A I a Va I Leu 

100 105 110 

Me Ala Lys Val Ala Arg Leu Asp Cys Pro Arg Gin Trp Pro Glu Leu 

115 120 125 

Me Pro Thr Leu Me Glu Ser Val Lys Val Gin Asp Asp Leu Arg Gin 

130 135 140 

His Arg Ala Leu Leu Thr Phe Tyr His Val Thr Lys Thr Leu Ala Ser 
145 150 155 160 

Lys Arg Leu Ala Ala Asp Arg Lys Leu Phe Tyr Asp Leu Ala Ser Gly 

165 170 175 

I le Tyr Asn Phe Ala Cys Ser Leu Trp Asn His His Thr Asp Thr Phe 

180 185 190 

Leu Gin Glu Val Ser Ser Gly Asn Glu Ala Ala Thr Leu Ser Ser Leu 

195 200 205 

Glu Arg Thr Leu Leu Ser Leu Lys Val Leu Arg Lys Leu Thr Val Asn 

210 215 220 

Gly Phe Val Glu Pro His Lys Asn Met Glu Val Met Gly Phe Leu His 
225 230 235 240 

Gly Me Phe Glu Arg Leu Lys Gin Phe Leu Glu Cys Ser Arg Ser I le 

245 250 255 

Gly Thr Asp Asn Val Cys Arg Asp Arg Leu Glu Lys Thr Me Me Leu 

260 265 270 

Phe Thr Lys Val Leu Leu Asp Phe Leu Asp Gin His Pro Phe Ser Phe 

275 280 285 

Thr Pro Leu Me Gin Arg Ser Leu Glu Phe Ser Val Ser Tyr Val Phe 

290 295 300 

Thr Glu Val Gly Glu Gly Val Thr Phe Glu Arg Phe Me Val Gin Cys 
305 310 315 320 

Met Asn Leu 1 1 e Lys Met Me Va I Lys Asn Tyr A I a Tyr Lys Pro Ser 

325 330 335 

Lys Asn Phe Glu Asp Ser Ser Pro Glu Thr Leu Glu Ala His Lys Me 

340 345 350 

Lys Met A I a Phe Phe Thr Tyr Pro Thr Leu Thr Glu Me Cys Arg Arg 

355 360 365 

Leu Val Ser His Tyr Phe Leu Leu Thr Glu Glu Glu Leu Thr Met Trp 

370 375 380 

Glu Glu Asp Pro Glu Gly Phe Thr Val Glu Glu Thr Gly Gly Asp Ser 
385 390 395 400 

Trp Lys Tyr Ser Leu Arg Pro Cys Thr Glu Val Leu Phe I le Asp I le 

405 410 415 

Phe His Glu Tyr Asn Gin Thr Leu Thr Pro Val Leu Leu Glu Met Met 

420 425 430 

Gin Thr Leu Gin Gly Pro Thr Asn Val Glu Asp Met Asn Ala Leu Leu 
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435 

1 1 e Lys Asp Ala Va I Tyr 
450 

Phe Asp Ser Val Asp Phe 
465 470 
Glu Leu Gin Val I le His 
485 

I le Trp Leu I le Gly Gin 
500 

Arg Pro Met Leu Tyr Glu 
515 

Leu Val Val Arg I le Glu 
530 

Asp Phe Glu Phe Arg Thr 
545 550 
Phe Thr Leu Leu Phe Gin 
565 

Lys Met His Val Leu His 
580 

Met G I n lie Arg Pro Tyr 
595 

Leu Trp Lys Gin Ser Glu 
610 

Thr Thr Leu lie His Leu 
625 630 
Leu Tyr Pro Phe Leu Leu 
645 

Gin Pro Pro His Val Tyr 
660 

Val Thr Leu Glu Asn Ser 
675 

Phe Gin Asn Met Ser Pro 
690 

Thr Cys Phe Lys lie Me 
705 710 
Phe Leu Gin Thr Tyr Ala 
725 

Leu Lys Glu Me Thr Thr 
740 

Glu Asn Ala Leu Lys Val 
755 

Pro Me Leu Pro Tyr Va I 
770 

Pro Val Val Met Ser Thr 
785 790 
Gin Asn Thr Ser Phe Phe 
805 

Phe Asn Gin Glu Met Asp 



440 . 445 

Asn Ala Val Gly Leu Ala Ala Tyr Glu Leu 
455 460 
Asp Gin Trp Phe Lys Asn Gin Leu Leu Pro 
475 480 
Asn Arg Tyr Lys Pro Leu Arg Arg Arg Val 

490 495 
Trp Val Ser Val Lys Phe Lys Ser Asp Leu 

505 510 
Ala Me Cys Asn Leu Leu Gin Asp Gin Asp 

520 525 
Thr Ala Thr Thr Leu Lys Leu Jhr Val Asp 
535 540 
Asp Gin Phe Leu Pro Tyr Leu Glu Thr Met 
555 560 
Leu Leu Gin Gin Ala Thr Glu Cys Asp Thr 

570 575 
Val Leu Ser Cys Val Me Glu Arg Val Asn 

585 590 
Val Gly Cys Leu Val Gin Tyr Leu Pro Leu 

600 605 
Glu His Asn Met Leu Arg Cys Ala Me Leu 
615 620 
Val Gin Gly Leu Gly Ala Asp Ser Lys Asn 
635 640 
Pro Val Me Gin Leu Ser Thr Asp Val Ser 

650 655 
Leu Leu Glu Asp Gly Leu Glu Leu Trp Leu 

665 670 
Pro Cys 1 1 e Thr Pro G I u Leu Leu Arg 1 1 e 

680 685 
Leu Leu Glu Leu Ser Ser Glu Asn Leu Arg 
695 700 
Asn Gly Tyr Me Phe Leu Ser Ser Thr Glu 
715 720 
Val Gly Leu Cys Gin Ser Phe Cys Glu Leu 

730 735 
Glu Gly Gin Val Gin Val Leu Lys Val Val 

745 750 
Asn Pro Me Leu Gly Pro Gin Met Phe Gin 

760 765 
Phe Lys Gly Me Me Glu Gly Glu Arg Tyr 
775 780 
Tyr Leu Gly Val Met Gly Arg Val Leu Leu 
795 800 
Ser Ser Leu Leu Asn Glu Met Ala His Lys 

810 815 
Gin Leu Leu Gly Asn Met Me Glu Met Trp 
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900 




905 






910 






Thr 


Glu 


Gin 


Asp 


Lys 


Arg Lys Lys Met 


Leu 


Ala Leu Lys 


Asp 


Pro 


Val 






915 






920 




925 








His 


Thr 


Val 


Ser 


Leu 


Gin Gin Phe Me Tyr 


Glu Lys Leu 


Lys 


Ala 


Gin 




930 








935 




940 








Gin 


Glu 


Met 


Leu 


Gly 


Glu Gin Gly Phe Gin 


Ser Leu Met 


Glu 


Thr 


Val 


945 










950 




955 






960 


Asp 


Thr 


Glu 


1 le 


Val 


Thr Gin Leu Gin 


Glu 


Phe Leu Gin 


Gly 


Phe 












965 




970 






975 





<210> 12226 
<211> 2940 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12). . (743) 

<400> 12226 

acacaaagga aatgcaggca gatgatgaac tgcttcatcc attaggtoca gatgataaaa 60 
atattgaaac aaaagaggga totgaattot cattttcaga tggagaagtg gcagaaaaag 120 
cagaggttta caggtcagaa aatgaaagtg aacggaactg tctagaagaa tcagagggct 180 
gctattgoag atcatctgga gaccctgaac aaataaagga agacagttta tcagaagaga 240 
gtgotgatgo aoggagtttt gaaatgactg aattcaatca agctttagaa gaaataaaag 300 
ggcaggttgt tgaaaacaac tctgtaactg aattttctga ggagaaaaac agaactgaaa 360 
attacaaoag gcaagatggt cagagagttc aaggaggagt occtgotggo totgacgagt 420 
atgaagatga atgccctcat ctaattgcct tgtcgtcatt aaatagagaa ttcaggcctt 480 
toagagatga agaaaatgtg ggagctatga atcagtatag aacaagaact ctgagtatca 540 
cttottcagg cagtgctgta agctgttcaa caattcctcc agaactggtg aaacagaagg 600 
tgaaaogtoa gttgacaaaa cagcaaaaat cagctgtcag acgtogattg cagaaaggag 660 
aagcaaatat atttaccaag caaogtaggg aaaacatgca aaatatoaaa tcaagtttgg 720 
aagcagctag cttttgggga gaataatata tttaggatct tggatatgtt taatatattt 780 
tttaaagtta ctgtaattoo tttttgagco ctcatttgto ttttttgago caaggctatc 840 
atatattaat aaataaaccc tctttcatct ataaatttgg tcattcagta tgtgtcttgc 900 
aaagaataat tacctgccaa agoagtocat ttttttoaaa gtaatttggg taactacagt 960 
tacgtaactt tattagagac atttgcatat ttttaaaaat ctaaataaca tttttgttgt 1020 
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tttctgtttg ttgaggatga tatgctacaa tgcacataaa gcaattagaa caatgtttag 1080 
cacattctta agcattcaat aaaacatggc tattagaatc ataatgattc tgaaattctg 1140 
ctgacaattt ggttgcattt tatttggcaa ctggaggact tcactgtctt atttttcttt 1200 
agaagtaaag ataagccttt ggaagtaaag ataagccagt gatgcacaat ttgcttaatt 1260 
aattgattaa taatctgttt tgtgccactt acattggtaa tgtggtcatg agaatggaaa 1320 
cttacttgag atagtctacc acaattttta cagttggcag cttgtaagca ggcctgagta 1380 
gcagaagagt taggggttgg ggaaggtgga gtagaatgag gaatgaaatg ttctttctca 1440 
tatgcttatt atataagtgg gtccggaaca tgttctcacc tcaaggttaa caaataccta 1500 
atgcaggaaa gaaaatacat agccatggtc ccttcctcaa ggactttata attcagtgag 1560 
atgtaaagat gagtgcttaa gtgtatgcac ctgattattg tctcttcatt gccgcataag 1620 
tcggaaaagg ggatcacttg cagcgaaaaa tggccactag atggcaatat caccccatag 1680 
tcaccaaaca ggattacttg catccctaat tatgttctac cagagggaat atagtacaga 1740 
cttttccaag attgataaag acagcagatt ccctttcacc tttgccaaat taactctact 1800 
agctatttgc aagacctgta attatctaat aaattggctt aaatatatag aagctagaaa 1860 
atgccaattc ctgttccctc aaaagttacc tgacattcaa atatttaaat acccttgctt 1920 
tgcattttag atatatcttt gaattcaggt attcattttg tataatctct caacttttaa 1980 
gcatttttat aatgtaaagt tgaaaacagc ttaatagaac cacagaatgt ttattttgga 2040 
gtcattttct tatattcaga gctatgaaag caaattggga ataaagcctt atcctgctca 2100 
gctttaccta gttgactcag ttgacttttg agtatctact acataaaaag cccattacta 2160 
ttaagaaact caagacaaac atgatttgta cctttaatag cctaagattt cttgtgggcc 2220 
aaggaattaa ttattccaat cagaaatgga ggccttacct catttgggca aagattagtg 2280 
ctagttattg aagatttact aataaatgat ctgttaagga atttagtttt ttttggatat 2340 
gttgttttgg ttgttgaaaa ctaaggtata attataatag ttatttttga agatatgttt 2400 
ggctagccat caattagaag ttagagagtt tgtcctaaca gataagctat aaccctcaca 2460 
ttttaaaaca tgcatagtga acaatgaaca aaaacaaatt caaaatttta ctaatgtaaa 2520 
gctgtatatt gtgattgtta aaacactttt ttttgcctag gagttccaga tttaaatcct 2580 
ggttctacac ttcccaaacc tcaggtacct tctgtggcct ctctaacctc aattttttta 2640 
cttgtaaaat ggggacattt aatagtatct acctcagtgt cgtgaagact aaatgaagta 2700 
ccacttgtaa agagtttatt acagtgcctg acatatactg tatggttagt actgctaaaa 2760 
tgacttctta aggttaccaa aaggaaaatt ccacaagctg accacctttc ctattgtgat 2820 
ggtcactggt atttcagcta tgatcctttg ttgtgtattt atccagactg aaagatgttt 2880 
ttctagtaac catcttgcat cgtcttagtc tccccattaa ataaactttt cctacaaact 2940 



<210> 12227 
<211> 244 
<212> PRT 

<213> Homo sapiens 
<400> 12227 



Met Gin Ala Asp Asp 


Glu 


Leu 


Leu His Pro Leu 


Gly Pro Asp Asp Lys 


1 5 






10 


15 


Asn Me G 1 u Thr Lys 


Glu 


Gly 


Ser Glu Phe Ser 


Phe Ser Asp Gly Glu 


20 






25 


30 


Val Ala Glu Lys Ala 


Glu 


Val 


Tyr Arg Ser Glu 


Asn Glu Ser Glu Arg 


35 






40 


45 


Asn Cys Leu Glu Glu 


Ser 


Glu Gly Cys Tyr Cys 


Arg Ser Ser Gly Asp 


50 




55 




60 
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Val 


Lys 


Gin 


Lys 


Val 


Lys 


Arg 


Gin Leu 


Thr 


Lys Gin 


Gin Lys Ser Ala 






195 










200 






205 


Val 


Arg 


Arg 


Arg 


Leu 


Gin 


Lys 


Gly Glu 


Ala 


Asn 1 le 


Phe Thr Lys Gin 




210 










215 






220 




Arg 


Arg 


Glu 


Asn 


Met 


Gin 


Asn 


1 1 e Lys 


Ser 


Ser Leu 


Glu Ala Ala Ser 


225 










230 








235 


240 


Phe 


Trp 


Gly 


Glu 

















<210> 12228 
<211> 2761 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (339). . (2174) 
<400> 12228 

tttaaaaata aagagcatat gaagtactca aagatgaaga tctacggaaa aagtatgaca 60 
aatatggaga aaagggactt gaggataatc aaggtggoca gtatgaaagc tggaactatt 120 
atcgttatga ttttggtatt tatgatgatg atcctgaaat cataacattg gaaagaagag 180 
aatttgatgc tgctgttaat tctggagaac tgtggtttgt aaatttttac tcoccaggot 240 
gttcaoaotg ccatgattta gctccoacat ggagagaott tgctaaagaa gtggatgggt 300 
tacttcgaat tggagotgtt aactgtggtg atgatagaat gctttgccga atgaaaggag 360 
toaacagcta tcooagtotc ttcatttttc ggtotggaat ggcccoagtg aaatatcatg 420 
gagacagato aaaggagagt ttagtgagtt ttgcaatgoa gcatgttaga agtacagtga 480 
cagaactttg gacaggaaat tttgtoaact coatacaaac tgcttttgct gotggtattg 540 
gotggctgat caotttttgt tcaaaaggag gagattgttt gacttcacag acacgaotca 600 
ggcttggtgg catgttggat ggtcttgtta atgtaggatg gatggactgt gccacGcagg 660 
ataacctttg taaaagctta gatattacaa caagtactac tgcttatttt cctcctggag 720 
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ccactttaaa taacaaagag aaaaacagta 
aaatatattt ggaagtaata cataatcttc 
tagaggatcg tttggctcat catcggtggc 
attcaaatga tcctgagctg aaaaaactaa 
ttggcaggtt tgactgttcc tctgcaccag 
cgtctctagc agtatttaaa ggacaaggaa 
agattctata tgatatactt gcctttgcca 
ttggacctca aaattttcct gccaatgaca 
cctggtgtcc accatgtcga gctttactac 
atggtcagct taagtttggt acactagatt 
ataacattca ggcttatcca acaacagtgg 
aaggacatca ctctgctgaa caaatcttgg 
tggtctccct tacacccacc accttcaacg 
tctggatggt tgatttctat tctccgtggt 
ggaaaagaat ggcccggaca ttaactggac 
agtatcattc tttttgtgcc caggaaaacg 
ccccaaaatc aaataaagct tatcagtatc 
attccctgag aatctggggt ctaggatttt 
agactttcag tgaaaaagtt ctacaaggga 
cttggtgtgg accttgccag aattttgctc 
aaggaaaagt gaaagctgga aaagtagact 
ctgggatcag ggcctatcca actgttaagt 
ttcaagaaga gcagataaat accagagatg 
aattggaaac tctccgaaat caggcaagag 
atgaagaaaa agtttaaaag aaattctgac 
gttacattta tgatgggaat gaatgaacat 
ttatctacag cactggtgta aaiagaagggt 
ataaatattt tagactttgc aggctataat 
gtcatcatgt attctttgtt atttgctttt 
ttagctcaga gccatacaaa agtaggctgg 
ccctcgacgg acttataatg tttcaggtgg 
tacataaatg tctaagttgt ataaagtcca 
aaagaggtaa cttagttttt ggtcacttgt 
tttatatttc gttttaaaaa cacccatgat 
t 



ttttgtttct caactcattg gatgctaaag 780 
cagattttga actactttcg gcaaacacac 840 
tgttattttt tcattttgga aaaaatgaaa 900 
aaactctact taaaaatgat catattcaag 960 
acatctgtag taatctgtat gtttttcagc 1020 
ccaaagaata tgaaattcat catggaaaga 1080 
aagaaagtgt gaattctcat gttaccacgc 1140 
aagaaccatg gcttgttgat ttctttgccc 1200 
cagagttacg aagagcatca aatcttcttt 1260 
gtacagttca tgagggactc tgtaacatgt 1320 
tattcaacca gtccaacatt catgagtatg 1380 
agttcataga ggatcttatg aatccttcag 1440 
aactagttac acaaagaaaa cacaacgaag 1500 
gtcatccttg ccaagtctta atgccagaat 1560 
tgatcaacgt gggcagtata gattgccaac 1620 
ttcaaagata ccctgagata agattttttc 1680 
acagttacaa tggttggaat agggatgctt 1740 
tacctcaagt atccacagat ctaacacctc 1800 
aaaatcattg ggtgattgat ttctatgctc 1860 
cagaatttga gctcttggct aggatgatta 1920 
gtcaggctta tgctcagaca tgccagaaag 1980 
tttatttcta cgaaagagca aagagaaatt 2040 
caaaagcaat cgctgcctta ataagtgaaa 2100 
gaataaggat gaactttgat aatgttgaag 2160 
agatgacatc agaagacacc tatttagaat 2220 
tatcttagac ttgcagttgt actgccagaa 2280 
ctgcaaactt tttctgtaaa gggccggttt 2340 
atatggttca cacatgagaa caagaataga 2400 
aacaaccttt aaaaaatatt aaaacgattc 2460 
attcagtcca tggaccatag attgctgtcc 2520 
ctggcttgaa catgagtctg ctgtgctatc 2580 
ctttcccttc acgttttttg gctgacctga 2640 
tctcctaaaa atgctatccc taaccatata 2700 
gtggcacagt aaacaaaccc tgttatgctg 2760 

2761 



<210> 12229 

<211> 612 

<212> PRT 

<213> Homo sapiens 

<400> 12229 

Met Leu Cys Arg Met Lys Gly Val Asn Ser Tyr Pro Ser Leu Phe I le 

15 10 15 

Phe Arg Ser Gly Met Ala Pro Val Lys Tyr His Gly Asp Arg Ser Lys 

20 25 30 

Glu Ser Leu Val Ser Phe Ala Met Gin His Val Arg Ser Thr Val Thr 
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35 40 45 

Glu Leu Trp Thr Gly Asn Phe Val Asn Ser Me Gin Thr Ala Phe Ala 

50 55 60 

Ala Gly lie Gly Trp Leu Me Thr Phe Cys Ser Lys Gly Gly Asp Cys 
65 70 75 80 

Leu Thr Ser Gin Thr Arg Leu Arg Leu Gly Gly Met Leu Asp Gly Leu 

85 90 95 

Va I Asn Va I Gly Trp Met Asp Cys A I a Thr G I n. Asp Asn Leu Cys Lys 

100 105 110 

Ser Leu Asp I le Thr Thr Ser Thr Thr Ala Tyr Phe Pro Pro Gly Ala 

115 120 125 

Thr Leu Asn Asn Lys Glu Lys Asn Ser I I e Leu Phe Leu Asn Ser Leu 

130 135 140 

Asp Ala Lys Glu Me Tyr Leu Glu Val Me His Asn Leu Pro Asp Phe 
145 150 155 160 

Glu Leu Leu Ser Ala Asn Thr Leu Glu Asp Arg Leu Ala His His Arg 

165 170 175 

Trp Leu Leu Phe Phe His Phe Gly Lys Asn Glu Asn Ser Asn Asp Pro 

180 185 190 

G I u Leu Lys Lys Leu Lys Thr Leu Leu Lys Asn Asp His II e G I n Va I 

195 200 205 

Gly Arg Phe Asp Cys Ser Ser Ala Pro Asp I le Cys Ser Asn Leu Tyr 

210 215 220 

Val Phe Gin Pro Ser Leu Ala Val Phe Lys Gly Gin Gly Thr Lys Glu 
225 230 235 240 

Tyr Glu Me His His Gly Lys Lys Me Leu Tyr Asp Me Leu Ala Phe 

245 250 255 

Ala Lys Glu Ser Val Asn Ser His Val Thr Thr Leu Gly Pro Gin Asn 

260 265 270 

Phe Pro Ala Asn Asp Lys Glu Pro Trp Leu Val Asp Phe Phe Ala Pro 

275 280 285 

Trp Cys Pro Pro Cys Arg Ala Leu Leu Pro Glu Leu Arg Arg Ala Ser 

290 295 300 

Asn Leu Leu Tyr Gly Gin Leu Lys Phe Gly Thr Leu Asp Cys Thr Val 
305 310 315 320 

His Glu Gly Leu Cys Asn Met Tyr Asn Me Gin Ala Tyr Pro Thr Thr 

325 330 335 

Val Val Phe Asn Gin Ser Asn Me His Glu Tyr Glu Gly His His Ser 

340 345 350 

Ala Glu Gin I le Leu Glu Phe I le Glu Asp Leu Met Asn Pro Ser Val 

355 360 365 

Val Ser Leu Thr Pro Thr Thr Phe Asn Glu Leu Val Thr Gin Arg Lys 

370 375 380 

His Asn Glu Val Trp Met Val Asp Phe Tyr Ser Pro Trp Cys His Pro 
385 390 395 400 

Cys Gin Val Leu Met Pro Glu Trp Lys Arg Met Ala Arg Thr Leu Thr 

405 410 415 

Gly Leu Me Asn Val Gly Ser Me Asp Cys Gin Gin Tyr His Ser Phe 
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Asp 
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Ala 
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Arg 
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<210> 12230 
<211> 2678 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15). . (1538) 

<400> 12230 

actattttgc tgccatgttt actaatgatg tcagagaggc aagacaagaa gaaataaaaa 60 
tggaaggtgt agaaccaaat tcgttgtggt ccttgatcca gtatgcttat acaggccgcc 120 
ttgaattaaa agaagataat attgagtgcc tgttatctac agcttgoott ottcagcttt 180 
cacaggttgt agaagcatgo tgtaagtttt taatgaaaca gcttcatcca tccaactgtc 240 
ctggaattcg ttcttttgct gatgcccaag gttgtacaga tttgcataaa gtggctcaca 300 
attatactat ggagcatttc atggaagtaa toagaaacca ggaatttgta ttattaccag 360 
ccagogaaat tgcaaagctc ttggotagtg atgacatgaa oattcctaat gaggagacaa 420 
tattgaatgc acttcttact tgggtccgtc atgatttgga acagagacgg aaagatctaa 480 
gtaaactttt ggcttatatt aggctacctc ttcttgcacc acagttcctg gcagaoatgg 540 
aaaataatgt actttttogg gatgatatag aatgtcagaa aotoattatg gaagcaatga 600 
agtaccattt attaccagag agacgaccca tgttacaaag tcctcggaca aaacctagga 660 
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agtcaactgt tggtacatta tttgcagttg 
gcattgaaaa gtatgatctc cgtacaaata 
ggaggctaca gttcggtgtt gcagtgctag 
atggactgaa gactttgaat actgtagagt 
tgatgccacc tatgtccaca catagacatg 
tgtatgccgt aggaggacat gatggctgga 
ctcaggctcg ccagtggaat tttgttgcca 
tggcagtact aagtggaaaa ctttatgcag 
aatcagtaga atgttttgat cctcatacta 
aaaggagagg tggcgtagga gtgacgacct 
acgatgctcc cgcatccaac ttgacttcca 
ccaaaacaga catgtggact gcagtagcat 
tctgtttact tggtgataag ttatatgctg 
ataccgtgga ggcttatgat ccccagacaa 
taggaagagc tggagcttgt gttgtgactg 
catgaagaca ccgtcttcct ttattaattt 
ttagtaaatg tgcattgtca caatcctggg 
gtaaaacaag ggaggaagca gtggatggac 
ttaaaacctg cagctggtgg attgtgaaca 
tgcactgctc tggaacataa cccagtgcta 
atcttactca catccagatt tattttccta 
atgttacttt ttgtaagctt atcataaatg 
aaccacaacc actattttaa tgatatacta 
atctgcatta tatgtgtgtt ggttgtggat 
ataaagaaaa gcattaagga cttaaagcaa 
ttgaagtcta tttaaatatt cattccatta 
gatgttaagt tgaagttgaa acatgatgtt 
gtagagaaaa taaatgttat ataccctata 
ggatttgttt tatattataa aagatgtttt 
ttggatatcc ttatgttctc aagtctgtat 
gccacagtta acccattgtg cttctttgta 
tgaatgtcta aaaaataagt ttaaagtgtt 
tctaattaca tatgtgaatg ttattactct 
ctgggcagta acattttgtg ataaatccta 



ggggaatgga ttcaacaaaa ggagcaacaa 720 
tgtggactcc agtagcaaat atgaatggga 780 
atgacaaact gtatgtggtt ggaggaagag 840 
gctacaaccc caaaacaaaa acttggagtg 900 
gccttggtgt ggctgtactg gaaggtccca 960 
gctatctgaa cacagtggaa agatgggacc 1020 
ctaagtctac ccctaggagt acagtaggtg 1080 
ttggtggtcg tgatggaagt tcttgtctca 1140 
ataagtggac actgtgtgca cagatgtcaa 1200 
ggaatggact gctgtatgct ataggggggc 1260 
gactctcaga ctgtgtggaa agatatgatc 1320 
ccatgagcat cagcagagat gcagtggggg 1380 
ttggggggta tgatggacag gcatacctta 1440 
atgagtggac ccaggttgct ccactgtgcc 1500 
taaaattata atttagtgcc ctgttttcta 1560 
agtataatta ttctatcaat ggatacattt 1620 
cacaaagtgc ctgatgtcaa aatgaagata 1680 
caggattaat tcctttcatt tcttagtaaa 1740 
cacattcccg aagtaataag tgaggacgaa 1800 
actgggggtt tcatttattc agtcaagcac 1860 
cagtgcaaac acaccagatg aaactttaaa 1920 
agttgcagta atttgtttgc ttgtttgttt 1980 
aagataacac tatttagttt tttcagaaac 2040 
tttgtttcta aaattggctt agtccaataa 2100 
caataaccaa ataaaaactt gacaggatct 2160 
catctagact caccaagaac tacatgttat 2220 
ttgcattaaa tttaagatat gcaaatttat 2280 
atctttcacc taattagtat ttaattatat 2340 
gattttgtct tttgatattg acaaaattgt 2400 
ctgcctcccc tgccttattt cttatgtttt 2460 
atcaaacagt ttgtgggaga atgggcttat 2520 
tgttacccta agttttttac atttttaaac 2580 
cagtgaattg ttattgtttg caaaaatgca 2640 
taagatat 2678 



<210> 12231 
<211> 5,08 
<212> PRT 

<213> Homo sapiens 
<400> 12231 

Met Phe Thr Asn Asp Val Arg Glu Ala Arg Gin Glu Glu Me Lys Met 

15 10 15 

Glu Gly Val Glu Pro Asn Ser Leu Trp Ser Leu lie Gin Tyr Ala Tyr 

20 25 30 

Thr Gly Arg Leu Glu Leu Lys Glu Asp Asn Me Glu Cys Leu Leu Ser 
35 40 45 
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Thr Ala Cys Leu Leu Gin 
50 

Phe Leu Met Lys 
65 

Phe Ala Asp Ala 



Tyr Thr Met Glu 
100 

Leu Leu Pro Ala 
115 

Asn 1 1 e Pro Asn 
130 

Arg His Asp Leu 
145 

Tyr 1 1 e Arg Leu 

Asn Asn Val Leu 
180 

Glu Ala Met Lys 
195 

Ser Pro Arg Thr 
210 

Val Gly Gly Met 

225 

Asp Leu Arg Thr 

Arg Leu Gin Phe 
260 

Gly Gly Arg Asp 
275 

Pro Lys Thr Lys 
290 

His Gly Leu Gly 
305 

Gly His Asp Gly 

Gin Ala Arg Gin 
340 

Thr Val Gly Val 
355 

Arg Asp Gly Ser 
370 

Thr Asn Lys Trp 
385 

Val Gly Val Thr 

Asp Ala Pro Ala 
420 



Gin Leu 
70 

Gin Gly 

85 
His Phe 



Ser Glu 

Glu Glu 

Glu Gin 
150 
Pro Leu 
165 

Phe Arg 

Tyr His 

Lys Pro 

Asp Ser 
230 
Asn Met 
245 

Gly Val 

Gly Leu 

Thr Trp 

Val Ala 
310 
Trp Ser 
325 

Trp Asn 

Ala Val 

Ser Cys 

Thr Leu 
390 
Thr Trp 
405 

Ser Asn 



Leu Ser Gin Val Val Glu 
55 60 
His Pro Ser Asn Cys Pro 
75 

Cys Thr Asp Leu His Lys 
90 

Met Glu Val I le Arg Asn 
105 

Me Ala Lys Leu Leu Ala 
120 

Thr I le Leu Asn Ala Leu 
135 140 
Arg Arg Lys Asp Leu Ser 
155 

Leu Ala Pro Gin Phe Leu 
170 

Asp Asp Me Glu Cys G I n 
185 

Leu Leu Pro Glu Arg Arg 
200 

Arg Lys Ser Thr Val Gly 
215 220 
Thr Lys Gly Ala Thr Ser 
235 

Trp Thr Pro Val Ala Asn 
250 

Ala Val Leu Asp Asp Lys 
265 

Lys Thr Leu Asn Thr Val 
280 

Ser Val Met Pro Pro Met 
295 300 
Val Leu Glu Gly Pro Met 
315 

Tyr Leu Asn Thr Val Glu 
330 

Phe Val Ala Thr Lys Ser 
345 

Leu Ser Gly Lys Leu Tyr 
360 

Leu Lys Ser Val Glu Cys 
375 380 
Cys Ala Gin Met Ser Lys 
395 

Asn Gly Leu Leu Tyr Ala 
410 

Leu Thr Ser Arg Leu Ser 
425 



Ala Cys Cys Lys 
Gly I le 
Val Ala 



Gin Glu 
110 
Ser Asp 
125 

Leu Thr 

Lys Leu 

Ala Asp 

Lys Leu 
190 
Pro Met 
205 

Thr Leu 

I le Glu 

Met Asn 

Leu Tyr 
270 
Glu Cys 
285 

Ser Thr 

Tyr Ala 

Arg Trp 

Thr Pro 
350 
Ala Val 
365 

Phe Asp 

Arg Arg 

I le Gly 

Asp Cys 
430 



Arg Ser 
80 

His Asn 

95 
Phe Val 



Asp Met 

Trp Val 

Leu Ala 
160 
Met Glu 
175 

I le Met 

Leu Gin 

Phe Ala 

Lys Tyr 
240 
Gly Arg 
255 

Val Val 

Tyr Asn 

His Arg 

Val Gly 
320 
Asp Pro 
335 

Arg Ser 

Gly Gly 

Pro His 

Gly Gly 
400 
Gly His 
415 

Val Glu 
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Ar g 1 yr Asp 


rrO 


Lys 1 nr Asp wiex irp inr Aia 


va 1 


Ala Ser 


Met 


Ser 


435 




440 




445 






1 1 e Ser Arg 


Asp 


Ala Val Gly Val Cys Leu Leu 


Gly 


Asp Lys 


Leu Tyr 


450 




455 


460 








Ala Val Gly 


Gly 


Tyr Asp Gly Gin Ala Tyr Leu 


Asn 


Thr Val 


Glu 


Ala 


465 




470 475 








480 


Tyr Asp Pro 


Gin 


Thr Asn Glu Trp Thr Gin Val 


Ala 


Pro Leu Cys 


Leu 






485 490 






495 




Gly Arg Ala 


Gly 


Ala Cys Val Val Thr Val Lys 


Leu 










500 


505 











<210> 12232 
<211> 2603 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (103). . (2223) 



<400> 12232 

ccgtgcggcc agagctctag agagtggtgc ogocttccaa ccttcttccc oaagccctgg 60 
tggocggoto cgoctcttct cgaatctttt ccaoagccca aaatggccgc agaggtgtat 120 
tttggcgatc tagagctctt cgagccgttc gaccacccag gggagtcgat tccgaagccc 180 
gttcacactc gcttcaagga ogaogaoggc gacgaggagg aogaaaatgg ggtcggcgac 240 
goggagctac gggagcggct tcggcagtgc gaggagacca tcgagcagct ccgcgccgag 300 
aatcaagaac ttaaacgaaa attgaacatt ctgactcgac cgagtggaat attggtgaac 360 
gatactaagt tagatggacc tatattacag attotattca tgaacaatgc tatttcaaag 420 
caatatcatc aagaaataga ggaatttgta tcaaatttag taaaaagatt tgaggaacag 480 
cagaaaaatg atgtggaaaa gacttccttt aatcttttgc cccagccatc cagtattgtg 540 
ctagaggagg accacaaagt ggaagagtcc tgtgccatta aaaacaaoaa ggaagctttc 600 
agtgttgtag gaagtgtcct gtattttact aatttttgcc ttgataaatt ggggcaaocg 660 
cttctaaatg aaaaccctca gctttccgaa ggatgggaaa tacccaagta ccatcaagtc 720 
ttcagccaca ttgtttctot agaagggcaa gaaataoaag taaaggcaaa aaggccaaag 780 
cctoaotgtt tcaattgtgg ttctgaagaa caccaaatga aagattgcco aatgoctogg 840 
aatgctgctc gaataagtga aaagagaaaa gagtatatgg atgcctgtgg agaagcaaac 900 
aatcagaatt tccagcagog ataccacgca gaagaagtag aagaaagatt tggaagattc 960 
aagccaggag ttattagtga ggaacttcaa gatgcactag gtgtgacaga caagagtctt 1020 
ccacctttta tctatcggat gcgccagcta gggtacccac cagggtggct caaagaggct 1080 
gaattggaga attcggggct tgoaotctat gatggaaaag atggoactga tggggaaaca 1140 
gaagttggag aaatacaaca gaataaaagt gtcacttacg atctctcaaa attggtcaac 1200 
tatcctggtt ttaatatatc tactccoaga ggaattccag acgaatggag gatctttggt 1260 
tccataocaa tgcaggcatg tcagcagaag gatgtgtttg ccaattaoct tacttctaac 1320 
ttccaagcgo caggtgtgaa gtctggcaac aagaggtctt catctcactc tagcccaggt 1380 
agtccaaaga agcagaagaa tgaaagcaac tcagcgggat ctcccgccga catggagctc 1440 
gattcagata tggaggtaco acatggttct cagagcagcg aaggttttca gtttcaacoa 1500 
ocattaootc ctgaoactcc tccactoccc oggggaactc ctccacccgt cttcacccct 1560 
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ccactcccaa agggcacccc gccgctgact 
tctggagctg tggatgagga cgcactgact 
atctgggcag ctcttgagca ggccgagagc 
acacctttaa ctggcaattc cgttgcctca 
gtcccggagg gaaaaacatc tgaaaagcag 
tttacaaaga aatcagaagc tggacatgcc 
tgtcagaagg aaaaagcaga gttggctccg 
ggcagtgtcg taccaaactg tgacatcagc 
gacaccagtc cttcaacggc cactaaaatt 
gcaactggaa tcacgccatt tgaatttgag 
aggataagaa gcttgttaaa gaactcaccc 
gaataatggc ttgacttagc actgagagct 
taattaagtg gatagataga atggttttcc 
ccaaggttca tgttccaaag tcaagcctat 
tatattttat tctcactgac aaaacttggg 
gggtttgtta aggtttatac tatttttgga 
tatctgtctt ttgtacattg ttttcccttt 
tttaatatat cactttttaa aag 



cccagtgact caccccagac cagaacagca 1620 
ctagaagaac ttgaagaaca gcagaggcgg 1680 
gtaaacagcg actccgacgt tcctgtggac 1740 
tcaccttgtc caaatgagct agacctccct 1800 
acgctggatg agcctgaggt accagagatt 1860 
tccagtccag actctgaggt gacatcactt 1920 
gtaaacactg aaggtgccct tcttgataat 1980 
aatgggggca gccagaagct ctttcctgca 2040 
catagcccta tacctgacat gagcaaattt 2100 
aatatggcag aatctactgg aatgtacctc 2160 
cgaaaccagc agaaaaacaa aaaggcctct 2220 
atttaataac tttgttccgt taattagtac 2280 
tgtttgtccc tcccatgttt aaaaatctat 2340 
tttaaagaaa gactgagctc actagttcag 2400 
gggagatgtg aatatgacct ggtttagaga 2460 
ttgtgactat ccgtcgagag tgatggtttt 2520 
ctacattttg ctaattatcc tgtatataag 2580 

2603 



<210> 12233 
<211> 707 
<212> PRT 

<213> Homo sapiens 



<400> 12233 



Met 


Ala 


Ala Glu 


Val 


Tyr 


Phe 


Gly 


1 






5 








Asp 


His 


Pro Gly 


Glu 


Ser 


lie 


Pro 






20 










Asp 


Asp 


Asp Gly 


Asp 


Glu 


Glu 


Asp 






35 








40 


Leu 


Arg 


Glu Arg 


Leu 


Arg 


Gin 


Cys 




50 








55 




Ala 


Glu 


Asn Gin 


Glu 


Leu 


Lys 


Arg 


65 








70 






Ser 


Gly 


1 1 e Leu 


Val 


Asn 


Asp 


Thr 








85 








1 le 


Leu 


Phe Met 


Asn 


Asn 


Ala 


1 le 






100 










Glu 


Glu 


Phe Val 


Ser 


Asn 


Leu 


Val 






115 








120 


Asn 


Asp 


Val Glu 


Lys 


Thr 


Ser 


Phe 




130 








135 




1 le 


Val 


Leu Glu 


Glu 


Asp 


His 


Lys 


145 








150 






Asn 


Asn 


Lys Glu 


Ala 


Phe 


Ser 


Val 



165 



Asp 


Leu 


Glu 


Leu 


Phe 


Glu 


Pro 


Phe 




10 










15 




Lys 


Pro 


Val 


His 


Thr 


Arg 


Phe 


Lys 


25 










30 






Glu 


Asn 


Gly 


Val 


Gly 


Asp 


Ala 


Glu 










45 








Glu 


Glu 


Thr 


1 le 


Glu 


Gin 


Leu 


Arg 








60 










Lys 


Leu 


Asn 


1 le 


Leu 


Thr 


Arg 


Pro 






75 










80 


Lys 


Leu 


Asp Gly 


Pro 


1 le 


Leu 


Gin 




90 










95 




Ser 


Lys 


Gin Tyr 


His 


Gin 


Glu 


1 le 


105 










110 






Lys 


Arg 


Phe 


Glu 


Glu 


Gin 


Gin 


Lys 










125 








Asn 


Leu 


Leu 


Pro 


Gin 


Pro 


Ser 


Ser 








140 










Val 


Glu 


Glu 


Ser 


Cys 


Ala 


1 le 


Lys 






155 










160 


Val 


Gly 


Ser 


Val 


Leu 


Tyr 


Phe 


Thr 




170 










175 
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Asn Phe Cys Leu Asp Lys Leu Gly Gin Pro Leu Leu Asn Glu Asn Pro 

180 185 190 

Gin Leu Ser Glu Gly Trp Glu lie Pro Lys Tyr His Gin Val Phe Ser 

195 200 205 

His lie Val Ser Leu Glu Gly Gin Glu Me Gin Val Lys Ala Lys Arg 

210 215 220 

Pro Lys Pro His Cys Phe Asn Cys Gly Ser Glu Glu His Gin Met Lys 
225 230 235 240 

Asp Cys Pro Met Pro Arg Asn Ala Ala Arg 1 1 e Ser G I u Lys Arg Lys 

245 250 255 

Glu Tyr Met Asp Ala Cys Gly Glu Ala Asn Asn Gin Asn Phe Gin Gin 

260 265 270 

Arg Tyr His Ala Glu Glu Val Glu Glu Arg Phe Gly Arg Phe Lys Pro 

275 280 285 

Gly Val lie Ser Glu Glu Leu Gin Asp Ala Leu Gly Val Thr Asp Lys 

290 295 300 

Ser Leu Pro Pro Phe 1 1 e Tyr Arg Met Arg G I n Leu G I y Tyr Pro Pro 
305 310 315 320 

Gly Trp Leu Lys Glu Ala Glu Leu Glu Asn Ser Gly Leu Ala Leu Tyr 

325 330 335 

Asp Gly Lys Asp Gly Thr Asp Gly Glu Thr Glu Val Gly Glu Me Gin 

340 345 350 

Gin Asn Lys Ser Val Thr Tyr Asp Leu Ser Lys Leu Val Asn Tyr Pro 

355 360 365 

Gly Phe Asn Me Ser Thr Pro Arg Gly Me Pro Asp Glu Trp Arg lie 

370 375 380 

Phe Gly Ser Me Pro Met G1n Ala Cys Gin Gin Lys Asp Val Phe Ala 
385 390 395 400 

Asn Tyr Leu Thr Ser Asn Phe Gin Ala Pro Gly Val Lys Ser Gly Asn 

405 410 415 

Lys Arg Ser Ser Ser His Ser Ser Pro Gly Ser Pro Lys Lys Gin Lys 

420 425 430 

Asn Glu Ser Asn Ser Ala Gly Ser Pro Ala Asp Met Glu Leu Asp Ser 

435 440 445 

Asp Met Glu Val Pro His Gly Ser Gin Ser Ser Glu Gly Phe Gin Phe 

450 455 460 

Gin Pro Pro Leu Pro Pro Asp Thr Pro Pro Leu Pro Arg Gly Thr Pro 
465 470 475 480 

Pro Pro Val Phe Thr Pro Pro Leu Pro Lys Gly Thr Pro Pro Leu Thr 

485 490 495 

Pro Ser Asp Ser Pro Gin Thr Arg Thr Ala Ser Gly Ala Val Asp Glu 

500 505 510 

Asp Ala Leu Thr Leu Glu Glu Leu Glu Glu Gin Gin Arg Arg Me Trp 

515 520 525 

Ala Ala Leu Glu Gin Ala Glu Ser Val Asn Ser Asp Ser Asp Val Pro 

530 535 540 

Val Asp Thr Pro Leu Thr Gly Asn Ser Val Ala Ser Ser Pro Cys Pro 
545 550 555 560 
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Asn u 1 u 


Leu 


Asp 


Leu rro va i 


rro 












Thr Leu 


Asp 


U 1 u 


rro i3 1 u va 1 


rro 






OoU 






A 1 a u 1 y 


n 1 s 


A 1 a 


oer oer rro 


Asp 










Ann 


LyS u 1 U 


Lys 


A 1 ^ 

A 1 a 


111 1 I A 1 4 

13 1 u Leu A 1 a 


rro 


D 1 u 






O 1 o 




Asp Asn 


u 1 y 


oer 


va 1 va 1 rro 


Asn 


DZO 






con 
boU 




Gin Lys 


Leu 


Phe 


Pro Ala Asp 


Thr 








645 




His Ser 


Pro 


1 le 


Pro Asp Met 


Ser 






660 






Phe Glu 


Phe 


Glu 


Asn Met Ala 


Glu 




675 






680 


Arg Ser 


Leu 


Leu 


Lys Asn Ser 


Pro 


690 






695 




Ala Ser 


Glu 









705 



u 1 u u 1 y Lys i nr 


Cor* 

oer 


u 1 U 


1 %f o 

Lys 


1 n 

u 1 n 








P ID 




1 II Mo Pho Thi^ 

u 1 u lie rne i nr 


Lys 


Lys 


oer 


1 II 

U 1 u 






Ron 






oer u 1 u va i i nr 


Cor 

oer 


1 Ol 1 

LcU 


oy 5 


u 1 n 




DUO 








\/o 1 Aon Tl^*^ 1 1 1 

va 1 Asn 1 nr u i u 


u 1 y 


A 1 o 

A 1 a 


Leu 


Leu 












Cys Asp 1 1 e Ser 


Asn 


Gly 


Gly 


Ser 


635 








640 


Ser Pro Ser Thr 


Ala 


Thr 


Lys 


1 le 


650 






655 




Lys Phe Ala Thr 


Gly 


1 le 


Thr 


Pro 


665 




670 






Ser Thr Gly Met 


Tyr 


Leu 


Arg 


1 le 




685 








Arg Asn Gin Gin 


Lys 


Asn 


Lys 


Lys 



700 



<210> 12234 
<211> 2617 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 

<222> (255) . , (2255) 
<400> 12234 

agtctccgca gagcccgggc gggagtagct 
ggactcccoo gcgaoooott oooagcttco 
gggttgattc ggGacaaacG gcccgaccca 
ctcccctcgt ggtogcctgg aggtgcgctg 
ggtccgccgt gggaatgatc cacgaactgo 
ttttcacctg gaaoaagcgg agtggcctgc 
coagtgagac cagtgtcotg aatcgactct 
otgagttoat tgaacagtac acgggccatg 
agggccaagg tgggttacat ggaatctaco 
ttttgoagcc ttatogcoaa gcaotgcttg 
atotctccat atcacatgtc aactacttcc 
tgatggttgt agtagaaoaa attaaaagtc 
cagtctacaa acacagctgt ggggggttgc 
tggccgtttg tcatggggtc atgtataaac 
tottggacoa gcatgaagaa ttctttatoa 
cccagccaga agaggacgag gaggatctgg 



ggtggacccc gttgagctgc cgaacttccg 60 
cgtoogctoc googcagoga ttgtotoggt 120 
ggggccggtg cgcgtgtgga aggggaagca 180 
gaggaggggg tgacataacc agggactcga 240 
tcttggotot gagogggtac ootgggtcca 300 
aggtatcgoa ggacttccct ttcctccacc 360 
googgctogg oaoagactat attcgottca 420 
tgcaacagca ggatcaccat ccatctcaac 480 
tgcgggoctt ctgcacaggg ctggattctg 540 
atttggaaca agagttcctg ggtgatcccc 600 
tagaccagtt ccagcttctt tttccctctg 660 
aaaagattoa tggttgtcaa atoctggaaa 720 
ctcctgttcg aagtgoactg gaaaaaatcc 780 
agctctcagc ctggatgctc catggactcc 840 
aacaggggcc atcttctggt aatgtcagtg 900 
gcattggggg actgaoagga aaacaactga 960 
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gagaactgca ggacttgcgc ctgattgagg aagagaacat gctggcacca tctctgaagc 1020 
agttttccct acgagtggag attttgccat cctacattcc agtgagggtt gctgaaaaaa 1080 
tcctatttgt tggagaatct gtccagatgt ttgagaatca aaatgtgaac ctgactagaa 1140 
aaggatccat tttgaaaaac caggaagaca cttttgctgc agagctgcac cgtctcaagc 1200 
agcagccact cttcagcttg gtggactttg aacaggtggt ggatcgcatt cgcagcactg 1260 
tggctgagca tctctggaag ttgatggtag aagaatccga tttactgggt cagctgaaga 1320 
tcattaaaga cttttacctt ctgggacgtg gagaactgtt tcaggccttc attgacacag 1380 
ctcaacacat gttgaaaaca ccacccactg cagtaactga gcatgatgtg aatgtggcct 1440 
ttcaacagtc agcacacaag gtattgctag atgatgacaa ccttctccct ctgttgcact 1500 
tgacaatcga gtatcacgga aaggagcaca aagcagatgc tactcaggca agagaagggc 1560 
cttctcggga aacttctccc cgggaagccc ctgcatctgg ctgggcagcc ctaggtcttt 1620 
cctacaaagt acagtggcca ctacatattc tcttcacccc agctgtcctg gaaaagtaca 1680 
atgttgtttt taagtactta ctgagtgtgc gccgggtgca agctgagctg cagcactgct 1740 
gggccctaca aatgcagcgc aagcacctca agtcgaacca gactgatgca atcaagtggc 1800 
gcctaagaaa tcacatggca tttttggtgg ataatcttca gtactatctc caggtagatg 1860 
tgttggagtc tcagttctcc cagctgcttc atcagatcaa ttctacccga gactttgaaa 1920 
gcatccgatt ggctcatgac cacttcctga gcaatttgct ggctcaatcc tttatcctat 1980 
tgaaacctgt gtttcactgc ctgaatgaaa tcctagatct ctgtcacagt ttttgttcgc 2040 
tggtcagtca gaacctaggc ccactggatg agcgtggagc cgcccagctg agcattctcg 2100 
tgaagggctt tagccgccag tcttcactcc tgttcaagat tctctccagt gttcggaatc 2160 
atcagatcaa ctcagatttg gotcaactac tgttacgaot agattataac aaatactata 2220 
cccaggctgg tggaactctg ggcagtttcg ggatgtgaaa atttctggct cataaattga 2280 
aataacagcc acgttcccaa ggttgtaaca gaagattcaa aaoatcccat tctagccaca 2340 
cacaaataaa tatctgoggc ttagtgatag gactctacct tttctcctag aagcagttac 2400 
tgaacatcca ggagtacaac tocttcccat cattcccatg tggaagggtc tctcccatca 2460 
aggagaacat gtggcatctc tgatcottta oattgagaac atttgttgga tatgttcatt 2520 
tattcaatag tcatttattg agcacctact acgtaccttg gtactgttca agctgtggga 2580 
gatacagcgg taaaoaaaca atatagagca gaaagtt 2617 



<210> 12235 
<211> 667 
<212> PRT 

<213> Homo sapiens 
<400> 12235 

Met Me His Glu Leu Leu Leu Ala Leu Ser Gly Tyr Pro Gly Ser Me 

1 5 10 15 

Phe Thr Trp Asn Lys Arg Ser Gly Leu Gin Val Ser Gin Asp Phe Pro 

20 25 30 

Phe Leu His Pro Ser Glu Thr Ser Val Leu Asn Arg Leu Cys Arg Leu 

35 40 45 

Gly Thr Asp Tyr I le Arg Phe Thr Glu Phe I le Glu Gin Tyr Thr Gly 

50 55 60 

His Val Gin Gin Gin Asp His His Pro Ser Gin Gin Gly Gin Gly Gly 
65 70 75 80 

Leu His Gly Me Tyr Leu Arg A I a Phe Cys Thr G I y Leu Asp Ser Va I 
85 90 95 
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Leu Gin Pro Tyr Arg Gin Ala Leu Leu Asp Leu Glu Gin Glu Phe Leu 

100 105 110 

Gly Asp Pro His Leu Ser lie Ser His Val Asn Tyr Phe Leu Asp Gin 

115 120 125 

Phe Gin Leu Leu Phe Pro Ser Val Met Val Val Val Glu Gin Me Lys 

130 135 140 

Ser Gin Lys Me His Gly Cys Gin Me Leu Glu Thr Val Tyr Lys His 
145 150 155 160 

Ser Cys Gly Gly Leu Pro Pro Va I Arg Ser A I a Leu G I u Lys I I e Leu 

165 170 175 

Ala Val Cys His Gly Val Met Tyr Lys Gin Leu Ser Ala Trp Met Leu 

180 185 190 

His Gly Leu Leu Leu Asp Gin His Glu Glu Phe Phe Me Lys Gin Gly 

195 200 205 

Pro Ser Ser Gly Asn Val Ser Ala Gin Pro Glu Glu Asp Glu Glu Asp 

210 215 220 

Leu Gly Me Gly Gly Leu Thr Gly Lys Gin Leu Arg Glu Leu Gin Asp 
225 230 235 240 

Leu Arg Leu Me Glu Glu Glu Asn Met Leu Ala Pro Ser Leu Lys Gin 

245 250 255 

Phe Ser Leu Arg Val Glu I le Leu Pro Ser Tyr I le Pro Val Arg Val 

260 265 270 

Ala Glu Lys Me Leu Phe Val Gly Glu Ser Val Gin Met Phe Glu Asn 

275 280 285 

G I n Asn Va I Asn Leu Thr Arg Lys G I y Ser 1 1 e Leu Lys Asn Gin Glu 

290 295 300 

Asp Thr Phe Ala Ala Glu Leu His Arg Leu Lys Gin Gin Pro Leu Phe 
305 310 315 320 

Ser Leu Val Asp Phe Glu Gin Val Val Asp Arg Me Arg Ser Thr Val 

325 330 335 

Ala Glu His Leu Trp Lys Leu Met Val Glu Glu Ser Asp Leu Leu Gly 

340 345 350 

Gin Leu Lys Me Me Lys Asp Phe Tyr Leu Leu Gly Arg Gly Glu Leu 

355 360 365 

Phe Gin Ala Phe Me Asp Thr Ala Gin His Met Leu Lys Thr Pro Pro 

370 375 380 

Thr Ala Val Thr Glu His Asp Val Asn Val Ala Phe Gin Gin Ser Ala 
385 390 395 400 

His Lys Val Leu Leu Asp Asp Asp Asn Leu Leu Pro Leu Leu His Leu 

405 410 415 

Thr Me Glu Tyr His Gly Lys Glu His Lys Ala Asp Ala Thr Gin Ala 

420 425 430 

Arg Glu Gly Pro Ser Arg Glu Thr Ser Pro Arg Glu Ala Pro Ala Ser 

435 440 445 

Gly Trp Ala Ala Leu Gly Leu Ser Tyr Lys Val Gin Trp Pro Leu His 

450 455 460 

Me Leu Phe Thr Pro Ala Val Leu Glu Lys Tyr Asn Val Val Phe Lys 
465 470 475 480 



-5906/13211- 



1 yr 


1 Al 1 


1 Al 1 


oer 


Vo 1 


Ar*fir Ai^cr \/o 1 

Arg Ai g Va 1 














n 1 a 


L.CU 


u 1 11 


iiie X 


u 1 n 


A trcr l\#o Mio 
Ar g Lyo n 1 o 








Ron 






1 1 c 


Lys 


Trn 
1 rp 


ftrg 


1 Al 1 


Atrcr Aon M i o 

Ar g Asn n 1 o 






D 1 D 








u 1 n 


1 yr 


lyr 


1 Al 1 


u 1 n 


l/o 1 Aon \/o 1 

va 1 Asp va 1 














1-6U 


n 1 o 


n 1 n 
u 1 n 


1 1 ^ 
1 1 C 


Aon 


Qak" Tl^K" Ar^er 

oci I nr Ar g 














n 1 o 


A on 


n 1 o 


riie 


1 Al 1 

LcU 


Qai^ Aon 1 All 

ocr Asn i_eu 














Lys 


rr o 


\/fa 1 
Va 1 


rne 


n 1 5 


i^x/o 1 Al 1 Aon 

uys Leu ASM 








580 






Phe 


Cys 


Ser 


Leu 


Val 


Ser Gin Asn 






595 






600 


Ala 


Ala 


Gin 


Leu 


Ser 


1 le Leu Val 




610 








615 


Leu 


Leu 


Phe 


Lys 


1 le 


Leu Ser Ser 


625 










630 


Asp 


Leu 


Ala 


Gin 


Leu 


Leu Leu Arg 










645 




Gin 


Ala 


Gly 


Gly 


Thr 


Leu Gly Ser 



660 



1 n 


A 1 St 
A 1 a 


n 1 1 1 1 Al 1 1 n 

u 1 u i-cu u 1 n 


n 1 5 vYo 


Tr-n 

1 rp 








4Q5 




1 Al 1 


1 %/o 

uys 


Qa^ Aon 1 n 
ocr ASn u 1 n 


TkiK" Aon 

1 nr Asp 


A 1 9 

A 1 a 








510 

O 1 \J 




IrlC L 


A 1 9 

A 1 a 


PHa 1 Al 1 Mst \ 
rr ic LcU Va 1 


A on Aon 
Aop AoM 


1 Al 1 

LcU 






vIZiJ 






1 Al 1 


1 II 
U 1 U 


Cak* 1 n PKa 

ocr u 1 n rne 


^Ar- n 1 n 

oer u 1 n 


1 Al 1 

LcU 












A on 
ASp 


PhA 


^ 1 1 1 CaK* 1 1 A 

u 1 u oer 1 1 6 


A for 1 All 

Arg Leu 


A 1 a 

A 1 a 










oou 


1 Al 1 


A 1 9 
A 1 a 


1 n Qak" PHa 


1 1 A 1 Al 1 

1 1 e Lcu 


t Al 1 

LcU 




\J t \J 




575 




u 1 U 


1 1 A 

1 1 e 


1 All Aon 1 All 
Leu ASp L6U 


Pv/o kl 1 o 

i/ys n 1 s 


oer 


ooo 






5Q0 
o^u 




Leu 


u 1 y 


rro Leu Asp 


All! A ki-#r 

u 1 u Arg 


u 1 y 






605 






Lys 


Gly 


Phe Ser Arg 


Gin Ser 


Ser 






620 






Val 


Arg 


Asn His Gin 


1 le Asn 


Ser 






635 




640 


Leu 


Asp 


Tyr Asn Lys 


Tyr Tyr 


Thr 




650 




655 




Phe 


Gly 


Met 






665 











<210> 12236 
<211> 2899 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (24). . (1886) 

<400> 12236 

aaaaaaaaaa gtaogcggac aagatggcgg 
tgccggcgct ggcggaggag gcogcgccgg 
tgccgggtga ggtgctggag tacatcctgt 
gccgtgtctc cagcacctgc cggcggctgc 
ggaaggagca gttccgggtg aggtggcctt 
acgtcaattg gttggaagag tataaagttc 
ttgtagcctc gttctcaaag aggttctttt 
acattgagaa ccttgaagga ocagagattt 
atatggaagg aagaaaagct ttgacctgga 
tgcggcaaca gaagatctta aataatctta 
agtcgtatct tgaaggtgct gtatatattg 
gcctcaaaga catccaggcc caaattgaca 



cggcagcagt cgacagcgcg atggaggtgg 60 
aggtagcggg cctcagotgo ctcgtcaacc 120 
gctgcggctc gctgacggcc gccgacatcg 180 
gcgagctgtg ccagagoago gggaaggtgt 240 
cccttatgaa acactacagc occaccgact 300 
ggcaaaaagc tgggttagaa gcgcggaaga 360 
cagagcacgt tccttgtaat ggottoagtg 420 
tttttgagga tgaactggtg tgtatcctaa 480 
aatactacgc aaaaaaaatt ctttactacc 540 
aggcctttct tcagcagcca gatgactatg 600 
accagtactg caatcctctc tccgacatca 660 
gcatcgtgga gcttgtttgc aaaacccttc 720 
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ggggcataaa cagtcgccac cccagcttgg ccttcaaggc aggtgaatca tccatgataa 780 
tggaaataga actccagagc caggtgctgg atgccatgaa ctatgtcctt tacgaccaac 840 
tgaagttcaa ggggaatcga atggattact ataatgccct caacttatat atgcatcagg 900 
ttttgattcg cagaacagga atcccaatca gcatgtctct gctctatttg acaattgctc 960 
ggcagttggg agtcccactg gagcctgtca acttcccaag tcacttcfta ttaaggtggt 1020 
gccaaggcgc agaaggggcg accctggaca tctttgacta catctacata gatgcttttg 1080 
ggaaaggcaa gcagctgaca gtgaaagaat gcgagtactt gatcggccag cacgtgactg 1140 
cagcactgta tggggtggtc aatgtcaaga aggtgttaca gagaatggtg ggaaacctgt 1200 
taagcctggg gaagcgggaa ggcatcgacc agtcatacca gctcctgaga gactcgctgg 1260 
atctctatct ggcaatgtac ccggaccagg tgcagcttct cctcctccaa gccaggcttt 1320 
acttccacct gggaatctgg ccagagaagg tgcttgacat cctccagcac atccaaaccc 1380 
tagacccggg gcagcacggg gcggtgggct acctggtgca gcacactcta gagcacattg 1440 
agcgcaaaaa ggaggaggtg ggcgtagagg tgaagctgcg ctccgatgag aagcacagag 1500 
atgtctgcta ctccatcggg ctcattatga agcataagag gtatggctat aactgtgtga 1560 
tctacggctg ggaccccacc tgcatgatgg gacacgagtg gatccggaac atgaacgtcc 1620 
acagcctgcc gcacggccac caccagcctt tctataacgt gctggtggag gacggctcct 1680 
gtcgatacgc agcccaagaa aacttggaat ataacgtgga gcctcaagaa atctcacacc 1740 
ctgacgtggg acgctatttc tcagagttta ctggcactca ctacatccca aacgcagagc 1800 
tggagatccg gtatccagaa gatctggagt ttgtctatga aacggtgcag aatatttaca 1860 
gtgcaaagaa agagaacata gatgagtaaa gtctagagag gacattgcac ctttgctgct 1920 
gctgctatct tccaagagaa cgagactccg gaagaagacg tctccacgga gccctcggga 1980 
cctgctgcac caggaaagcc actccaccag tagtgctggt tgcctcctac taagtttaaa 2040 
taccgtgtgc tcttccccag ctgcaaagac aatgttgctc tccgcctaca ctagtgaatt 2100 
aatctgaaag gcactgtgtc agtggcatgg cttgtatgct tgtcctgtgg tgacagtttg 2160 
tgacattctg tcttcatgag gtctcacagt cgacgctcct gtaatcattc tttgtattca 2220 
ctccattccc ctgtctgtct gcatttgtct cagaacattt ccttggctgg acagatgggg 2280 
ttatgcattt gcaataattt ccttctgatt tctctgtgga acgtgttcgg tcccgagtga 2340 
ggactgtgtg tctttttacc ctgaagttag ttgcatattc agaggtaaag ttgtgtgcta 2400 
tcttggcagc atcttagaga tggagacatt aacaagctaa tggtaattag aatcatttga 2460 
atttattttt ttctaatatg tgaaacacag atttcaagtg ttttatcttt ttttttttaa 2520 
atttaaatgg gaatataaca cagttttccc ttccatattc ctctcttgag tttatgcaca 2580 
tctctataaa tcattagttt tctattttat tacataaaat tcttttagaa aatgcaaata 2640 
gtgaactttg tgaatggatt tttccatact catctacaat tcctccattt taaatgacta 2700 
cttttatttt ttaatttaaa aaatctactt cagtatcatg agtaggtctt acatcagtga 2760 
tgggttcttt ttgtagtgag acatacaaat ctgatgttaa tgtttgctct tagaagtcat 2820 
actccatggt cttcaaagac caaaaaaatg aggttttgct tttgtaatca ggaaaaaaaa 2880 
aaattaatga accttaaag 2899 



<210> 1223r 
<211> 621 
<212> PRT 

<213> Homo sapiens 
<400> 12237 

Met Ala Ala Ala Ala Val Asp Ser Ala Met Glu Val Va! Pro Ala Leu 

15 10 15 

Ala Glu Glu Ala Ala Pro Glu Val Ala Gly Leu Ser Cys Leu Val Asn 
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<210> 12238 
<211> 4384 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (534). . (1751) 
<400> 12238 

agccgcgcga cgcogccgcc ttagaacgcc tttccagtac tgctagcagc agcocgacca 60 
ogcgttaccg caogGtcgog octttccott gacacggcgg acgooggagg attggggogg 120 
caatttgtct tttccttttt tattaaaatt atttttcctg cctgttgttg gatttgggga 180 
aattttttgt ttgtttttta tgatttgtat ttgactgaga gaaaoocact gaagacgtot 240 
gcgtgagaat agagaccaoc gaggocgact cgcgggccgc tgcacccacc gccaaggaca 300 
aaaggagccc agcgctacta gctgcaoccg attcctccca gtgcttagca tgaagaaggc 360 
ogaaatggga ogattcagta tttccccgga tgaagacagc agcagctaca gttccaacag 420 
Ggacttcaac tactcotacc ccaccaagca agctgctctg aaaagocatt atgcagatgt 480 
agatcctgaa aaccagaact ttttacttga atcgaatttg gggaagaaga agtatgaaac 540 



-5910/13211- 



agaatttaat tctcttgaca tttgtgtcaa 
tgaagactgc caatgaagga gggtctttat 
gattagttgg aaagcttgca gcatctggat 
caagctacct cttcatagtg aaatatgagt 
ttgaagataa aactggattg tggtatctga 
tggtggtcat tcttcctttg tcgctgttta 
gcctttcctt gttgtgtatg gtgttctttc 
ttccgtgtcc tgtggaagct gctttgataa 
agccaacagc tcttgtacct gctttgtcac 
ctcactattt tattttcaac tcacagactg 
ttgtctgtca tcctgctgtt cttcccatct 
gaatgatgaa tgtgtccaag atttcatttt 
ccctctttgg atacctaaca ttttacgaac 
cttctatctt gggaactgat attcttcttc 
tgaccctgac agtaccagta gttattttcc 
gtgcatcaaa agatttcagt tggtggcgtc 
ttaccaattt acttgtcatc tttgtcccaa 
catctgcagc ttctatgttg atttttattc 
agaaagaacc tatgaaatct gtacaaaaga 
tactggtgat gaccggaagc atggccttga 
gaggtggcca ttaattggca ccactcaaac 
agtaaactca actactatga aatttcacct 
gcagattcct cgctggttct tctgagtgca 
ttttttaaga aacttatctg tatgttagaa 
gggttaaggg aagtgacaat tttattccat 
tcaagccaca tgcttggctg tgtcattgtt 
tgtgcctaat ggaaccattt gatgtgagaa 
gaataaccat tgacaaaaac actattattt 
agcactcttt tacttttaag aaattgcttt 
aaattccata aaataatgtc attggtattt 
tgcctttttg taggcataat aagccaaata 
atgatgtaat gaaaaattgt accatgaatt 
ccattactta aaagatgatt gattgttgct 
ttttcttctc tgtccccaaa caatttggtt 
ttattagaat ggaagataat gcagatattt 
taccaaatag tgcaattggg taaaacaggg 
tattgacagc tctgggtctt ttttttgggc 
ggaaaatggg catttgatgg caataggcca 
caaaatgctc acctactgga agtgtgaatt 
tgttttgtct acagtagagg tctaatccac 
ttctctttgc gtaggccact gggtttctca 
ctggactgtc atctcattct tgtacaacgt 
tagctaggga aaacagtgca aactgagtgt 
acccttccat ttcaatccca gttagaaatg 
agcacattta tcgtacgtca cagtgtatgg 
gctcatcagg cataatgtct aaaatctaat 
gcaaataatg gaattgtcaa ttggtcatct 
gttgtttggg gcaagggcca gaaatgtgga 



tattttccct gtattctgtt catctccttt 600 
tatatgaaca attgggatat aaggcatttg 660 
caattacaat gcagaatatt ggagctatgt 720 
tgcctttggt gatccaggca ttaacgaaca 780 
acgggaacta tttggttctg ttggtgtcat 840 
gaaatttagg atatttggga tataccagtg 900 
tgattgtggt catttgcaag aaatttcagg 960 
ttaacgaaac aataaacacc accttaacac 1020 
gtaacgtgac tgaaaatgac tcttgcagac 1080 
tctatgctgt gccaattctg atcttttcat 1140 
atgaagaact gaaagaccgc agccgtagaa 1200 
ttgctatgtt tctcatgtat ctgcttgccg 1260 
atgttgagtc agaattgctt catacctact 1320 
tcattgtccg tctggctgtg ttaatggctg 1380 
caatccggag ttctgtaact cacttgttgt 1440 
atagtctcat tacagtgtct atcttggcat 1500 
ctattaggga tatctttggt tttattggtg 1560 
ttccttctgc cttctatatc aagttggtga 1620 
ttggggcttt gttcttcctg ttaagtggtg 1680 
ttgttttgga ttgggtacac aatgcacctg 1740 
tcaaactcag tccatctgat gccagtgttg 1800 
aatgttttca gtttcacttc cttttgaagt 1860 
gaataagtga acttttttgt tttgttttgt 1920 
atggatatga acaacaaaac cacgagtctc 1980 
tccagagaat ggacaaactc ttaactttta 2040 
taacttggat attttatgat tttacttgaa 2100 
acaattcttt ttaatttaca gcaaaatatt 2160 
tttgtaccaa aaatacttaa agacctcaga 2220 
tttgaacttt attcagaagc agttatcaat 2280 
aaaaatgaat attaatataa tgaaatggtt 2340 
cttttttacc caaaataatt tttagagaaa 2400 
aggagcatag ttttttccat ttaaacgtca 2460 
ataccaaatc agatgaactc tgttcatcac 2520 
cattcagact gaaatgtttg tgtcttcaac 2580 
ctgtgggaaa taaaataact aattttgagg 2640 
tttattcagt tgcatctgtc tccagtgttg 2700 
cagccctttt ttgacattgc ttccagcagt 2760 
aaattattgt gtccagggag tacacttttt 2820 
acttgacaat gtatggctta gttgtgttca 2880 
aggttacacc tatgtttgat atgatataag 2940 
tgcagtaagc tttataaaaa ctcatttgca 3000 
agaattactt gtttacatcc aacaaatggt 3060 
tagtagtcat tttggtccaa ctgcatgtca 3120 
aaaataatta ctttgaaact tggctttaag 3180 
tgaatatatt attaaataat gtggtacttc 3240 
atacataatt ccattaagtg gttgaaggaa 3300 
ggctgtaagg tttgcccttg aactaaaaat 3360 
gacatggttt ttgttacgca ttcttgtatt 3420 
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atatgtgact aaatttacaa acaagataca tgtgtaatta aagaccctta tggaactgga 3480 
agacgtcttg tagtgctaca ttgggtgaaa ccgttggtcc atttttgtct gtttctatga 3540 
agataaaata attgggggcc atctagaaat agaaaggcag tgggaagaca gattctacgg 3600 
cactgctttc atttaattgg gctttaggca ctccattcga atgcagaacc tcacctctag 3660 
ttgagaccaa gaattggcaa atttgcatga gctcctggaa agagttgctg actttgtatc 3720 
taagacctgc cagggaatac caagagttgt ttctacagac tttttttttt ttttgtatgg 3780 
gagaagatac tgtggcaacc aggaaggaat ggaaaaaaaa ttcttttctc tacagcaaat 3840 
taatgtgagg aagctcctcc aatcctctgg ctatttaagg ttcaaaatca agtgcctagg 3900 
gaaaattcca atggatgatt ttctgggagc tatcttgtct accttgaggt tcctgaacaa 3960 
tgaattccca ttaatgagca gtcttcagta ttaaaaccac tgtcttgtca cctcattttg 4020 
cattactgtc ttccgtggat gtttcagtta caactgtaat gttatttata gaacaacatt 4080 
aatccattaa agctaaccta tttttcaata tttatgataa tctatgtaca tatattgtct 4140 
gtccatatgt atttgtaaat aggttgtata taatgtcagg tttgggtctt gggttcaagt 4200 
gtatatattc ctgtaagttt cttaactgca ttttgatgaa ttcacattat gtaactataa 4260 
gaattgtccc aaaagtacct gtacagaaaa ttgaatattg aaaaattgac aaattgtgta 4320 
caaacactaa aaaaaacttg tttaaattgt atttgcaata aacaacatca aattttttca 4380 
tgac 4384 



<210> 12239 
<211> 406 
<212> PRT 

<213> Homo sapiens 



<400> 12239 



Met 


Lys 


Gin Asn Leu 


1 le 


Leu 


Leu 


Thr 


Phe 


Val Ser 


1 le 


Phe Ser 


Leu 


1 




5 










10 






15 




Tyr 


Ser 


Val His Leu 


Leu 


Leu 


Lys 


Thr 


Ala 


Asn Glu 


Gly 


Gly Ser 


Leu 






20 








25 








30 




Leu 


Tyr 


Glu Gin Leu 


Gly 


Tyr 


Lys 


Ala 


Phe 


Gly Leu 


Val 


Gly Lys 


Leu 






35 






40 








45 






Ala 


Ala 


Ser Gly Ser 


1 le 


Thr 


Met 


Gin 


Asn 


1 le Gly 


Ala 


Met Ser 


Ser 




50 






55 








60 








Tyr 


Leu 


Phe lie Val 


Lys 


Tyr 


Glu 


Leu 


Pro 


Leu Val 


1 le 


Gin Ala 


Leu 


65 






70 










75 






80 


Thr 


Asn 


Me Glu Asp 


Lys 


Thr 


Gly 


Leu 


Trp 


Tyr Leu 


Asn 


Gly Asn 


Tyr 






85 










90 






95 




Leu 


Val 


Leu Leu Val 


Ser 


Leu 


Val 


Val 


1 le 


Leu Pro 


Leu 


Ser Leu 


Phe 






100 








105 








110 




Arg 


Asn 


Leu Gly Tyr 


Leu 


Gly 


Tyr 


Thr 


Ser 


Gly Leu 


Ser 


Leu Leu 


Cys 






115 






120 








125 






Met 


Val 


Phe Phe Leu 


1 le 


Val 


Val 


1 le 


Cys 


Lys Lys 


Phe 


Gin Val 


Pro 




130 






135 








140 








Cys 


Pro 


Val Glu Ala 


Ala 


Leu 


1 le 


1 le 


Asn 


Glu Thr 


1 le 


Asn Thr 


Thr 


145 






150 










155 






160 


Leu 


Thr 


Gin Pro Thr 


Ala 


Leu 


Val 


Pro 


Ala 


Leu Ser 


Arg 


Asn Val 


Thr 






165 










170 






175 




Glu 


Asn 


Asp Ser Cys 


Arg 


Pro 


His 


Tyr 


Phe 


1 le Phe 


Asn 


Ser Gin 


Thr 
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1 on 
1 oU 




185 








va 1 


Tyr 


A 1 0 

A 1 a 


i/o 1 
va 1 


Pro 1 1 e Leu 


1 le Phe Ser 


Phe 


Val 


oys n 1 s rro A 1 a 






1 yo 






200 






zUo 


1/4 1 
va 1 


Leu 


rro 


1 1 A 

1 1 e 


1 yr u 1 u u 1 u 


Leu Lys Asp Arg Ser 


Arg Arg Arg wieL 




/I U 












220 




Me L 


Asn 


Va 1 


oer 


Lys 1 1 e Ser 


Phe Phe Ala 


Met 


Phe 


Leu Met Tyr Leu 










zoU 




235 






Leu 


A 1 a 


A f ^ 

A [ a 


Leu 


rhe iaiy lyr 


Leu Thr Phe Tyr Glu 


nis val ulu oer 










OA C 
Z40 


ZOU 






zoo 


Pill 


Leu 


Leu 


n 1 S 


Thr Tyr Ser 


oer 1 1 6 Leu 


Gly 


Thr 


Asp 1 1 e Leu Leu 








zdu 










z /u ' 


Leu 


\ \ e 


va 1 


Arg 


I Alt A 1 <s 1/4 1 

Leu Ala val 


Leu Met Ala 


Val 


Thr 


Leu 1 nr va 1 rro 












280 






zoo 


1/4 1 
va 1 


va 1 


1 1 e 


rne 


rro 1 1 e Arg 


Ser Ser Val 


Thr 


His 


Leu Leu Cys Ala 










zyo 






300 




oer 


Lys 


Asp 


rne 


Ser Trp Trp 


Arg His Ser 


Leu 


1 le 


1 nr va 1 oer 1 1 e 


oUo 








0 1 u 




315 






Leu 


A 1 a 


rne 


Inr 


Asn Leu Leu 


Val 1 le Phe 


Val 


Pro 


Inr lie Arg Asp 










OZO 


330 






000 


1 le 


Phe 


Gly 


Phe 


1 le Gly Ala 


Ser Ala Ala 


Ser 


Met 


Leu 1 1 e Phe 1 1 e 








340 




345 






350 


Leu 


Pro 


Ser 


Ala 


Phe Tyr 1 1 e 


Lys Leu Val 


Lys 


Lys 


Glu Pro Met Lys 






355 






360 






365 


Ser 


Val 


Gin 


Lys 


1 le Gly Ala 


Leu Phe Phe 


Leu 


Leu 


Ser Gly Val Leu 




370 






375 






380 




Val 


Met 


Thr 


Gly 


Ser Met Ala 


Leu 1 le Val 


Leu Asp 


Trp Val His Asn 


385 








390 




395 




400 


Ala 


Pro 


Gly 


Gly 


Gly His 











405 



<210> 12240 
<211> 2491 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (98). . (2491) 

<400> 12240 

gctgaogggt ttgaaatggc ttcgatgtta gccgggaccc gactcagatc gatgctatag 60 
aagacaaaoa aggaaaggtt ttttttcctt ttgcatcatg gctoaatttg gaggacagaa 120 
gaatocgoca tgggctactc agtttacagc cactgoagta tcacagccag ctgcactggg 180 
tgttcaacag ccatcactcc ttggagcatc tcctaocatt tatacacagc aaactgcatt 240 
ggcagcagca ggccttacca cacaaactcc agcaaactat oagttaacao aaactgctgc 300 
attgoagcaa caagccgcag ctgcagcagc tgcattacaa cagcaatatt oacaacotca 360 
gcaggccctg tatagtgtgc aacaaoagtt acagcaaooc cagcaaaocc tcttaaoaca 420 



1 
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gccagctgtt gcactgccta caagccttag cctgtctact cctcagccaa cagcacaaat 480 
aactgtatca tatccaacac caaggtccag tcaacagcaa acccagcctc agaagcagcg 540 
tgttttcaca ggggtggtta caaaactaca tgatacattt ggatttgtgg atgaagatgt 600 
attctttcag cttagtgctg tcaaagggaa aaccccccaa gtaggtgaca gagtattggt 660 
tgaagctact tataatccta atatgccttt taaatggaat gcacagagaa ttcaaacact 720 
accaaatcag aatcagtcgc aaacccagcc attactgaag actcctcctg ctgtacttca 780 
gccaattgca ccacagacaa catttggtgt tcagactcag ccccagcccc agtcactgct 840 
gcaggcacag atttcagcag cttctattac accactattg cagactcaac cacagccctt 900 
attacagcag cctcagcaaa aagctggttt attgcagcct cctgttcgta tagtttcaca 960 
gccacaaccg gcacgacgat tagatccccc atcccgattt tcaggaagaa atgacagagg 1020 
ggatcaagtg cctaacagaa aagatgatcg aagtcgtgag agagagagag aaagacgtag 1080 
atcgagagaa agatcacctc agaggaaacg ttcccgggaa agatctccac gaagagagcg 1140 
agagcgatca cctcggagag ttcgacgtgt tgttccacgt tacacagttc agttttcaaa 1200 
gttttcttta gattgtccca gttgtgacat gatggaacta aggcgccgtt atcaaaattt 1260 
gtatatacct agtgactttt ttgatgctca atttacatgg gtggatgctt tccctttgtc 1320 
aagaccattt cagctgggaa attactgcaa tttttatgta atgcacagag aagtagagtc 1380 
cttagaaaaa aatatggcca ttcttgatcc accagatgct gaccacttat acagtgcaaa 1440 
ggtaatgctg atggctagcc ctagtatgga agatttatat cataagtcat gtgctcttgc 1500 
tgaggaccca caagaacttc gagatggatt ccaacatcct gctagacttg ttaagttttt 1560 
agtgggcatg gaaggcaagg atgaagctat ggccattgga ggccactggt ctccttcgtt 1620 
ggatggacca gacccagaaa aagatccctc tgtgttgatt aagactgcta ttcgttgttg 1680 
taaggctctg acaggcattg atctaagtgt gtgcacacaa tggtaccgtt ttgcagagat 1740 
tcgctaccat cgccctgagg agacccacaa ggggcgtaca gttccagctc atgtggagac 1800 
agtggtttta tttttcccgg atgtttggca ttgccttccc acccgctcag agtgggaaac 1860 
cctctcccga ggatacaagc agcagctggt cgagaagctt cagggtgaac gcaaggaggc 1920 
tgatggagaa caggatgaag aagagaagga tgatggtgaa gctaaagaaa tttctacacc 1980 
tacccattgg tctaaacttg atccaaagac aatgaaggta aatgacctcc gaaaagaatt 2040 
agaaagtcga gctcttagtt ccaaaggatt aaaatcccag ttaatagccc gattgacaaa 2100 
acagcttaaa gtagaggaac aaaaagaaga acagaaggag ttagagaaat ctgaaaaaga 2160 
agaggatgag gatgatgata ggaaatctga agacgataaa gaggaagaag aaaggaaacg 2220 
tcaagaggaa atagaacgcc agcgtcgaga aagaagatat attttgcctg atgaaccggc 2280 
catcattgta catccaaatt gggctgcaaa aagtggcaag tttgattgta gcatcatgtc 2340 
tttgagtgtc ctattggact acagattaga ggataataaa gaacattcat ttgaggtttc 2400 
attgtttgcg gaacttttca acgaaatgct tcaaagagat tttggtgtcc gtatatacaa 2460 
atcattactg tctcttcctg agaaagagga c 2491 



<210> 12241 

<211> 798 

<212> PRT 

<213> Homo sapiens 

<400> 12241 

Met Ala Gin Phe Gly Gly Gin Lys Asn Pro Pro Trp Ala Thr Gin Phe 

15 10 15 

Thr Ala Thr Ala Val Ser Gin Pro Ala Ala Leu Gly Val Gin Gin Pro 

20 25 30 

Ser Leu Leu Gly Ala Ser Pro Thr I le Tyr Thr Gin Gin Thr Ala Leu 
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Ala Ala 
50 

Gin Thr 

65 
Gin Gin 

Gin Leu 

Leu Pro 

Thr Val 
130 
Gin Lys 
145 

Phe Gly 

Gly Lys 

Asn Pro 

Pro Asn 
210 
Ala Val 

225 

Gin Pro 

lie Thr 

Gin Gin 

Pro Gin 
290 
Asn Asp 
305 

Glu Arg 

Lys Arg 

Arg Arg 

Phe Ser 
370 
Tyr Gin 
385 

Trp Val 



35 

Ala Gly Leu Thr 

Ala Ala Leu Gin 
70 

Gin Tyr Ser Gin 
85 

Gin Gin Pro Gin 
100 

Thr Ser Leu Ser 
115 

Ser Tyr Pro Thr 

Gin Arg Val Phe 
150 

Phe Val Asp Glu 
165 

Thr Pro Gin Val 
180 

Asn Met Pro Phe 
195 

Gin Asn Gin Ser 

Leu Gin Pro I le 
230 

Gin Pro Gin Ser 
245 

Pro Leu Leu Gin 
260 

Lys Ala Gly Leu 
275 

Pro Ala Arg Arg 

Arg Gly Asp Gin 
310 

Glu Arg Glu Arg 
325 

Ser Arg Glu Arg 
340 

Val Arg Arg Val 

355 

Leu Asp Cys Pro 



Asn Leu Tyr I le 
390 

Asp Ala Phe Pro 
405 

Cys Asn Phe Tyr Val Met 



40 

Thr G I n Thr Pro 
55 

Gin Gin Ala Ala 

Pro Gin Gin Ala 
90 

Gin Thr Leu Leu 
105 

Leu Ser Thr Pro 
120 

Pro Arg Ser Ser 
135 

Thr Gly Val Val 

Asp Val Phe Phe 
170 

Gly Asp Arg Val 
185 

Lys Trp Asn Ala 
200 

Gin Thr Gin Pro 
215 

Ala Pro Gin Thr 

Leu Leu Gin Ala 
250 

Thr Gin Pro Gin 
265 

Leu Gin Pro Pro 
280 

Leu Asp Pro Pro 
295 

Val Pro Asn Arg 

Arg Arg Ser Arg 
330 

Ser Pro Arg Arg 
345 

Val Pro Arg Tyr 
360 

Ser Cys Asp Met 
375 

Pro Ser Asp Phe 

Leu Ser Arg Pro 
410 

His Arg Glu Val 



Ala Asn 
60 

Ala Ala 

75 
Leu Tyr 

Thr Gin 

Gin Pro 

Gin Gin 
140 
Thr Lys 
155 

Gin Leu 

Leu Val 

Gin Arg 

Leu Leu 
220 
Thr Phe 
235 

Gin I le 

Pro Leu 

Val Arg 

Ser Arg 
300 
Lys Asp 
315 

Glu Arg 

Glu Arg 

Thr Val 

Met Glu 
380 
Phe Asp 
395 

Phe Gin 



45 
Tyr Gin 

Ala Ala 

Ser Val 

Pro Ala 
110 
Thr Ala 
125 

Gin Thr 

Leu His 

Ser Ala 

Glu Ala 
190 
I le Gin 
205 

Lys Thr 

Gly Val 

Ser Ala 

Leu Gin 
270 
I le Val 
285 

Phe Ser 

Asp Arg 

Ser Pro 

Glu Arg 
350 
Gin Phe 
365 

Leu Arg 



Ala Gin 
Leu Gly 
Glu Ser Leu Glu 



Leu Thr 

Ala Leu 
80 

Gin Gin 

95 
Val Ala 

Gin I le 

Gin Pro 

Asp Thr 
160 

Val Lys 
175 

Thr Tyr 

Thr Leu 

Pro Pro 

Gin Thr 
240 
Ala Ser 
255 

Gin Pro 

Ser Gin 

Gly Arg 

Ser Arg 
320 
Gin Arg 
335 

Ser Pro 

Ser Lys 

Arg Arg 

Phe Thr 
400 
Asn Tyr 
415 

Lys Asn 



-5915/13211- 



420 

Met Ala Me Leu Asp 
435 

Val Met Leu Met Ala 
450 

Cys Ala Leu Ala Glu 
465 

Pro Ala Arg Leu Val 
485 

Ala Met Ala I le Gly 
500 

Pro Glu Lys Asp Pro 
515 

Lys Ala Leu Thr Gly 
530 

Phe Ala Glu I le Arg 
545 

Thr Val Pro Ala His 
565 

Trp His Cys Leu Pro 
580 

Tyr Lys Gin Gin Leu 
595 

Asp Gly Glu Gin Asp 
610 

I le Ser Thr Pro Thr 
625 

Va I Asn Asp Leu Arg 
645 

Gly Leu Lys Ser Gin 
660 

Glu Glu Gin Lys Glu 
675 

Glu Asp Glu Asp Asp 
690 

Glu Arg Lys Arg Gin 
705 

Tyr 1 1 e Leu Pro Asp 
725 

Ala Lys Ser Gly Lys 
740 

Leu Asp Tyr Arg Leu 

755 

Leu Phe Ala Glu Leu 
770 

Arg 1 1 e Tyr Lys Ser 
785 



425 430 
Pro Pro Asp Ala Asp His Leu Tyr Ser Ala Lys 

440 445 
Ser Pro Ser Met Glu Asp Leu Tyr His Lys Ser 

455 460 
Asp Pro Gin Glu Leu Arg Asp Gly Phe Gin His 
470 475 480 

Lys Phe Leu Val Gly Met Glu Gly Lys Asp Glu 

490 495 
Gly His Trp Ser Pro Ser Leu Asp Gly Pro Asp 

505 510 
Ser Val Leu Me Lys Thr Ala Me Arg Cys Cys 

520 525 
1 1 e Asp Leu Ser Va I Cys Thr G I n Trp Tyr Arg 

535 540 
Tyr His Arg Pro Glu Glu Thr His Lys Gly Arg 
550 555 560 

Val Glu Thr Val Val Leu Phe Phe Pro Asp Val 

570 575 
Thr Arg Ser Glu Trp Glu Thr Leu Ser Arg Gly 

585 590 
Val Glu Lys Leu Gin Gly Glu Arg Lys Glu Ala 

600 605 
Glu Glu Glu Lys Asp Asp Gly Glu Ala Lys Glu 

615 620 
His Trp Ser Lys Leu Asp Pro Lys Thr Met Lys 
630 635 640 

Lys Glu Leu Glu Ser Arg Ala Leu Ser Ser Lys 

650 655 
Leu Me Ala Arg Leu Thr Lys G I n Leu Lys Va I 

665 670 
Glu Gin Lys Glu Leu Glu Lys Ser Glu Lys Glu 

680 685 
Asp Arg Lys Ser Glu Asp Asp Lys Glu Glu Glu 

695 700 
Glu Glu Me Glu Arg G I n Arg Arg G I u Arg Arg 
710 715 720 

Glu Pro Ala Me Me Val His Pro Asn Trp Ala 

730 735 
Phe Asp Cys Ser 1 1 e Met Ser Leu Ser Va I Leu 

745 750 
Glu Asp Asn Lys Glu His Ser Phe Glu Val Ser 

760 765 
Phe Asn Glu Met Leu Gin Arg Asp Phe Gly Val 

775 780 
Leu Leu Ser Leu Pro Glu Lys Glu Asp 
790 795 
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<210> 12242 
<211> 2646 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (213). . (1136) 
<400> 12242 

atcactcaag atggctgoco coatoaagat 
catgatggtc tgagatggtg tagcgtogga 
ggataatggg gggtggggco cgttgggggg 
aacctcggct cttcccagtc ctctggaota 
tggggacttt gccccgcogg agcccccgcc 
tcgatgagct gcaccgtcta tgcaaagatg 
tcgttgtcaa oaaggttctg agcagccatt 
ccctgggctt gccgggatat cacctccatg 
ccactgaggt gttccccact gtggtagggg 
aggtcttgot ootcttggca gagcggctcc 
ccaagttcct gaoatggcag tttgatggcg 
tgacoctagg aaatcctgac ctgattgggg 
agagcctcac toatcggctg gtgctgggag 
aagagggggc catcttgaca ctggctggga 
tgaatgtggg atcaggcggg gocoatgcaa 
aggttggagt ggagtttgag goaaacacaa 
accacctgac tctgccccag gccaacatgg 
gtgtaggtgc tgtgctggag aagaagatgc 
ccttcctcaa tcactggcgc aacagattcc 
gttgtccaga gccagccccc acagcagotg 
agactaggco octottcaga goccaccttg 
tggtggacag gaccatgccc tcctcagaac 
agaggtttga ggatcccocc tctgctaoca 
ggctgtggac taagggagaa ggattaaggg 
cctcaggctt ccttcttcct ttocctttgg 
tgttttccat cccagagcct cocaaggotg 
gtctcaggaa gtggggoooa cccattccca 
gtttcotcct toccatcttc tgtgcttcca 
aotatcccca tgacogcatg aagaggoagt 
ggctcccttt gaacccggcc caatctttgg 
gggtgttoca ggtgagctgg ggaaggaagc 
goagcggcat oatggcagac aggccctgga 
taatgctccg gagctcagcc agcaggccta 
agtagtgggg ttgccaggaa aacaggaggg 
gccotgatoc cctgaactat tcotcagtga 
ctctggtatg acagactatc agaggttcca 
tgtcttctct caooatgctc agttttttct 



gaccggggtg tgccgggggg aaaggggoag 60 
ccatgtggca gtttctgagg ctggggagcc 120 
taaaggggca atagcgtcct ttcaoaggct 180 
aaatggggaa oaoattgggc ctggcaccaa 240 
gagaggaaoc cctgcccaac cctgggagct 300 
tattcccagc acagatggag ggagtgaago 360 
tccaggtggc gcacactata cacatgagtg 420 
cggcctatgc aggggattgg cagctcagtc 480 
atatggaoag oagtggcago ctgaacgccc 540 
gagctaaggc tgtcttcoag acgcagcagg 600 
agtatcgggg agatgactac acagccactc 660 
agtoggtgat oatggttgct oacttootgc 720 
gagagctagt ttatcaccgg cggccaggcg 780 
agtactcggc tgtaoactgg gtagctacat 840 
gttactacca cagggoaaat gaacaggtto 900 
ggctacaaga cacaacattc tcctttggtt 960 
tatttagagg ottggtggat agtaactggt 1020 
cccctctgcc tgtcacoota goocttggag 1080 
attgtggctt cagcatcact gtgggctgag 1140 
gaaoototga gtcaggtgcc ctagggooaa 1200 
ctgggtgatc tctaggacoc aggagoagag 1260 
tggagctgcc acaggggcag ttgatgaggc 1320 
gocooagtat oaoottcccc atgotottgt 1380 
gtatggctga attoccccgg caccccttgc 1440 
ttaatcctgc atgggattag ctgaccatcc 1500 
ggaaagtagg gctgaagggc tagatgtttg 1560 
gaaggagctt ctttacctct tagocctgag 1620 
gagaacaact ttgttcctat ggtcaccccc 1680 
tattgcttta gtctttcatt gcaaocactg 1740 
tcccagcatt ttcccactcc agtgtatcca 1800 
gagcatggoo toagctgoag atotcotgga 1860 
tgtgotggat ttggtacccg taggcctcat 1920 
gcaacttcgc atacagaaac ctttggagga 1980 
aaataaggca gttgggagto ttgtctctag 2040 
agccaggtct gaacattaga gaaaatcatg 2100 
aaggtcctcc agggggcctc ggtctgacac 2160 
gaaccoagag ototgagagc ogagtgtgaa 2220 
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gaaagctcca gacttggcca gaactccaac 
agcaggttct agaaggtgga tgtgttctat 
agctcttgga ggaacgagca aaacagaagc 
agactattga acctggaact ggctttgacc 
gaaatgagaa atcgaaggaa ttggcccaat 
aaagtctgcg ttagtctgga gaagttggac 
gaatgctatt acccagagcc tctgagctac 
atctgg 



catgtggaat ctgagggcct ggccttctag 2280 
ggtataaagc atcccctttc tggccaaact 2340 
ggtgcatacc tcagagcctg gataaatcac 2400 
atgaaactgt gaatggccct aacttcaagg 2460 
ggcgaggaga ggaaaggcca agggaagaga 2520 
tagtgaggta atggatgtca tcaatctcag 2580 
tactttgcat ctgtactgaa taaaaaaaaa 2640 

2646 



<210> 12243 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<400> 12243 
Met Gly Asn Thr 
1 

Ser Pro Arg Arg 
20 

Leu His Arg Leu 
35 

Lys Leu Val Val 
50 

Thr I le His Met 
65 

Ala Tyr Ala Gly 

Val Val Gly Asp 
100 

Leu Leu Leu Ala 
115 

Gin Ala Lys Phe 
130 

Asp Tyr Thr Ala 
145 

Ser Val I le Met 

Val Leu Gly Gly 
180 

Ala Me Leu Thr 
195 

Thr Leu Asn Val 
210 

Ala Asn Glu Gin 
225 

Leu Gin Asp Thr 
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u 1 y 
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A 1 a 
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u 1 U 


u 1 U 
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Trp 


Gin 
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85 
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Ser 


Glu 


Arg 
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Arg 
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135 
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Thr 


Leu 
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Phe 
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Val 


Tyr 


Leu 
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Gly 


Lys 








200 


Gly 


Ser 


Gly 


Gly 






215 




Val 


Gin 


Val 


Gly 




230 






Thr 


Phe 


Ser 


Phe 


245 









Pro 


Met 


Gly Thr 




1 n 
1 U 




rro 


Asn 


rro u 1 y 








rne 
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Ala u in 


Ser 


Ser 


LI : A 

His Phe 






60 


Leu 


Pro 


Gly Tyr 






75 


Ser 


Pro 


Thr Glu 




90 




Gly 


Ser 


Leu Asn 


105 






Ala 


Lys 


Ala Val 


Phe 


Asp 


Gly Glu 






140 


Gly 


Asn 


Pro Asp 






155 


Leu 


Gin 


Ser Leu 




170 




His 


Arg 


Arg Pro 


185 






Tyr 


Ser 


Ala Val 


Ala 


His 


Ala Ser 






220 


Val 


Glu 


Phe Glu 






235 


Gly 


Tyr 


His Leu 




250 





Leu 


Pro Arg 


Arg 




15 




Ser 


Phe Asp 


Glu 








Met 


u 1 u u ly 


Va 1 


4o 






Gin 


Va 1 Ala 


LI ■ ^ 

His 


His 


Leu His 


Ala 






80 


Val 


Phe Pro 


Thr 




95 




Ala 


Gin Val 


Leu 




110 




Phe 


Gin Thr 


Gin 


125 






Tyr 


Arg Gly 


Asp 


Leu 


1 le Gly 


Glu 






160 


Thr 


His Arg 


Leu 




175 




Gly 


Glu Glu 


Gly 




190 




His 


Trp Val 


Ala 


205 






Tyr 


Tyr His 


Arg 


Ala 


Asn Thr 


Arg 






240 


Thr 


Leu Pro 


Gin 




255 
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Ala Asn Met Val Phe Arg Gly Leu Val Asp Ser Asn Trp Cys Val Gly 

260 265 270 

Ala Val Leu Glu Lys Lys Met Pro Pro Leu Pro Val Thr Leu Ala Leu 

275 280 285 

Gly Ala Phe Leu Asn His Trp Arg Asn Arg Phe His Cys Gly Phe Ser 

290 295 300 

I le Thr Val Gly 
305 



<210> 12244 

<211> 3303 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (157). . (1131) 
<400> 12244 

aaggaaattc aggaagoaaa agotoooagt octtccataa accggcaaac cagcattgaa 60 
acggatagag tgtctaagga gttcatagaa tttctcaaga ccttccacaa gacaggcoaa 120 
gaaatctata aaoagaccaa gctgtttttg gaaggaatgo attaoaaaag ggatotaagc 180 
attgaagaao agtcagagtg tgctcaggat ttctaccaca atgtggccga aaggatgcaa 240 
actcgtggga aagtgcctcc agaaagagtc gagaagataa tggatcagat tgaaaagtac 300 
atcatgactc gtctctataa atatgtattc tgtocagaaa otactgatga tgagaagaaa 360 
gatcttgcca ttcaaaagag aatcagagcc ctgcgctggg ttacgoctca gatgctgtgt 420 
gtccctgtta atgaagaoat cccagaagtg tctgatatgg tggtgaaggc gatoacagat 480 
atcattgaga tggattccaa gcgtgtgcct cgagacaago tggcctgcat caccaagtgc 540 
agcaagcaca tcttcaatgc catcaagatc aocaagaatg agocggcgtc agcggatgac 600 
ttcctccoca cootoatcta cattgttttg aagggcaacc ccccacgcct tcagtctaat 660 
atccagtata tcacgcgctt ctgcaatcca agccgactga tgactggaga ggatggctac 720 
tatttoacca atctgtgctg tgctgtggot ttcattgaga agotagaogo coagtctttg 780 
aatctaagtc aggaggattt tgatcgctac atgtctggcc agacctctcc caggaagcaa 840 
gaagctgaga gttggtctcc tgatgcttgc ttaggcgtca agcaaatgta taagaaottg 900 
gatctcttgt ctoagttgaa tgaacgacaa gaaaggatca tgaatgaagc caagaaactg 960 
gaaaaagacc tcatagattg gacagatgga attgcaagag aagttcaaga catcgttgag 1020 
aaatacocao tggaaattaa gootccgaat caaccgttag cagctattga ctctgaaaac 1080 
gttgaaaatg ataaacttco tocaccactg caacctcaag tttatgcagg atgatcacaa 1140 
tttagtggag agtatttatt tgagoctaaa ttgtaggtag occttactac actcaactga 1200 
ttgggatcta gaatgtaact aaattgctta taaatgtcag agcatttttt aaaggtacag 1260 
tatatgggga ttgtttcgtt tttcctagoa ggggaacctt agttaataat aaaatactao 1320 
ttatttgagt taotgataca gattcattta aggcttgtgt gcaaattttg tctcaatctt 1380 
ttttccctcc atgattttcc tatgtgcttc ctctggcatt oactgtggtt ttggtaaata 1440 
attgcctttt aaaggattaa acaaatgaat gctacaaagt gtatgttcaa gaaaattaaa 1500 
tggtaccact cttccacagt ttggaataat tttataattg taaagataga aattatattg 1560 
ataagtaaat atgtaaaatt gtaaatatgt aaaaaaaaag aatggtgtot gctgtgcatg 1620 
gcattttata tgttaatttt ttagtttaaa atgaagtata ttgaatgttt gcctttagca 1680 
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ccattttatt tggtttgtcc cactaaaatg actcgagaag tgtttagaca aactcccctt 1740 
aagatgtgca ctccatcttt aagaacgtgt tagccttaac tttgaggttc tatatagtca 1800 
gagactatga caccactaag gttcagaata aagtttaggc cacataaaat tgctgtttaa 1860 
tgtagtcgat ggaagacttt aaactatgct tctagcttat ttttccctca ttcattcagc 1920 
aaatctctat tgagttcttc agtgagaagg agcaggcact gggcctggaa tggaaggcgg 1980 
gaatgaatgg gcctctgatg gtgagaggtg acggggtccc tcagctgtga gatgcaaggg 2040 
gcgccttgca gcctccataa tatacatttg actttgcaaa cgtctagaca tgttttctga 2100 
acctttttca ggacatttca acctcgggac tattcatatt agtggcctga gaggtgttgt 2160 
tgtggggcca ccctgtgcat ggtagaatgt tcagcagcat tcctgccatc catatccatt 2220 
aggtgccagt agcacccccg ctagagctgt gaaaaattct ctccagacat agtcagatgt 2280 
ctcctggggc catatcaccc ctccgttaag aaccactgat gtcttttaca aaccaggagt 2340 
tatcctcctg gtggttaata tggtgtaacc aaagaatctt gcactcaatg cacagtgtga 2400 
tgttaactaa aacgagttaa atatttagga ggcttgacag ctacctgcat tgtagaacct 2460 
tttcttatct cagtggaacc ttctataacc taaatatacc attgatgatt cttcttccat 2520 
tcagtgacat ccacagatta tgcagctata cttgtgaaat cgtgcatgag gccccagggc 2580 
accgttctag aacaacgtca cttcacacag gcagctgaga aaggttctct tgcttttcca 2640 
gtatcttcct aaggatggag cccaaaattg cagagcagta actttggaat aaaaccaggg 2700 
tgggtataaa acttcttatt cttaaattta catataagat ctattaagct tgacacatct 2760 
gtgtcatcac gcactgaaga caggaagcag ttcactgagt cagctggttc ccaagctcgc 2820 
acagaaggtg ataagttact atcaaatgcc agtgagaatc ttcttataga ataacctggg 2880 
cccaagtgat tttagtacaa aacttgccct tctttggttt aattttctat gtgcttttag 2940 
gtgtgaatcc agatatgcgg tcttaattcc tttggaaata cacagttcgt ttagttactg 3000 
tacactctgt ttgttcaata aactgcatat caacttccca caaaagctga cttttttggg 3060 
tctcttacat ataaagtagg ttattgagtt gatttttttg gaggtatctc atattggtcg 3120 
aattcttctg gtatggactc ttgccttata tagaggcttc tatttctctt aagtcagcat 3180 
caatacaacg gccggagttt ctgtttttgc aataagaaga tgttggtatt ttatgtaggg 3240 
taaatgtgac tggaatacac ctttggaacg gaattcttta tcaataaagt ttcacaatcc 3300 
gtc 3303 



<210> 12245 
<211> 325 
<212> PRT 

<213> Homo sapiens 
<400> 12245 



Met 


His 


Tyr 


Lys 


Arg 


Asp 


Leu 


Ser 


1 le 


Glu 


Glu 


Gin 


Ser 


Glu Cys 


Ala 


1 
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Phe 


Tyr 


His 


Asn 
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Met 


Gin 


Thr 


Arg Gly 
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20 










25 
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Pro 
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Glu 
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Glu 


Lys 


1 le 


Met 


Asp Gin 


1 le 


Glu Lys 
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35 
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45 






1 le 
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Thr 


Arg 


Leu 


Tyr 


Lys 


Tyr 


Val 


Phe 
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Pro 


Glu 


Thr Thr 


Asp 




50 










55 
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Glu 


Lys 


Lys 


Asp 


Leu 
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lie 


Gin 


Lys 
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Me 
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Ala Leu 
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70 










75 








80 


Trp 


Val 


Thr 
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Gin 


Met 


Leu 


Cys 


Val 


Pro 


Val 


Asn 


Glu 


Asp 1 1 e 


Pro 



85 90 95 
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Gin 


G 1 u Arg Me Met 


Asn Glu Ala 
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265 
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1 le 


Asp 


Trp Thr Asp Gly 


Me Ala Arg 


Glu 


Val Gin 


Asp Me Val Glu 
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285 


Lys 


Tyr 


Pro Leu Glu lie 


Lys Pro Pro 


Asn 


Gin Pro 


Leu Ala Ala Me 




290 
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Asp 


Ser 


Glu Asn Val Glu 


Asn Asp Lys 


Leu 


Pro Pro 


Pro Leu Gin Pro 


305 




310 






315 


320 


Gin 


Val 


Tyr Ala Gly 











325 



<210> 12246 
<211> 2715 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (130). . (603) 

<400> 12246 

ttttgcttcg atgtgotcta ctgtoacctg tatggataco agcagccccg gaoGcccoga 60 
ttcacoaacg agocctaccc aotgtttgta acatggaaga ttggtcgaga caaaagatta 120 
cgtggatgoa tgggtacttt ttctgccatg aatttgcatt caggactcag ggagtacaca 180 
cttaccagtg cccttaaaga tagccgtttt cccccaatga caagggatga gctgccacgg 240 
cttttctgct cagtgtctct gctcactaac tttgaagatg tctgtgatta tttggaotgg 300 
gaggtgggtg tacatggcat tagaatagaa ttoatcaatg aaaaaggatc aaaacgoaoc 360 
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gccacctacc taccggaggt tgcaaaggag caaggatggg accatataca gaccatagac 420 
tccttattga ggaaaggagg atacaaagct ccgattacta atgaattcag gaaaaccata 480 
aaactgacca ggtatcgtag tgaaaagatg accctgagct atgctgaata ccttgctcat 540 
cgccagcatc atcatttcca aaatggcatt gggcatcccc ttccgccata caaccattat 600 
tcctgacact gagccgcaca accagtcact gggcctctct gcagacctct tcccaggaga 660 
ccctacacct tcttggtcta gctatctctt ttactgtacc attttatgat gatagtttcc 720 
gttgccatgg tgaagcttcg acatcgtcaa ctaagatcat catggtaacg ggtagaaaaa 780 
tggcatttgt taagatcctg ttttattatt ttagatcgtt gatttttttt ttgcagcata 840 
tataattttg ggtttttttt tccttataat attatgtaga attttgcttt gctgtctcag 900 
tcaggtttct gtttttctgt cctccttgcc tttcttcccg ttttgcttcc tgttttcctt 960 
cttccttccc gttttccttc ttccttccct gcctcccttc ctttgactgt ggatggaaga 1020 
aagtgtgcag tttttaggga ttttacttag gttcgtcttt agttttcctc agtaagatag 1080 
ttgttttttg atacctgagt ttgggattaa ttcatatcaa attcaggtat ttgtatatta 1140 
ctcttgattt ttgtctgaaa ttcactttgc tatgacagcc tagtagttgg gtcttcactc 1200 
cttagtatat gtttttccca tggtgaaaat acatgaactt tagttctagt agtgagcatt 1260 
caaaggtccg tgatagggct tgtcacagag agagagaaat catttatccc tattgtgctg 1320 
gttatcatag aagagactgc ctcaccactt tatagaacca atttgcaaac taaaacactg 1380 
tttggagaag gtacaaacta cctttcaaaa aggctacagg aaacatttta tgagcagcaa 1440 
atattaggaa gagagcagat acagaattta gtgcctttga gaagaatata attaagtgga 1500 
attaagaggg gttagaaaaa aggcaattta gaaaaatatt cttgtaaaac tttattgttt 1560 
ctatatgtga aacagaagat tagacaaatt ccttactctt aagtattttt ttaagctgaa 1620 
aaaaaattat tttgagcaaa taaccaataa gagacatttg tctattttat attaatttaa 1680 
atttgttagc tctaggtttc aataagtcat gattggctag aatccatttt agctaccatc 1740 
taaagatatg gtaaagacaa tttagtaaaa caaaagttca tatttgccat gatttcagat 1800 
atgtttgtca tggggacaat attagagttt tagagatact ataaaatagc ttgaatttct 1860 
ttctgcacta catacttttg atagaaacac atttactaca ttgataagat gttatgtcac 1920 
acctgtgaaa atggagttgg cattcagata tgctatagtt agagcccagc tcatctgcaa 1980 
gtatagtctt cccatgatgc atacaaagat aacttactga tgtcgatagg aggtccatac 2040 
atatatcccc aggaaaaatg acagattatt ctggaggaag atgaccttca ttttatggtt 2100 
atgtgtgtgt gtctgtgtgt ctttggaaaa atatatataa ttttttcaaa taggaagcca 2160 
acatatcaag tgatgaatta aagtatgctg cagaatatat attctaaaac tacaaaaaag 2220 
tcactgaata tcaaaatgat acagcttata catatagtta ctgtgacaag tgacagactg 2280 
ctagttcaga attcaaaaat cctttcctag tttgtgagat aatgggctaa attccttctg 2340 
cctgccactg gggcaaagca aattgcttta gtttttgatg agagttctta gaagtttgtt 2400 
ggtattcctt catccacagc atccattgtt gaaataacca ttttcagttg tgatgcctta 2460 
actaagaagc caattgttag cctgaaatgc aatcttggta gccagtttca atgaagctag 2520 
agattagtca gaaaaagtta gctgttgggc tttagaaagg gattttgagt cctgtcattt 2580 
ctacttggga gcattttgga gcagattagt ctttcagtat aaaaacaagt ggctacctga 2640 
tggaaacttt tcttaccctt atagggaaac tgagcacaag ctgaatgata ttgtctgctg 2700 
caaaacaaaa caaac 2715 



12247 

158 

PRT 

Homo sapiens 



<210> 
<211> 
<212> 
<213> 



<400> 12247 
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<210> 12248 
<211> 2647 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40). . (1305) 

<400> 12248 

agagccgcga gctggacoag cogtgcaaat ctctagaaga tgacggtgtt ctttaaaacg 60 
cttcgaaatc actggaagaa aactacagct gggctctgcc tgctgacctg gggaggccat 120 
tggctctatg gaaaacactg tgataacctc otaaggagag cagoctgtca agaagctcag 1 80 
gtgtttggca atcaactcat tcctocoaat gcacaagtga agaaggocac tgtttttcto 240 
aatcctgcag cttgcaaagg aaaagccagg actctatttg aaaaaaatgc tgccccgatt 300 
ttacatttat ctggcatgga tgtgaotatt gttaagacag attatgaggg acaagccaag 360 
aaactoctgg aactgatgga aaacaoggat gtgatoattg ttgoaggagg agatgggaca 420 
ctgcaggagg ttgttactgg tgttcttcga cgaacagatg aggctacctt cagtaagatt 480 
cccattggat ttatcccact gggagagacc agtagtttga gtoataccct ctttgcogaa 540 
agtggaaaca aagtccaaca tattactgat gccacacttg ocattgtgaa aggagagaca 600 
gttccacttg atgtcttgca gatcaagggt gaaaaggaac agcctgtatt tgcaatgacc 660 
ggcottogat ggggatcttt cagagatgct ggcgtoaaag ttagcaagta ctggtatctt 720 
gggcctctaa aaatcaaagc agcccacttt ttcagoacto ttaaggagtg gcctoagaot 780 
catcaagcct ctatctcata cacgggacct acagagagac ctcccaatga accagaggag 840 
acccctgtac aaaggccttc tttgtacagg agaatattao gaaggcttgc gtcctactgg 900 
gcaoaaccac aggatgcoct ttoccaagag gtgagocogg aggtctggaa agatgtgcag 960 
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ctgtccacca ttgaactgtc catcacaaca cggaataatc agcttgaccc gacaagcaaa 1020 
gaagattttc tgaatatctg cattgaacct gacaccatca gcaaaggaga ctttataact 1080 
ataggaagtc gaaaggtgag aaaccccaag ctgcacgtgg agggcacgga gtgtctccaa 1140 
gccagccagt gcactttgct tatcccggag ggagcagggg gctcttttag cattgacagt 1200 
gaggagtatg aagcgatgcc tgtggaggtg aaactgctcc ccaggaagct gcagttcttc 1260 
tgtgatccta ggaagagaga acagatgctc acaagcccca cccagtgagc agcagaagac 1320 
aagcactctg agaccacact ttaggccacc ggtgggacca aaagggaaca ggtgcctcag 1380 
ccatcccaac agtgtcgtca gagggtcccc agggcatttt catggcaagt acccctctgc 1440 
ccccactcca gcagtgcttc ccaaagtgtg ctctgtcacc tgctttgcaa tcggcttcca 1500 
ttagcgcatg ttttattttg gtgtgacggt tggccctcct aaacacggac tttcctcagg 1560 
ctggttcaag acggaaaagg actttcttct gttttcttcc aaagtgcaac cacagtggag 1620 
agcccacggt gggcttagcc tgcctaggcc cttccatttc tcttctttga ccgtgctagg 1680 
aattccagga aagtgcattc ctgccctggt gaccttttcc tatgtctagg ctcctccaca 1740 
ggtgctgcta ttttgtgagc tccggctcct gtttagcttt tatttcagtt ctaacctcag 1800 
tccagaaaca tatgtgaggt tgtttccctc ttcagccacg gctacaatac cggaaaatgc 1860 
tagtttttat ttattttttt aagtagtgct tcctaaatgg tttgcatgag agccacctgg 1 920 
ggtacatgtt gaaaacttat ttggggtcta ccccaaacct aataacccaa atttggggat 1980 
ggggcccagg aatatgcatt tttaaaaagt catctgcccc tcccaggtga ttctgtaagt 2040 
tgtccctcaa ctgtacttgg agaaatcgtg ttttaaagca gtagtccaca aagtattctg 2100 
ctcatgtgcc cccaaaagta ttttgaaaaa tcatgtatac cctcacccac ctaagttgat 2160 
atctaaaatt ttatctaagt tggtatctaa aatttttcat gggaagttaa atagttgaca 2220 
aagtatgtat ttgctggtgt cgtgtaaata ttggtatttt aaaataaaaa ctgttacatc 2280 
actattttaa acatatccag tacaatttaa atatcacaac aatttgacac ccttcattca 2340 
tttataaaaa taaatgagct agttctttag tagttaaaca tttcaaattg gcttttctcc 2400 
ttctgtattt ccataccact tttcagccaa gaatcctatc ataatgtaat ctattatgcc 2460 
cgacatcttt taatcattca ccccattact tcttgtcaac aaaaaatata aatggaaatt 2520 
ttttttttag ctcttgcttt aagtgtttgt ttgttatctc agtccagaac caatattatc 2580 
gtaattaatt attggtatat aatgaaaacg gtattaattc ttggatgatt aaaagttttt 2640 
ttattag 2647 



<210> 12249 
<211> 422 
<212> PRT 

<213> Homo sapiens 



<400> 12249 



Met 


Thr Val 


Phe 


Phe 


Lys 


Thr 


Leu 


Arg 


Asn 


His Trp 


Lys 


Lys Thr 


Thr 


1 






5 










10 






15 




Ala 


Gly Leu 


Cys 


Leu 


Leu 


Thr 


Trp 


Gly 


Gly 


His Trp 


Leu 


Tyr Gly 


Lys 






20 










25 








30 




His 


Cys Asp 


Asn 


Leu 


Leu 


Arg 


Arg 


Ala 


Ala 


Cys Gin 


Glu 


Ala Gin 


Val 




35 










40 








45 






Phe 


Gly Asn 


Gin 


Leu 


1 le 


Pro 


Pro 


Asn 


Ala 


Gin Val 


Lys 


Lys Ala 


Thr 




50 








55 








60 








Val 


Phe Leu 


Asn 


Pro 


Ala 


Ala 


Cys 


Lys 


Gly 


Lys Ala 


Arg 


Thr Leu 


Phe 


65 








70 










75 






80 


Glu 


Lys Asn 


Ala 


Ala 


Pro 


1 le 


Leu 


His 


Leu 


Ser Gly 


Met 


Asp Val 


Thr 
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85 90 95 



1 lp 

1 1 c 


Val 


1 \/c 


Thr 
1 1 II 


Acn 
nop 


Tvr 
1 yr 


nhi 

u 1 U 


u 1 y 


n 1 n 

U 1 1 1 


A 1 A 

A 1 a 


1 \/C 1 \/C 1 Ail 1 All ^hl 1 All 

i-yo 1— yo i_cu 1— eu u i u i-cu 








1 nn 










1 nci 

1 uo 




110 
1 1 u 


Mpt 

IfIC L 


rs 1 II 


Acn 
Aoll 


Thr 
1 1 ir 


Acn 
Aop 


Va 1 


1 1 c 


1 Ia 
1 1 c 


Va 1 


A 1 a 

A 1 a 


n 1 u niu Aon n 1 v Thr 1 aii 
u 1 y u 1 y Aop u 1 y i rii i— cu 






1 1 
1 1 O 










1 90 






1 0^ 
1 zo 


G 1 n 


U 1 U 


Va 1 


Va 1 


Thr 
1 1 ir 


u 1 y 


Va 1 


1 Al 1 
I-CU 


Aror 

Al g 


Arcr 
Al g 


Thr Acn Hhi A 1 Thr PhA 
iiir Aop uiu Ala iiir riic 




1 '^n 










1 'X^ 








1 AC\ 




Lys 


1 1 c 


Prn 

11 LI 


1 1 c 


n 1 V 

u 1 y 


PhA 
ri ic 


1 1 A 


Prn 
1 ro 


1 Al 1 

i_cu 


1 u ^lii Thr QAr ^Ar 1 am 

u 1 y u 1 u 1 nr oer oer Leu 


1 *fv> 










1 f^n 

1 ou 










1 i^n 

1 OO 1 ou 


OCT 


H i c 
n 1 o 


Thr 


I-CU 


Php 


A 1 9 
A 1 a 


n hi 
U 1 u 


^Ar 
oer 


u 1 y 


Aon 
Aon 


1 \/c 1 n 1 n Hio IIa Thr 

Lyo Va 1 u 1 n n 1 s lie i nr 










-1 DO 










1 7n 


1 /o 


Aon 


A 1 9 


Thr 
1 nr 


1 Ol 1 


A 1 Ck 
A 1 a 


1 1 P 

1 1 e 


Va 1 


1 I/O 

Lys 


u 1 y 


ri h 1 

u 1 U 


Thr \/o 1 Prn 1 aii Aon \/o 1 

1 nr Val rro Leu Asp vai 






















1 on 
1 all 


1 Ol 1 


U 1 II 


1 1 p 

1 1 c 


1 \/o 

Lys 


u 1 y 


ri 1 II 

u 1 U 


1 \/o 

Lys 


^ hi 


ri 1 n 

U 1 11 


Prn 

rro 


1 PhA A 1 9 MA-h Thr d 1 v 
Va 1 rne a i a ifiex i nr u i y 






1 OR 
1 










9nn 






zuo 


1 Al 1 


A K* Cf 


Trn 

1 rp 


u 1 y 


Qor 

oer 


Pho 

rne 


Arg 


A on 
ASp 


A 1 a 
A 1 a 


u 1 y 


UA 1 1 \/o 1 OaI^ 1 I/O 

va 1 Lys va i oer Lys i yr 














91 








99n 
zzu 


Tr-n 

1 rp 


lyr 


Leu 


u 1 y 


rro 


Leu 


Lys 


1 1 A 

1 1 e 


Lys 


A 1 o 
A 1 a 


Alo Hio PhA PhA CAr Thr 

Aia nis rne me oer inr 












9Qn 










9QS; 9^n 

Zoo Z'l-U 


I-CU 


1 I/O 

Lys 


U 1 u 


Trn 

1 rp 


Prn 

r 1 O 


n 1 n 
u 1 n 


Thr 

1 nr 


n 1 o 


u 1 n 


A 1 o 
A 1 a 


Caf" 1 Ia Ca^" T%/^ Th^ 

oer 1 1 e oer i yr i nr u i y 




















ZOU 


zoo 


Prn 


Thr 
1 III 


n hi 

u 1 U 




Prn 


Prn 


Aon 
Aoil 


n hi 
U 1 u 


Prn 

r ro 


fi 1 II 

u 1 U 


A ill Thr Prn Vol Hln Arcr 

vl 1 u 1 nr rro va i u i n Arg 


















ZOO 




97n 
z /u 


r ro 




1 Al 1 

1-6U 


1 yr 


Arg 


Arg 


1 Ia 

1 1 e 


1 Al 1 

Leu 


Arg 


Arg 


1 Al 1 A f A Qai'' ^ Tii^n A 1 A 

Leu A 1 a oer i yr i rp a i a 
















9pn 

ZoU 






ZoO 


u 1 n 


r r O 


u 1 n 


Aon 
ASp 


A 1 Q 

A 1 a 


1 Al 1 

L6U 


ocr 


(\ 1 n 


r^ h 1 
u 1 U 


Va 1 


Qav* Pvn n li 1 \/o 1 Tr'n 1 \/o 

oer rro uiu vai irp Lys 




9Qn 










9QR 








ouu 


A on 
ASp 


Va 1 


u 1 n 


Leu 


^^r 


Thr 

1 nr 


1 1 A 

1 1 e 


ri h 1 

13 1 u 


Leu 


Qor 

oer 


1 1 A Tkii^ Tl^^i^ ^i^tT Aon Aon 

1 le 1 nr inr Arg Asn Asn 












%> 1 u 










O 1 o OZU 


Oi 1 n 

Vl 1 II 


1 Ol 1 


A on 


Prn 

1 r o 


Thr 


^^r 

ocr 


1 \/o 

Lys 


n hi 


Aon 
ASp 


PhA 
rne 


Iaii Aon IIa 0\# o IIa ^ 1 i i 

Leu Asn 1 1 e A^ys lie uiu 






















OOO 


rr O 


Asp 


1 nr 


I 1 A 

I I e 


oer 


Lys 


u 1 y 


Asp 


rne 


1 1 A 

1 1 e 


inr 1 le uiy oer Arg Lys 








340 










345 




350 


Val 


Arg 


Asn 


Pro 


Lys 


Leu 


His 


Val 


Glu 


Gly 


Thr Glu Cys Leu Gin Ala 






355 










360 






365 


Ser 


Gin 


Cys 


Thr 


Leu 


Leu 


1 le 


Pro 


Glu 


Gly 


Ala Gly Gly Ser Phe Ser 




370 










375 








380 


1 le 


Asp 


Ser 


Glu 


Glu 


Tyr 


Glu 


Ala 


Met 


Pro 


Val Glu Val Lys Leu Leu 


385 










390 










395 400 


Pro 


Arg 


Lys 


Leu 


Gin 


Phe 


Phe 


Cys 


Asp 


Pro 


Arg Lys Arg Glu Gin Met 










405 










410 


415 


Leu 


Thr 


Ser 


Pro 


Thr 


Gin 













420 



<210> 12250 
<211> 2681 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45). . (1280) 

<400> 12250 

agagotgaac ctgcatcccg gacctgcggc gaccgtcgta caccatgggc ctccacctcc 60 
gcccctaccg tgtggggctg ctcccggatg gcotcctgtt cctcttgctg ctgctaatgc 120 
tgctcgogga cccagogcto ooggocggac gtcaocooco agtggtgotg gtccctggtg 180 
atttgggtaa ccaactggaa gccaagctgg acaagccgac agtggtgcac tacctctgct 240 
ccaagaagac cgaaagctac ttcacaatct ggctgaacct ggaactgctg ctgcctgtca 300 
tcattgactg ctggattgac aatatcaggc tggtttacaa oaaaacatcc agggccaccc 360 
agtttoctga tggtgtggat gtacgtgtoo otggctttgg gaagaccttc tcactggagt 420 
tcctggaccc cagcaaaagc agcgtgggtt cctatttcca caccatggtg gagagccttg 480 
tgggctgggg ctacacacgg ggtgaggatg tocgaggggo tccctatgao tggcgccgag 540 
ccooaaatga aaacgggccc taottoctgg ccctccgcga gatgatcgag gagatgtacc 600 
agctgtatgg gggocccgtg gtgctggttg cccacagtat gggcaacatg tacacgctct 660 
actttctgca gcggcagccg caggcctgga aggacaagta tatoogggoc ttcgtgtoao 720 
tgggtgcgco otgggggggc gtggooaaga ccctgogogt cctggcttca ggagaoaaca 780 
aocggatccc agtcatcggg cccctgaaga tccgggagca gcagcggtca gctgtctooa 840 
ccagctggct gctgccctac aactaoacat ggtcacctga gaaggtgtto gtgcagacao 900 
ccacaatcaa ctacacaotg cgggaotaco goaagttctt coaggacatc ggctttgaag 960 
atggctggct catgoggcag gaoaoagaag ggotggtgga agccacgatg ccacctggcg 1020 
tgcagctgca ctgcctctat ggcactggcg tccccacacc agactccttc tactatgaga 1080 
gcttccctga ccgtgaccct aaaatctgot ttggtgacgg ogatggtact gtgaacttga 1140 
agagtgcoct goagtgccag gootggcaga googccagga gcaccaagtg ttgctgcagg 1200 
agctgcoagg cagogagcac atcgagatgc tggccaacgc caccaccctg gcctatctga 1260 
aacgtgtgct ccttgggocc tgactcctgt gccacaggao tcctgtggot oggccgtgga 1320 
cctgctgttg gcctctgggg otgtcatggc coacgcgttt tgcaaagttt gtgactcacc 1380 
attoaaggcc ccgagtcttg gactgtgaag catctgcoat ggggaagtgc tgtttgttat 1440 
cctttctctg tggcagtgaa gaaggaagaa atgagagtct agactcaagg gacactggat 1500 
ggcaagatgc tgctgatggt ggaactgctg tgaccttagg actggctcca cagggtggac 1560 
tggctgggcc ctggtcccag tccctgcctg gggccatgtg tcccccctat tcctgtgggc 1620 
ttttcatact tgcctactgg gccctggccc cgcagccttc ctatgaggga tgttactggg 1680 
ctgtggtcct gtacccagag gtcccaggga tcggctcctg gcccctcggg tgacccttcc 1740 
cacacaccag ccacagatag goctgccact ggtcatgggt agctagagct gctggcttcc 1800 
ctgtggctta gctggtggcc agcctgactg gcttcctggg cgagcctagt agctcctgca 1860 
ggcaggggca gtttgttgcg ttcttcgtgg ttcccaggcc ctgggacatc tcaotccact 1920 
cctacctccc ttaccaccag gagcattcaa gctctggatt gggcagcaga tgtgccccca 1980 
gtcccgcagg ctgtgttcca ggggccctga tttcctcgga tgtgctattg gccccaggac 2040 
tgaagctgcc tcccttcacc ctgggactgt ggttccaagg atgagagcag gggttggagc 2100 
catggccttc tgggaaccta tggagaaggg gaatccaagg aagcagccaa ggctgctcgc 2160 
agcttcoctg agctgcacct cttgctaaoc ccaccatcac actgccaccc tgccctaggg 2220 
tctcactagt accaagtggg tcagcacagg gctgaggatg gggctcctat ccaccctggc 2280 
cagcacccag cttagtgctg ggactagccc agaaacttga atgggaccct gagagagcca 2340 
ggggtcccct gaggoccccc taggggcttt ctgtctgccc cagggtgctc catggatctc 2400 
cctgtggcag caggcatgga gagtcagggc tgccttcatg gcagtaggct ctaagtgggt 2460 
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gactggccac aggccgagaa aagggtacag cctctaggtg gggttcccaa agacgccttc 2520 
aggctggact gagctgctct cccacagggt ttctgtgcag ctggattttc tctgttgcat 2580 
acatgcctgg catctgtctc cccttgttcc tgagtggccc cacatggggc tctgagcagg 2640 
ctgtatctgg attctggcaa taaaagtact ctggatgctg t 2681 



<210> 12251 
<211> 412 
<212> PRT 

<213> Homo sapiens 
<400> 12251 

Met Gly Leu His Leu Arg Pro Tyr Arg Val Gly Leu Leu Pro Asp Gly 

1 5 10 15 

Leu Leu Plie Leu Leu Leu Leu Leu Met Leu Leu Ala Asp Pro Ala Leu 

20 25 30 

Pro Ala Gly Arg His Pro Pro Val Val Leu Val Pro Gly Asp Leu Gly 

35 40 45 

Asn Gin Leu 61 u Ala Lys Leu Asp Lys Pro Thr Val Val His Tyr Leu 

50 55 60 

Cys Ser Lys Lys Thr Glu Ser Tyr Phe Thr Me Trp Leu Asn Leu Glu 
65 70 75 80 

Leu Leu Leu Pro Va I II e 1 1 e Asp Cys Trp I I e Asp Asn 1 1 e Arg Leu 

85 90 95 

Val Tyr Asn Lys Thr Ser Arg Ala Thr Gin Phe Pro Asp Gly Val Asp 

100 105 110 

Val Arg Val Pro Gly Phe Gly Lys Thr Phe Ser Leu Glu Phe Leu Asp 

115 120 125 

Pro Ser Lys Ser Ser Val Gly Ser Tyr Phe His Thr Met Val Glu Ser 

130 135 140 

Leu Va I Gly Trp G I y Tyr Thr Arg Gly Glu Asp Va I Arg Gly Ala Pro 
145 150 155 160 

Tyr Asp Trp Arg Arg Ala Pro Asn Glu Asn Gly Pro Tyr Phe Leu Ala 

165 170 175 

Leu Arg G I u Met Me Glu Glu Met Tyr G I n Leu Tyr Gly Gly Pro Va I 

180 185 190 

Val Leu Val Ala His Ser Met Gly Asn Met Tyr Thr Leu Tyr Phe Leu 

195 200 205 

Gin Arg Gin Pro Gin Ala Trp Lys Asp Lys Tyr I le Arg Ala Phe Val 

210 215 220 

Ser Leu Gly Ala Pro Trp Gly Gly Val Ala Lys Thr Leu Arg Val Leu 
225 230 235 240 

Ala Ser Gly Asp Asn Asn Arg I le Pro Val Me Gly Pro Leu Lys I le 

245 250 255 

Arg Glu Gin Gin Arg Ser Ala Val Ser Thr Ser Trp Leu Leu Pro Tyr 

260 265 270 

Asn Tyr Thr Trp Ser Pro Glu Lys Val Phe Val Gin Thr Pro Thr lie 
275 280 285 



-5927/13211- 



Asn 


Tyr 


1 nr 
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Asp 


Tyr 
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me 
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u 1 n 
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1 1 A ft 1 %r 

lie u 1 y 
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9Qn 
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U 1 u 


Asp 


u 1 y 


1 rp 


Leu 


niex 


Arg 


u 1 n Asp 


1 nr 


u 1 u 


u 1 y 


Leu 


\/o 1 ft 1 1 1 

va 1 u 1 u 


A 1 a 
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o 1 u 








O 1 o 








oZU 


1 nr 


MGl 


rro 


rro 


u 1 y 


Wo 1 

va 1 


u 1 n 


Leu n 1 s 


oys 


Leu 


Tyr 


u 1 y 


TUk- ftlw 

1 nr u 1 y 


va 1 






























Pro 


Thr 


Pro 


Asp 


Ser 


Phe 


Tyr 


Tyr Glu 


Ser 


Phe 


Pro 


Asp 


Arg Asp 


Pro 








340 








345 










350 




Lys 


1 le 


Cys 


Phe 


Gly 


Asp 


Gly 


Asp Gly 


Thr 


Val 


Asn 


Leu 


Lys Ser 


Ala 






355 










360 








365 






Leu 


Gin 


Cys 


Gin 


Ala 


Trp 


Gin 


Ser Arg 


Gin 


Glu 


His 


Gin 


Val Leu 


Leu 




370 










375 








380 








Gin 


Glu 


Leu 


Pro 


Gly 


Ser 


Glu 


His 1 le 


Glu 


Met 


Leu 


Ala 


Asn Ala 


Thr 


385 










390 








395 








400 


Thr 


Leu 


Ala 


Tyr 


Leu 


Lys 


Arg 


Val Leu 


Leu 


Gly 


Pro 









405 410 



<210> 12252 
<211> 3558 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (64).. (1716) 

<400> 12252 

gaaaatgcta aaogactcaa taaaotaaga gatgagcttg ttaaactcaa atcotttgca 60 
ctcatgGtgg tggatgaaag acaaatgcac attgaacaac ttggcctgca aagccagaaa 120 
gtacaggatc ttactcagaa gctgagggaa gaagaagaga agctoaaago cattacttoo 180 
aaatccaaag aagacagaca gaaattgctc aagttagaag tggactttga acacaaggct 240 
tcgaggtttt ctcaagagca tgaagagatg aacgctaaac tggctaatca agagtotcac 300 
aataggcaac ttagactcaa gctggttggc ttaaocoaaa gaatcgagga gotagaagag 360 
accaacaaaa atctgcagaa ggoagaggaa gaacttoaag aattaagaga taaaattgcc 420 
aaaggagaat gtggaaactc tagcctcatg gcagaagtgg aaaatcttcg aaagcgtgtg 480 
cttgaaatgg aaggtaaaga tgaggagatc aotaaaaotg aatccoagtg tagggaattg 540 
aggaagaagc tgcaagagga agaacaccat agtaaggago toagacttga agttgagaag 600 
ctacagaaga gaatgtctga actagagaaa ttggaagaag catttagoaa gagtaaatot 660 
gagtgoaccc agctacattt aaatctggag aaagaaaaga acttaaccaa agacotgcta 720 
aatgaattgg aggtggtcaa gagtcgagtt aaagaattgg aatgttctga aagtagattg 780 
gaaaaggctg aattaagcct aaaagatgat cttaccaagt tgaagtcatt tacogtgatg 840 
ctggttgatg aaaggaaaaa tatgatggaa aaaataaaac aagaagagag aaaagtggat 900 
ggactcaata aaaattttaa ggtggaacaa ggaaaagtta tggatgtaac tgaaaaacta 960 
attgaagaaa gtaagaaact tttaaaacta aaatctgaaa tggaggaaaa agtatacaao 1020 
ttgacaagag aaagagatga gttgataggc aaattgaaaa gtgaagaaga aaaatcctct 1080 
gaattaagct gcagtgttga cttactaaag aagagacttg atggtataga ggaagtggaa 1140 
agagaaataa caagaggaag gtcacgaaaa gggtctgagc tcaootgcoo ggaagataat 1 200 
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aagattaagg aactaacact tgaaattgag agactgaaga aacgtctcca acaattggaa 1260 
gtggtcgaag gggatttgat gaagacagaa gatgagtatg atcagctgga acagaaattt 1320 
agaactgagc aggataaggc taacttcctc tctcaacaac tagaggagat caagcaccaa 1380 
attgccaaga ataaagcaat agagaagggt gaggttgtga gccaggaagc tgaactgaga 1440 
cacagatttc ggttggaaga agctaaaagt cgagacttaa aagccggagt acaagctctt 1500 
aaagagaaga ttcacgaatt aatgaacaaa gaagatcagc tttctcagct ccaggtagat 1560 
tattctgtac ttcaacaaag atttatggaa gaagaaaata agaacaaaaa catggggcag 1620 
gaggttctca atctgaccaa agagttggag ctttccaagc gctacagcag agctcttagg 1680 
cccagtgtga atggaaaaag aatggtggat gttctgtgac gtcaactgga gtccaaactg 1740 
atgcagtcag cggtgaagca gcagaggaag aaacgccagc tgtattcata cggaaatcct 1800 
tccaggaaga aaatcatatt atgagtaatc ttcggcaggt gggattgaag aaacccgtgg 1860 
aaagatcttc tgttctagac aggtatcctc cagcagcaaa tgagctcact atgagaaagt 1920 
cttggattcc atggatgaga aagagggaaa acggcccctc catcactcag gagaaagggc 1980 
cccgaacaaa ttccagtcca gggcacccag gagaggtagt cctttcacca aagcagggcc 2040 
agcccctgca tattcgagtg acaccagacc acgagaacag cactgcgact ttggagataa 2100 
caagcccgac atctgaagaa tttttttcta gtaccactgt cattcctacc ttagggaatc 2160 
agaaaccaag aataaccatt attccatcac caaacgttat gcctcaaaaa caaaaaagtg 2220 
gagatactac tcttggccca gaacgagcca tgtccccagt cacaattact acattttcca 2280 
gagagaagac tccagaaagt ggaagaggcg catttgcaga caggcccaca tcccctattc 2340 
agataatgac ggtgtctaca tcagcagcac cagctgagat tgcagtttct cccgaatccc 2400 
aggaaatgcc catgggacgg acaatcctca aagtcacccc agaaaaacag actgttccaa 2460 
ctccagtacg gaaatacaac tccaatgcca atatcataac cacagaggac aataaaattc 2520 
acattcactt agggtctcag tttaaacggt cccctgggac ttcaggtgaa ggagtcagtc 2580 
cagttattac tgtccgacca gtaaacgtga cagccgaaaa ggaggtttcc accggcactg 2640 
tccttcgctc tcccaggaat cacctctcct cacggcctgg tgcaagcaaa gtgacgagca 2700 
ctatcaccat aacaccggtc acaacgtcat ctgctcgagg aacccagtca gtgtcaggac 2760 
aagacgggtc atcccagcgg cctacaccca cccgcattcc tatgtcaaaa ggtatgaaag 2820 
caggaaagcc agtagtggca gccccaggag caggaaatct gaccaaattc gagcctcgag 2880 
ctgagactca gtctatgaaa atagagctga agaaatctgc agccagcagc accacctctc 2940 
tcggaggggg gaagggctga gggcagtggc taagggggta tgttgtgcag atgctactgc 3000 
tgccgtgaaa gtgaaccttc atctgtttgt gccagttctt tacatgtact aatttaagtt 3060 
ttaaatattg tgtttataaa ataaccaact aataaccatt tgtctttccc attttgtgca 3120 
tttgttttga tgctggggaa caaaattagc aaaactattg cttgctgoct agaagccagg 3180 
gcgtggtttc tagttccagt tttgcttcta gcaagtggac ccatcaatag acccatctga 3240 
gcctgtttcc tcatcagtta gatgtgggga ctoaatcaca ogctcttcaa gtcoggotoc 3300 
catatttcct aattgcaagc caaatttaat gtaccttgtt ccacaataat tttttattaa 3360 
aaaaatocta ttacaaaata agacatactt taactattgt catttgcctc tttcacatca 3420 
tgaatttgct ttatgtgctg gaaaaaacat oacatagota toacagggcc tggacctcta 3480 
aaattttgca aaaacaaaag gttctaagat gatttcagga aataatgtga acatgtaata 3540 
aaatggaaat gaaatatg 3558 



<210> 12253 
<211> 551 
<212> PRT 

<213> Homo sapiens 



<400> 12253 
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<210> 12254 

<211> 2922 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (142). . (693) 

<400> 12254 

tcggaactog ccaggggcgo cgccggcggo ggagggagcg tgactgcgct gcgcagggcg 60 
ctaggaggca ttgtcgccgc tcaggccctt ttgtgagaag cagaccagcc tgggggctgg 120 
oggcaggaca cctgtgtctg catgotgaag aagatgggtg aggcogtggc cagagtagca 180 
aggaaggtca acgagaoggt ggagagcggc tctgaoactc tggagctcca cotggagggg 240 
aacttcctac accgcctccc cagcgaggtc agtgccctgc agcacctcaa ggccattgac 300 
ctgtcccgga accagttcca ggacttccct gagcagctta ccgccctgcc ggcgctggag 360 
accatcaacc tggaggagaa cgagatcgta gatgtgcccg tggagaagct ggccgcoatg 420 
ccagccttgo gcagcatcaa cotoogcttc aacccactca acgccgaggt gcgcgtgatc 480 
gooocgccgc tcatcaagtt tgacatgctc atgtctccgg aaggcgcaag agccccccta 540 
ccttacgcca ccctcctcat gcccacccag caagggacag aggccacagg cotggaaocc 600 
tggaagggag ggaggcccat gggaggocaa gcctgggggc tgggggcggg tgggocgagc 660 
agcacgtggt gggtggggtg cagctggtct ggatagatag cttacagcag tagtgggctc 720 
tggaatgccc aagggaagag gcaaggtggg gcctgcagcc tggactcggc actcacagct 780 
gctgtgcaaa ctcaggcaga totcctgccc tctctgagcc ttgtcaottg aaaaaaacag 840 
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gaccctttcc ctcctttggg ctccctggag gtttttaagc agtacgtgcc tccagttacc 900 
tccagatcag caggcacagg tgggcattgc caggtatttt ctgagcccct gcgggtttga 960 
ggccttgttt ttagtgctga gagccagttg ctgccctgag aagagaagac aacctccatc 1020 
tatttattgc ttcctgagaa ctgacctgga tgcggccctc tgcagggccc agtcttcagt 1080 
cctgtggtcc ctggactggt gggaacctga actaggagtc ctgggagagc tgtggtggga 1140 
atatgggctg gcactgctgc agggcaagaa cattcatgta ggagcccgag gaccagcagg 1200 
ctgggaatgg ggagcaagtc acgtcagctc tgtcattccc cacagttaac aaattggcgg 1260 
ggtgggaagt cctgagtgct ccgtccctct agcatcactc ctgagctgcg ggagaggtgg 1320 
cccagagaac agcagagtca gttacacctg cagctcttgt ctaaagtgat tagatggcca 1380 
ccctcaccac tgtccagtcc agcagcagcc tggctgcctt gtcatggcct cctgggggca 1440 
gaaggcgatg tggaccacgg gatttgtagc cagccagctc ccaggccaac gcccaaagcc 1500 
ctgatgacct ggttcttctg aggccctcaa cctggcatct tagggtatgg tcaggcaaca 1560 
gggtgaccag ctgtcctggt ttcccaggac atggaacttt caatgctaaa actggacagt 1620 
acccagcaag tggggatggt tggtccccta ccaggagagg gcctggggct cttgcttccc 1680 
gagaacgcct gtggcttgaa gaaccttgac tgcttggtcc tcaggtatct acctcccacc 1 740 
ttctcctcat ctgtggagca agccaactca gtgccccaga ccccacctga tctgcatctt 1800 
tgtttgcatc tccagagaca cctgaggccc cagagcttga ggcaaagcca ggccgtccaa 1860 
atcctgtgtg ccgtggacga gtggccactt tactactcct aaggctaaga tgttgagagc 1920 
tcagaccact gctcagagca gtaatccctg ctcagaatgc tcccagttcc ctcgtccctg 1980 
cccaggtctc ttgtctcttg ggaaggaact gataggtcgg gccattgttg ggccatcact 2040 
gagcgctcag tatctcaaga gactctgttc attctgctcg tatcccaagg cctggttggt 2100 
caaactctgg gcaaagggtt ttcaggatga ggaggtcaag acaggatgtc cagagctacc 2160 
gagttcatct gtgggtgttg ggggcaagtg ggggctgaag tcctgtgcag gctgcgctgg 2220 
ccccacctgc cttgtgccct ggagtggggt ttctccttgt tgaagaagag gcatccttct 2280 
ctgatgtgca caaacacaat gtatgaccag agccttgcaa ctcaaagtgt ggtctgtgga 2340 
ccagcagcgg cagtgacacc tgggagcttg ttaggaatgc agagtctagg cctcacccta 2400 
tacctcccga ctcagaccct gcattttagc aagaccccca gctgattcct ataagcactt 2460 
tagagtttga gaagcaagga cctaggctgg ggatgtcctc cgagcagagg gtgaagtttc 2520 
tctcagttct ctccctgcca cttccaggga tctgagcctg tgttcagcct cctccctaac 2580 
ccaccctggg agacacttgg cctgttagat tgttccagag tctgcatggc actcctgaag 2640 
aagggagtgg gacctgcagt caccaggaga tgagggttag gtgtgcccag ccctccagac 2700 
ccggcctttc tggttaaccc ctgcatgcca agctgcctgc tgccccaggt cctcacctca 2760 
ggcctttgaa ggggcagctt ctggaagttg ttttctcctc tgcttggaga gtttgccctt 2820 
gtctgtcttg gaaagtgtgg gcagccacag atgcccccaa atcagagctc acagtgagtg 2880 
agcccctaag cttcagtctg cgataaagaa tgcattggtt tc 2922 



<210> 12255 
<211> 184 
<212> PRT 

<213> Homo sapiens 
<400> 12255 

Met Leu Lys Lys Met Gly Glu Ala Val Ala Arg Val Ala Arg Lys Val 

1 5 10 15 

Asn Glu Thr Val Glu Ser Gly Ser Asp Thr Leu Glu Leu His Leu Glu 

20 25 30 

Gly Asn Phe Leu His Arg Leu Pro Ser Glu Val Ser Ala Leu Gin His 
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<210> 12256 
<211> 2308 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (138). , (1367) 
<400> 12256 

taaatgtcca ctttgotcco cggattgtag ttgacoccaa acocacaaco aoagacattg 60 
gctctgatgt gacccttaco tgtgtctggg ttgggaatcc occcctoact ctcacctgga 120 
ccaaaaagga ctcaaatatg gtcctgagta acagcaacca gctgctgctg aagtcggtga 180 
ctcaggcaga cgctggcacc tacacotgco gggccatcgt gcotcgaatc ggagtggotg 240 
agcgggaggt gccgctctat gtgaacgggc ccccoatcat ctccagtgag gcagtgcagt 300 
atgctgtgag gggtgacggt ggoaaggtgg agtgtttcat tgggagcaca ccacccccag 360 
accgcatagc atgggcctgg aaggagaaot tcttggaggt ggggaccctg gaacgctata 420 
cagtggagag gaccaactca ggcagtgggg tgctatccac gGtcaccatc aacaatgtca 480 
tggaggccga otttcagact cactacaact gcaccgcctg gaacagcttc gggccaggca 540 
oagccatcat ccagotggaa gagcgagagg tgttaoctgt gggcatcata gctggggooa 600 
ccatcggcgc gagoatcctg ctcatcttot tcttcatcgc cttggtattc ttcctctaco 660 
ggcgccgcaa aggcagtcgc aaagacgtga ccctgaggaa gctggatatc aaggtggaga 720 
cagtgaacog agagccactt acgatgoatt otgaccggga ggatgacaoc gooagogtct 780 
Gcacagcaac cogggtcatg aaggccatct aotcgtcgtt taaggatgat gtggatctga 840 
agcaggacct gcgctgcgac accatcgaca cocgggagga gtatgagatg aaggacccca 900 
ccaatggota ctaoaaogtg cgtgoccatg aagaocgccc gtcttcoagg goagtgotct 960 
atgctgacta ccgtgcocct ggccctgccc gottcgaogg ccgccGctca tcccgtctct 1020 
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cccactccag cggctatgcc cagctcaaca cctatagccg gggccctgcc tctgactatg 1080 
gccctgagcc cacaccccct ggccctgctg ccccagctgg cactgacaca accagccagc 1140 
tgtcctacga gaactatgag aagttcaact cccatccctt ccctggggca gctgggtacc 1200 
ccacctaccg actgggctac ccccaggccc caccctctgg cctggagcgg accccatatg 1260 
aggcgtatga ccccattggc aagtacgcca cagccactcg attctcctac acctcccagc 1320 
actcggacta cggccagcga ttccagcagc gcatgcagac tcacgtgtag gggccagagc 1380 
ctggctgggg catctctgcg gggcagagga gaaggctttc gcagctgttc cctgatattc 1440 
agggacattg ctcattgctc ccttctcgga ccagccttct tcctcccacc atggcaggtg 1500 
gggagcaggt ctcccagaga caccccgtcc cgaggatggt gctctgtgca tgccccagcc 1560 
tcctgggcct gcccttccct cttcttcggg aggatgtgtc tcttctgacc tgcactcttg 1620 
cctgacccta gaatggggac agggaaagtg aaggttaggg aaagcagagg ggggcacttt 1680 
ttagcattcc ctttctatcc cacccctctg atctcccata agtggaaatg ggggtaccca 1 740 
gggatgggca ggctttggcc tagggacatg aagtatggga gtgggtggct gtggcacaga 1800 
caggtggaaa acgggatagc ctggccagtc cctctgttgt ctgcattcgt gccctgggtg 1860 
cctctctcct tcctcagggt actgcagaag ggagcgaaca gggtactgtt cgctcttgtc 1920 
tacagaacag ccctggcact gcattcaaat ccagtcttca ttcagctggg atcaaaatgc 1980 
cagtcacctt ggctacccac tgtggacagc tgtctgtcag catgcagagg gatccaggaa 2040 
tccccccggc agcacggccc gctttccttc tcctccatgc tgggccagcc agataagtca 2100 
gggtcctggt ggagaaagaa aggctaggac catgtcctca ttgacccaga tactgctgtg 2160 
tgctgcacag cagtgaacca acactagagg gagccacaca agcctcctct ccccagtctg 2220 
ccccacttcc tggctttaac tcttgagctg gtttggggag tggtgaggta ggggtggggg 2280 
tgctgtaggc tctttttcaa aaaaaaac 2308 



<210> 12257 
<211> 410 
<212> PRT 

<213> Homo sapiens 



<400> 12257 
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<210> 12258 
<211> 2913 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (513). . (1826) 
<400> 12258 

aggagatcct ggggccttac ctactagcgg aatcgactga agagacgcct gccagtgcgg 60 
gaggtaggaa gctcgatcco caaagaaaag agcgagtggg caggoagctg cgagacagaa 120 
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ccggagtgtg cagggtccct agaggccggt 
tggtacaggc agagctcagg gcgatcccca 
accgcagtac aaccgggtag atgcggggtg 
ccaatagcac cctgagaggc tacatttgca 
gtccaggagg cggctcgagc tgttcgtaaa 
cgagttgaca aaacagccag agaacagggc 
ccttgctaac cggatctgat ttgtgcgaaa 
ggagacagtg gattcgacct ttagtagcgg 
ttcccctatg cgtgtgggaa ttacagaaac 
ttattgctgg aatctttttg ctgttgacta 
acttagtgca ttatacacaa cctgaactac 
tacctattta cagtttagat agttggatag 
tggatacctg cagagaatgc tatgaagctt 
ccaattatct aactaaccgg tatccaaatc 
agaaacattt ccctccttta tgttgctgtc 
ttaggtgcaa actaggtgta ttacagtaca 
ctttaatctg tgagctgctt ggtatatatg 
ggacttattt ggttataata aacaacatgt 
tcttttataa agtactaaaa gaagaactga 
gtgtaaggct ggtggttttt gtttcttttt 
aagttggcgt tatttctgaa aagcatacgt 
ccggactcca ggattttatt atctgtattg 
acacattctc atataaacca tatgtccaag 
ttcttgccat gtgggatgtc tcagatatta 
ttggacggac agtcggggga catcccagga 
atgaacatac aagtttatta tcatcatcat 
tgccaccttc acccatgggt cactaccaag 
cacctaccac agctaagata tctgatgaaa 
aaccttcaga taaatccgtg gattcctgaa 
acattatatc attacctggt atcccatgga 
gaaaatgtca acacaaaaat agctgaaagc 
gttttgtata tcaaaaataa ttggtctaaa 
ttagggtatc gcatactcaa atggtagaca 
actgctttat caagaggatg gacttttttt 
cccaggctgg agtgcagtgg cgcaatctcg 
tgccattctc ctgcctcagc ctcccaagta 
cagctaattt tttttttttc agtagagaca 
gatctgacct cgtgatccgc cgacctcggc 
ccactgcgcc tggccaagaa tggacatttt 
ctgcatgagt ataatgctcc ggaattatca 
gaacttaatc atgtgccata taagcttacc 
tgaatgtctt tcaataaata agaatttatc 
ttctttaaac attaaaaacc cttaatattt 
gaaaaagaag tcaaaaaaaa aagttctact 
atgtaaatct tggctgaatg gtcttaatta 
ggtgctattt gggaaaactt tttattacct 
accccactgg gtcatgtttg acattttata 



tcctggtctg tgctgctctc ctggaagcca 180 
ggtgagggca gcggctctgc ctgggattcc 240 
gagaagaaag gatgttgcct gcactgctcg 300 
gaagcagcag cagcagaaga cacagcgccg 360 
gtcgcccgac agctttttct ccgtagtatg 420 
tccccattac aatcttttcg agatcttttc 480 
acatgccttg cacttgtacc tggaggaact 540 
tcatctacct ggtgtcaata gtggttgcgg 600 
tggaggttgg aatacacacc aaggcttggt 660 
ttcctatatc actgtgggtg atattgcaac 720 
aaaaaccaat aataaggatt ctttggatgg 780 
ctttgaaata tcccggaatt gcaatatatg 840 
atgtaattta caactttatg ggattcctta 900 
tggtattaat ccttgaagcc aaagatcaac 960 
caccatgggc tatgggagaa gtattgctgt 1020 
cagttgtcag acctttcacc accatcgttg 1080 
acgaagggaa ctttagcttt tcaaatgctt 1140 
cacagttgtt tgccatgtat tgtctcctgc 1200 
gcccaatcca acctgttggc aaatttcttt 1260 
ggcaagcagt agttattgct ttgttggtaa 1320 
gggaatggca aactgtagaa gctgtggcca 1380 
agatgttcct cgctgccatt gctcatcatt 1440 
aagcagaaga gggctcatgc tttgattcct 1500 
gagatgatat ttctgaacaa gtaaggcatg 1560 
aaaaattgtt tcccgaggat caagatcaaa 1620 
cacaagatgc aatttccatt gcttcttcta 1680 
ggtttggaca cactgtgact ccccagacta 1740 
tccttagtga tactatagga gagaaaaaag 1800 
cagtatggaa aagcaaactg tgcaactact 1860 
ttttgtgctt gggacagacc ataaatgatg 1920 
caggtacaac tactgcattt atatatgtaa 1980 
tttcctagac ttagacttga tttcttaaca 2040 
atgaccccaa ctaaatcttc ctgatgttac 2100 
ttttgagaca gacagagtct tgctctgtca 2160 
ggtcactgca agctctgcct cccaagttca 2220 
gctgggacta caggcacctg ccaccatgcc 2280 
gggtctcacc atgttagcca ggatggtctt 2340 
ctcccaaagt gctggaatta caggcgtgag 2400 
ttaaaaaaac atcagtactt cctaccactg 2460 
gaaagcataa tgcagaaata cgaattagtg 2520 
taacaaacag ttatatccct attcctcaac 2580 
atttattttc tgcaactttt ttatgtctca 2640 
taacaaaaat ttcttgatta gaggcacagt 2700 
tttcatcagt gctattaaag gtggcagcaa 2760 
ctcattaaac cacagtcaga aagacatata 2820 
aggatggggt ttctctaatt gctaatcaca 2880 
atg 2913 
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<210> 12259 
<211> 438 
<212> PRT 

<213> Homo sapiens 



<400> 12259 
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<210> 12260 

<211> 2568 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22). . (1347) 

<400> 12260 

gcgaagctga gaggcctatg gatgaggagg 
aagatggatg acctcaacct gcactaccgg 
attcgagagg tccgagcttt ccgatatcag 
gatactttaa gttatoatgg aaactctggt 
ctgaccaagg acagoaatta ttttgaggtg 
attgctgtgg ggctggtccc tcagtactac 
gaotctgtag cctaccatgc tgatgatggc 
cagtttgggt oaaagtgcaa otcoggggac 
tttgatgtgc agaccgccoa gatcttotto 
atcatgccca tgtccccaga tggactgttc 
gaggtgcggc tgcacctcaa cgctgagctg 
gaoagttacg aggatgaatg gggocggcta 
gagtacttag ggaagggcaa aagcatcgtg 
ctcagcaccc gcagccacta cttcgaggtg 
atcgccctgg ggotggcacg gaaggaotat 
gggtctgtgg cttatcatgc agacgatggg 
ccctttgggc cacgctgtta caaaggggac 
gactacattt tggacagtga gggggacagt 
ocgactgccc gggoogtcog gaacgtgcgg 
gaggaagagg aggaagagga agaggaagag 
ggcaggaagg tggtggtttt cttcactcgg 



acgcggcggo cccggtttgt tctcatgaac 60 
tttctgaatt ggcgccggcg gatccgggag 120 
gagaggttca aacatatcct tgtagatgga 180 
gaagttggct gctaogtggc ttctogaccc 240 
tctattgtgg acagtggagt ccggggcacc 300 
agcttggatc accagcotgg ctggttgcct 360 
aagctgtaca atggccgagc caagggccgc 420 
cggattggct gtggcattga gcotgtgtoc 480 
accaaaaatg ggaagcgggt gggctctaco 540 
ccagcagtgg gcatgcactc cctgggtgag 600 
ggccgtgagg acgacagcgt catgatggtg 660 
catgatgtca gagtotgtgg gactctgctg 720 
gatgtggggc tggcccaggc coggcaccca 780 
gagatcgtgg accctggaga gaaatgctac 840 
occaagaaca ggcaccctgg ctggagcaga 900 
aagatcttcc atggcagtgg tgtgggggao 960 
atoatgggct gtggaatcat gttcccccgg 1020 
gatgacagtt gtgaoacagt gatoctgtct 1080 
aatgtcatgt acctgcacca ggaaggggaa 1140 
gatggggaag agatagagco ggagcatgag 1200 
aatggcaaga tcattgggaa gaaggatgct 1260 
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gttgttcctt ctggaggctt cttccccacc attggaatgc tgagctgcgg ggagaaagtc 1320 
aaagtagatc tgcacccctt gagtggctag ggcctcccct ccagacctgc tccttctccc 1380 
tgctcaccct ctgctgggcc aggcacccag ttcctgactt cccagaggct tcgtttaccc 1440 
agcaggcccc tggaggtgtg tagtcactct gcccccactg gctcaggccc ctgtcacgct 1500 
tctctgtgcc cacgtttctg acctggtgct gccactgttg tcagtccctg ggcctgagtc 1560 
cctggttgga caggaatgga cccaaagaat ggtgttggta tgtgggtggt cccactcgct 1620 
ttggtcagtg ggcttctggg tccccctttc cctcaccggc cctgtgtggg tggagaggcg 1680 
tgagcaccct atctcagctg ctattcgggc atgatgcttt gtagagggta gagtagacag 1 740 
ccccctcccc tactcaccat ggtatttctc cttgaattcc tctttcttgt tttctttcct 1800 
ggttgtgtga accagttgct gctgtcatac ccctggcagg gccaggggac ctctctttgg 1860 
tcatctctgt cctttcactg gctgctgccc caggaagact cctctaggct ctccatcttt 1920 
cccttgagag ctggctcccc accccaacct gctcaggcac cacagaggat ctaggtctct 1980 
ggctccccat acctggaccc acatgggtgg gtgcctgttg catgtttaag agagaggggc 2040 
tgtgaggtga cagggcacta gggccttcac tcctttctcc ccttccatcc tttctttacc 2100 
agtgccaccc atgtccctag ctcccgggta ttggggctga ggctctgggg cctgtctccc 2160 
tgccagcgtg agggcaagac cccagagcct tagctgagca agcccagagg ggcagcgtgg 2220 
cccctccctc cccttttcct gccccgtccc atgcctcagc ttgctgcttg tgccagttgc 2280 
ctgtttcgct tcagtgtttg attctagcac ttacatgtgt cctccccacc aagccctcta 2340 
tctccttcta atccttcaac ccctggcccc ctccccgtaa cagtgacttt tccagggagg 2400 
aagaggcagc aggagctgtt ggccttggtt tgcacagagc gggtagggct gtagggaaag 2460 
cgggtgagct gttgtgctgc tgggcctccc tttggccctc gcttcccacc ctacgatgta 2520 
tgaaatgtat gtacagacca gagatgttta tacagccgat aaagatgg 2568 



<210> 12261 
<211> 442 
<212> PRT 

<213> Homo sapiens 
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Met 


Arg 


Arg 


Thr 


Arg 


Arg 


Pro 


Arg 


Phe 


Val 


Leu Met 


Asn 


Lys Met Asp 


1 








5 










10 






15 


Asp 


Leu 


Asn 


Leu 


His 


Tyr 


Arg 


Phe 


Leu 


Asn 


Trp Arg 


Arg 


Arg 1 1 e Arg 








20 










25 








30 


Glu 


1 le 


Arg 


Glu 


Val 


Arg 


Ala 


Phe 


Arg 


Tyr 


Gin Glu 


Arg 


Phe Lys His 






35 










40 








45 




1 le 


Leu 


Val 


Asp 


Gly 


Asp 


Thr 


Leu 


Ser 


Tyr 


His Gly 


Asn 


Ser Gly Glu 




50 










55 








60 






Val 


Gly 


Cys 


Tyr 


Val 


Ala 


Ser 


Arg 


Pro 


Leu 


Thr Lys 


Asp 


Ser Asn Tyr 


65 










70 










75 




80 


Phe 


Glu 


Val 


Ser 


1 le 


Val 


Asp 


Ser 


Gly 


Val 


Arg Gly 


Thr 


1 le Ala Val 










85 










90 






95 


Gly 


Leu 


Val 


Pro 


Gin 


Tyr 


Tyr 


Ser 


Leu 


Asp 


His Gin 


Pro 


Gly Trp Leu 








100 










105 








110 


Pro 


Asp 


Ser 


Val 


Ala 


Tyr 


His 


Ala 


Asp 


Asp 


Gly Lys 


Leu 


Tyr Asn Gly 






115 










120 








125 




Arg 


Ala 


Lys 


Gly 


Arg 


Gin 


Phe 


Gly 


Ser 


Lys 


Cys Asn 


Ser 


Gly Asp Arg 




130 










135 








140 
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lip Pvc 
lie u 1 y V/yo 


u 1 y 


1 lp 

1 1 e 


Ci\ii Prn 1 
u 1 U 11 U Va 1 


145 






150 


1 1 6 r 1 Ic r lie 


Thr 
1 III 


1 \/C 

Lys 


Aon ^ 1 \/ 1 \/o 

Aori u 1 y i-yo 






1 fiR 




M^-h ^f^r* Pr*n 
me L oer rru 


Aon 
Abp 


u 1 y 


LeU rrlc rrO 




iftn 

1 0\J 






H 1 1 1 n 1 1 1 Vfi 1 
u 1 U u 1 U Vd 1 


A K*or 
Ar g 


l-cU 


U!o loii Aon 

n 1 o i-cu Apn 


1 57i/ 






200 


oer Va 1 mex 


ITIe L 


Va 1 


Aon Qttt^ T\/tr 

Asp oer 1 yr 


210 






215 




Ma 1 
Va 1 


vy o 


u 1 y 1 1 ir l-cU 








2*10 


oei 1 1 c Vd 1 


Aon 
nop 


V a 1 


u i y i_eu A 1 a 






245 




Aig oer n i o 


1 yr 


Php 


1 II Va 1 ri 1 II 

u 1 U Va 1 13 1 U 




260 






1 yr lie f\\a 


1 Ol 1 

l-cU 


n 1 u 

u 1 y 


ioit Alo Ar'nr 
l-eU A 1 a Ar g 








2ftO 


riO u 1 y 1 r p 


Oer 


Ar g 


n\\/ Car Va 1 
u 1 y oer Va 1 










1 1 P Php H i c 
1 1 c rile n 1 S 


u 1 y 


^pr 
oer 


n 1 V Va 1 ri 1 u 
u 1 y Va 1 u 1 y 


OKJO 






O 1 u 


l\/o Aon 

Lys u 1 y Asp 


1 1 c 


iVIc L 


u 1 y uys u 1 y 










1 oi 1 Aon Qai^ 
I-CU ASp Oer 


n hi 
u 1 U 


u 1 y 


Aon Qai^ Aon 
ASp oer ASp 










^(^r Prck Thr* 
oer rr u i iir 


A 1 a 


Ar g 


A 1 o Vo 1 Airer 
A 1 a Va 1 Ar g 


^^^^ 






'^fiO 
OQU 


His Gin Glu 


Gly 


Glu 


Glu Glu Glu 


o /U 






o /o 


Gly Glu Glu 


1 le 


Glu 


Pro Glu His 










Pho TKr* Ar'ff 

rric 1 nr Ar g 


Aon 

Asn 


a 1 V 
u 1 y 


1 \/0 1 1 A 11:^ 

Lys lie lie 






*l-UO 




Ser Gly Gly 


Phe 


Phe 


Pro Thr II e 




420 






Val Lys Val 


Asp 


Leu 


l-l 1 o DK*n 1 Al 1 

n 1 S rr O LcU 


435 






AACi 


<210> 12262 








<211> 3279 








<212> DNA 








<213> Homo sapiens 




<220> 








<221> CDS 








<222> (87) . . 


(1796) 





Oer 


Php 
rric 


Aon Vo 1 
Aop Va 1 


H 1 n 
u 1 r 1 


Thr 

i nr 


A 1 A H 1 n 
Ala u 1 n 






155 






1 RO 


A trer 

Arg 


Va 1 
Va 1 


H 1 u Cor* 

u i y oer 


Thr 
1 nr 


1 1 p 

1 1 c 


Mp+ Prn 

iticx rro 




1 70 
1 /u 








1 75 


A 1 A 
A 1 a 


Va 1 
Va 1 


u 1 y [fie L 


H i Q 
n 1 o 


^pr 
oer 


1 PI 1 H 1 \/ 
Leu u 1 y 


1ft5 








1Q0 




A 1 A 

Ala 


Hill 
U 1 U 


LeU u 1 y 


Arg 


Hill 

U 1 u 


Aon Aon 
ASP ASp 








205 






Hill 
u 1 U 


Aon 

ASp 


Hill Tm 

u I u 1 rp 


H 1 V 
u 1 y 


Arg 


1 01 1 kl ! O 

LcU n 1 s 






220 








1 Ol 1 

LeU 


H III 
U 1 U 


1 yr LeU 


H 1 M 

u 1 y 


1 \/ o 

Lys 


H 1 \/ 1 \/o 
u 1 y Lys 






2*^5 






240 


u 1 11 


A 1 A 
A 1 a 


Arg n 1 o 


rro 


1 01 1 

LcU 


Q0r Thr 

oer 1 nr 




250 








255 


1 1 e 


Va 1 
Va 1 


Aon Pi^n 

Asp rro 


H 1 u 
u 1 y 


H III 
U 1 u 


1 wo f^\f o 

Lys oys 










270 




1 \/o 

Lys 


Aon 
AoP 


1 yr rro 


1 \/o 

Lys 


Aon 
AoM 


A»**cr kl 1 o 

Arg n 1 5 














A 1 A 
A 1 a 


1 yr 


Hie A 1 A 

n 1 o Ala 


Aon 
ASp 


Aon 
ASp 


H 1 u 1 wo 

u 1 y Lys 






'^OO 








Asp 


rro 


Pho H 1 v 

rric u 1 y 


Pr-n 

rro 


Arg 


uys 1 yr 






'^l 5 

O 1 \I 






'120 


1 1 o 
1 1 e 


Ifle X 


rne rro 


A VAT 

Arg 


A on 

ASp 


Twr- 1 1 0 

1 yr 1 1 c 














Aon 
ASp 


ocr 


■ ^\#o Aon 

uys Asp 


1 nr 


Vo 1 

va 1 


1 1 e Leu 


0*tO 












Asn 


Vo 1 
Va 1 


AvAT Aon 

Arg Asn 


Vo 1 

va 1 


me L 


1 yr Leu 














Glu 


Glu 


Glu Glu 


Glu 


Glu 


Glu Asp 






380 








Glu 


Gly 


Arg Lys 


Val 


Val 


Val Phe 






395 






400 


Gly 


Lys 


Lys Asp 


Ala 


Val 


Val Pro 




410 








415 


Gly 


Met 


Leu Ser 


Cys 


Gly 


Glu Lys 


425 








430 




Ser 


Gly 
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<400> 12262 

actgccggcc tgcgcggtac tcactgccgg 
ctacccggcc gcagcgcgcg agtcacatgg 
gaggcccgga ggccaccctt gaggtccgtg 
gagaagagct gcgggcgctc ttggtcctgg 
tgttcctgat cagcttcata agctccgtgt 
atgcagtcac gctggcaatc gcggttatca 
tatcttctgc ctgtgacacc ctcatctccc 
tgggcgtgat cctgcagcgg agtgcgctcg 
cgctctttct caacacccag cacatcctgc 
ggcttaccca gacctatgtc acgatcttca 
tgttacaagt taaatatttg ctcaaccagg 
ttgcagccaa ccttgtcaat gccctcgcca 
gggtgatagg ctctgcactg gcaaacttga 
ttctctacat cctcgggaaa aaactgcatc 
gcctgcagga ctgggcctcc ttcctccgcc 
tggagtggtg ggcctatgag gtcgggagct 
tgggcgctca gtccatcgtg tatgaactgg 
tcagtgtggc tgccagtgtc cgggtaggaa 
cacggaagtc ctctaccgtt tccctgctga 
tcctgctgtt aagctgtaag gatcacgtgg 
ttaatctggt ggctcaggtg gttccaattt 
cttgcacgag tggtggtgtt ctgaggggga 
ataccattgg gtactatgtg gttggcctcc 
cacttggagt gatgggtctg tggtcaggga 
gttttctagg ctttattatt cagctaaatt 
acgccaattt gaaagtaaac aacgtgcctc 
cgcttcaccc agggtgccct gaaaaccttg 
caggcgagcc tcagtcagat cagcagatgc 
aggacggcgc taaattgtcc aggaaacagc 
gggtcttctt aatcttgctg gtggggattt 
gtggtaggaa agaaagtcag gtcgagtgat 
caccagtgac aatttactgt gagttaatgt 
tggaaatgca aagacacatt tttctataaa 
ttgtggccca agacactgtc tgaaagatga 
aagcaaggat caatgtgctg actgcattgg 
tagacacaaa cccataaact aactgcttaa 
tattttacag tatatctttc cttgggcctt 
gtttttgttt taattttttt tttaatagac 
tgcggtggtg cgatcatagc tcactgcagc 
tgtgtcagcc accagagtag ctgagactac 
tgttaatctt catttgaggt ctagatctag 
atctttcgag ctgtggaaat ccaaacaaag 
gacgtactgc agcctcaacc tcctgggctc 
agctgagacc acaggcgtgt gccaccacgc 
tttgtttccc aggctggtct tgaattcctg 
caaagtgttg ggattatagg catgagccac 



cctccgcggt acccactgcc ggcctccgcg 60 
aagctcctga ggagcccgcg ccagtgcgcg 120 
ggtcgcgctg cttgcggctg tccgccttcc 180 
ctggccccgc gttcttggtt cagctgatgg 240 
tctgtggcca cctgggcaag ctggagctgg 300 
atgtcactgg tgtctcagtg ggattcggct 360 
agacgtacgg gagccagaac ctgaagcacg 420 
tcctgctcct ctgctgcttc ccctgctggg 480 
tgctcttcag gcaggaccca gatgtgtcca 540 
ttccagctct tcctgcaacc tttctttata 600 
gaattgtact gccccagatc gtaactggag 660 
actatctgtt tctccatcaa ctgcatcttg 720 
tttcccagta caccctggct ctactcctct 780 
aagctacatg gggaggctgg tccctcgagt 840 
tggccatccc cagcatgctc atgctgtgca 900 
tcctcagtgg catcctcggc atggtggagc 960 
ccatcattgt gtacatggtc cttgcaggct 1020 
acgctctggg tgctggagac atggagcagg 1080 
ttacagtgct ctttgctgta gccttcagtg 1140 
ggtacatttt tactaccgac cgagacatca 1 200 
atgctgtttc ccacctcttt gaagctcttg 1260 
gtggaaatca gaaggttgga gccattgtga 1320 
ccatcgggat cgcgctgatg tttgcaacca 1380 
tcatcatctg tacagtcttt caagctgtgt 1440 
ggaaaaaagc ctgtcagcag gctcaggtac 1500 
ggagtgggaa ttctgctctc cctcaggatc 1560 
aaggaatttt aacgaacgat gttggaaaga 1620 
gccaagaaga acctttgccg gaacatccac 1680 
tggtgctgcg gcgagggctt ctgctcctgg 1740 
tagtgagatt ctatgtcaga attcagtgac 1800 
gcttttgagc ttacacacaa ttcacaggcc 1860 
cattcaggtg tgcccatgga ttttgagggc 1920 
aagaaaaagc aactaaggtt aaaagctata 1980 
catgagtagt aattcaccac tatctgaacc 2040 
ccaatggctt tgatacttct gctatttttt 2100 
gaattcatac tgcttgaatt atgtaaaata 2160 
agattactat tcactgggca aatggtattt 2220 
ggaagtcttg ctctgtcatg caggctggag 2280 
ctcgaactct tgggcttcaa gcaatcctcc 2340 
aggggtatgc caccatgccc agctggcatt 2400 
gcactgtgga cactgaaaaa cagttgggaa 2460 
actgataatt cctggtaggg gtgtgtgcgt 2520 
aagtgatcct cccacctcag cctcctgagt 2580 
ctagctaatt ttttatacca gggtctaccc 2640 
ggatcaagca atccttccac cttgccctcc 2700 
cacgactggc cagaggacaa aattttaata 2760 
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aaggtcttag cttaagcagt aatcctactt 
cgttaattca gcaaccctca gtacatacta 
accaaattaa gtcattctta tcacacccaa 
cctcaggcac ataacattaa tctagtaatg 
gcgtgctgta agctgggacc agctttgtcc 
aggaataatt ttgcctgccc ggttgctcac 
tcctggtgcc aataaacttt ctcaaagagc 
agccttctct gtgttgttcc gacataccga 
catgcaattc tttcttccaa aataaaacat 



cattaagcct tcctggggtg cggtacacac 2820 
agtatgctca gtgctgtgaa agtggattac 2880 
tcaaaagtca agaagccagg gataaaagca 2940 
taattctctg cacatccagc tggtgaaact 3000 
ataactgctg agagaacttg ctgaagctct 3060 
cagttgtagc ttgccagctc ccaacaccct 3120 
aatactgaca tttcttttga taaaacctcc 3180 
ggaccaactg gtctacatgg atgccctgaa 3240 
taaatagag , 3279 



<210> 12263 
<211> 570 
<212> PRT 

<213> Homo sapiens 



<400> 12263 
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1 nr 
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n III 


1 1 1 1 Ai 1 titrcf A 1 o 
u 1 u L.dJ nr 3 r\ I a 


1 1 

l_CU 


1 1 


Va 1 


\ Ol 1 
l—CU 


Ml a 


Gly Pro 


Ala rne i-cu vai 




35 






40 










45 


Gin 


Leu Met Val Phe 


Leu 


1 le 


Ser 


Phe 


\ le 


Ser 


Ser 


Val Phe Cys Gly 




50 




55 










60 




His 


Leu Gly Lys Leu 


Glu 


Leu 


Asp 


Ala 


Val 


Thr 


Leu 


Ala 1 le Ala Val 


65 




70 










75 




80 


1 le 


Asn Val Thr Gly 


Val 


Ser 


Val 


Gly 


Phe 


Gly 


Leu 


Ser Ser Ala Cys 




85 










90 






95 


Asp 


Thr Leu 1 1 e Ser 


Gin 


Thr 


Tyr 


Gly 


Ser 


Gin 


Asn 


Leu Lys His Val 




100 








105 








110 


Gly 


Val 1 le Leu Gin 


Arg 


Ser 


Ala 


Leu 


Val 


Leu 


Leu 


Leu Cys Cys Phe 




115 






120 










125 


Pro 


Cys Trp Ala Leu 


Phe 


Leu 


Asn 


Thr 


Gin 


His 


1 le 


Leu Leu Leu Phe 




130 




135 










140 




Arg 


Gin Asp Pro Asp 


Val 


Ser 


Arg 


Leu 


Thr 


Gin 


Thr 


Tyr Val Thr 1 le 


145 




150 










155 




160 


Phe 


1 1 e Pro A 1 a Leu 


Pro 


Ala 


Thr 


Phe 


Leu 


Tyr Met 


Leu Gin Val Lys 




165 










T70 






175 


Tyr 


Leu Leu Asn Gin 


Gly 


1 le 


Val 


Leu 


Pro 


Gin 


1 le 


Val Thr Gly Val 




180 








185 








190 


Ala 


Ala Asn Leu Val 


Asn 


Ala 


Leu 


Ala 


Asn 


Tyr Leu 


Phe Leu His Gin 




195 






200 










205 


Leu 


His Leu Gly Val 


1 le 


Gly 


Ser 


Ala 


Leu 


Ala 


Asn 


Leu 1 1 e Ser G 1 n 




210 




215 










220 




Tyr 


Thr Leu Ala Leu 


Leu 


Leu 


Phe 


Leu 


Tyr 


1 le 


Leu 


Gly Lys Lys Leu 


225 




230 










235 




240 


His 


Gin Ala Thr Trp 


Gly 


Gly 


Trp 


Ser 


Leu 


Glu 


Cys 


Leu Gin Asp Trp 



-5942/13211- 















250 




Zoo 


A 1 o 

A 1 a 


oCr 


rrie 


Leu 


Arg Leu 


Ala 1 le Pro 


Ser 


Ma+ 

we L 


1 Al 1 I Al ■ ^«#A 

Leu ivieT Leu uys mex 












265 






OTA 
Z /{J 


U 1 U 


Irp 


Irp 


A 1 

A 1 a 


1 yr u 1 u 


Val Gly Ser Phe 


Leu 


I 1 1 A 1 Al I 1 ». 

oer uly lie Leu uly 






Z /O 






280 






Zoo 


Ma+ 

Me L 


va 1 


U 1 U 


Leu 


u 1 y A 1 a 


Gin Ser 1 le 


Val 


Tyr 


Iaii AIa IIa IIa 

u 1 u Leu Ala lie lie 












295 






oUU 


V/o 1 

ysL 1 


Tyr 


Ma+ 

Mex 


va 1 


Leu A 1 a 


Gly Phe Ser Val 


A 1 o 

A 1 a 


A 1 A Ca*^ \/a I A>,»A' \#M 1 

Ala oer val Arg val 










o 1 u 






o 1 D 


oZU 


u 1 y 


Asn 


A 1 a 


Leu 


fit %t A 1 

13 1 y Ala 


Gly Asp Met Glu 


u 1 n 


Ala Arg Lys oer oer 










oZO 




330 




OOO 


1 nr 


va 1 


oer 


Leu 


Leu 1 1 e 


Thr Val Leu 


Phe 


A 1 4 

A 1 a 


\/a I AIa DUkA Oa^ \/a I 

val Ala rne oer val 












345 






OOU 


Leu 


Leu 


Leu 


oer 


Cys Lys 


Asp His Val 


Gly 


Tyr 


1 1a DUa TU^ TU^ Aa»v 

lie rne inr inr Asp 






OOO 






360 






OOO 


Arg 


Asp 


1 1 e 


1 1 e 


Asn Leu 


Val Ala Gin 


Val 


va 1 


D^A 1 1 A T%r^ A 1 A \#A 1 

rro lie 1 yr Ala va I 




o /U 








375 






ooU 


oer 


n 1 s 


Leu 


riie 


oil! A 1 A 

u 1 u Ala 


Leu Ala Cys Thr 


oer 


r* 1 »» r* 1 »* i#A 1 1 All A 

uly uly Val Leu Arg 










oyu 








4U0 


u 1 y 


her 


u 1 y 


Asn 


uln Lys 


Val Gly Ala 


1 le 


Va 1 


Asn Inr I le uly lyr 














410 




41 0 


Tyr 


va 1 


va 1 


u 1 y 


Leu Pro 


1 le Gly 1 le 


Ala 


Leu 


Ua^ DUa a I A TUa^ TUi,- 

Met rne Ala Inr Inr 








A OA 

4ZU 




425 






A Of\ 

4oU 


Leu 


u 1 y 


va 1 


Met 


Gly Leu 


Trp Ser Gly 


1 le 


1 le 


i 1 A r^«*A Tu>^ \/a t dua 

1 1 e uys Inr va I rne 












440 






A AC 

44o 


u 1 n 


Ala 


Va 1 


Cys 


Phe Leu 


Gly Phe 1 le 


1 le 


u 1 n 


Leu Asn Trp Lys Lys 












455 






4b0 


A 1 A 

A 1 a 


Cys 


u 1 n 


u 1 n 


Ala uln 


Val His Ala 


Asn 


Leu 


1 ««A \/a I Aai^ a am \/a I 

Lys Val Asn Asn Val 










4 /U 






4/0 


A on 
4o0 


rro 


Arg 


ber 


u 1 y 


Asn Ser 


Ala Leu Pro 


Gin 


A AM 

Asp 


rro Leu H i s rro u I y 










4oO 




490 




AQC 

4yo 


Cys 


Pro 


G 1 U 


Asn 


Leu Glu 


Gly lie Leu 


Thr 


Asn 


Asp Val Gly Lys Thr 








500 




^ 505 






510 


Gly 


Glu 


Pro 


Gin 


Ser Asp 


Gin Gin Met Arg 


Gin 


Glu Glu Pro Leu Pro 






515 






520 






525 


Glu 


His 


Pro 


Gin 


Asp Gly 


Ala Lys Leu Ser 


Arg 


Lys Gin Leu Val Leu 




530 








535 






540 


Arg 


Arg 


Gly 


Leu 


Leu Leu 


Leu Gly Val 


Phe 


Leu 


1 le Leu Leu Val Gly 


545 








550 






555 


560 


1 le 


Leu 


Val 


Arg 


Phe Tyr 


Val Arg 1 le 


Gin 














565 




570 







<210> 12264 
<211> 2716 
<212> DNA 
<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (78). . (1328) 

<400> 12264 

tactaaagaa tgagaaagat gaggtgcaaa 
ctcagtataa tcatgatatg aagagaaaag 
tacatcaact tgttatgaac aagaaagata 
tcgggagagc tgatggaaaa agaggctcct 
aagatgaaat gtataaaatt ctcttgaatg 
tggaaaatgc agaacttaag aaggttcttc 
tttctcGcca aaagaagaaa cctagagaaa 
ccgatgttga agaagatgcc ggggaactaa 
aaactgtgag agagcagctt acaaacagca 
atgtagaaaa gcttgataac caagtttcaa 
atgtaatctc acgacaagac catgaacaag 
agtgtaaaga aatgattaaa actcagcaac 
atgatgatga taccacttca ctattacgag 
tcaaagaaga atggtccctt tttaaagagc 
gctttacaga agccgctatt cgcctgggat 
ccagttggtt aaagcagcag tttctaaata 
atgtgaaact tttcagtgcc ttctcaggaa 
cgaggcagcc gcaaaagaag cctcacagtg 
aacttactaa atctcttcct gcttcacctt 
gcatatctga acatagttca atcaatgtac 
atcaggttgg aggagaatgt acaaatcaaa 
aggaaggttg ctatagtgga tgctccttga 
acttacctta gacatgtgga ctggaatttt 
ctaagttgaa acagggtgtg tcataaagtc 
gttgtttgtt tggacttccc tgtcttcccc 
aggatataaa agctttggat atgtattttt 
aggaatgtat agatgtttgg atggaaacaa 
attaaaaata gcacttttag gaaactgatt 
agttggcatt ggaagtttag cctttacttg 
gttctatatt tattatgttt agtgtggttt 
agtgaaattt atgtatgttt tgtacataga 
tttaaaagtt tcacacaacc ataagtatag 
tattctgttt acagatgtat taggaccatt 
acatctgggc aataaatatt gaaaggtatt 
actactaaca ttacattttt gagattttta 
aatattataa tttttaaaag gactattgat 
tacctttgaa taaaacaatt taagaaattg 
aagatatcta gatggtgata ttttccttac 
tactaactag ggctttgtat tgtcaataat 
cactgaagaa atatgataat ataaaaccat 
aaaacatgtc atttcatttt cagaaaactc 
tgattgcatg tttcttcatg aaaagtatgt 
aggctcagct ctttcccagg attttcatca 



aattacaaaa tatcattgca agtcgagcta 60 
agcgtgaata taataaactg aaggaacgtc 120 
agaaaatagc tatggacatt ttgaattatg 180 
ggaggactgg taaaactgaa gccaggaatg 240 
attatgaata tcgtcagaaa caaatcctaa 300 
aacaaatgaa aaaggaaatg atttctcttc 360 
gagtagatga tagtacagga actgttattt 420 
gcagagagag tatgtgggac ctttcctgtg 480 
tcagaaaaca gtggagaatt ttgaaaagtc 540 
aggtacacct ggaaggtttt aatgatgaag 600 
aaactgaaaa actcgagtta gaaattcagc 660 
agcttttaca gcagcagctc gctactgcat 720 
actgttattt gttggaagaa aaggaacgtc 780 
agaaaaagaa ttttgagagg gagagacgaa 840 
tggagagaat ggcatttgaa gaagaaagag 900 
tgactacctt tgaccaccag aactcagaaa 960 
gttctgattg ggacaatctt atagtgcact 1020 
tgtctaatgg gtctccagtt tgcatgtcta 1080 
ccacttcaga cttttgccag acacgttcct 1140 
tgaatataac tgctgaagaa attaaaccaa 1200 
aatggagtgt ggcgtcaaga cctggatcac 1260 
gctacacaaa ttctcatgta gaaaaagatg 1320 
tttcattaat gtgttcatca agtttcacat 1380 
agttatctct aataacttaa gatggtctga 1440 
caaagagttg aaatcttaaa tctatttaaa 1500 
agtaacagaa gcatctggtt ctgtgaataa 1560 
aagcactaga ctgagtttcc tcttataggt 1620 
attgtaaatg tttaattttg tctcaaatat 1680 
aatgtatact gtagattttt aacaaagcga 1740 
gaaattacct ctttcatatg ttttaaataa 1800 
tacacatgat tatgttaaga ggctttaaga 1 860 
tatttcatgc cagtaaaatt tttttagtgg 1920 
gatgcattac atttaagaat tctctttaat 1980 
ccatgaagct gagttcttta gataatcaac 2040 
tgacattaga tttttatttt gtatatgtag 2100 
gatagaagaa taggggcaag acgacaaaag 2160 
gtttaagata ttggatgata gaagatattt 2220 
aagatgggta ccagtatagt aatatttgta 2280 
tttttaataa ttttttaatg aggtatttac 2340 
caaattttat aattgagatg atactctgga 2400 
ttaagctctc ttcagtctct gtaatgtttc 2460 
tgttgttttg atagtaataa taataaatgt 2520 
aaaagcttta agtgcctaac cctgcttgtc 2580 
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tctgtacata gaagcctgca cagatccaac ccttgctagg tatcatagtt taggcccatt 2640 
taccttcccc tgtactggca gttcagccgc ttacatgcac tcaccctgtt tgtggctatt 2700 
ttaaattcat attatt 2716 



<210> 12265 

<211> 417 

<212> PRT 

<213> Homo sapiens 



<400> 12265 
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<210> 12266 

<211> 2845 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (94). . (1380) 

<400> 12266 

gcgcgaggga ggcgagccgg agcccgagca 
ccgggcgcag ccggagcogg tgcogcagct 
aatgaagagc ttogaaactt gtctttgtot 
cagctggtca acaagtctac ttctcaagga 
acaggcattg gcaaatccao gttaatggac 
ocagctacto aoaatgaacc aggtgttcgg 
agcaatgtac ggctgaagtt aaccattgtt 
aaagatgaca gctataagcc gatagtagaa 
caagaggaat tgaagattaa acgttctctc 
tgcctctact ttattgcccc tactggacat 
aaaaagctgg acagtaaggt gaacatcatt 
aagaatgaac tgcacaaatt caagagtaag 
cagatatatc agtttcccac tgatgaagaa 
gtocatctoc oatttgcagt ggttggcagc 
gcaaaggcca ggcagtaccc ctggggtgtg 
tttgtgaaac ttcgagagat gctgatcogc 
cacaccogcc actatgaatt gtaccgacgc 
actgaccctg acagcaaacc cttcagtctt 
ttcctgggag aactgcagaa gaaagaagaa 



ctagcagcag ccggagtcgg cggaaagcac 60 
gGgatggcog tggcogtggg gagaccgtct 120 
ggocatgtgg gatttgacag cctccctgac 180 
ttctgtttca acatcctttg tgttggtgag 240 
actttgttca acaocaaatt tgaaagtgac 300 
ttaaaagcca gaagttatga gcttcaggaa 360 
gacaocgtgg gatttggaga coagataaat 420 
tatattgatg ocoagttcga ggcotacotg 480 
ttcaactacc atgacacgag gatccatgcc 540 
tcactaaagt oootggatct ggtcaccatg 600 
coaataattg caaaagctga caccattgcc 660 
atcatgagtg aactggtcag caatggggtc 720 
aoggtggcag agattaacgo aacaatgagt 780 
accgaagagg tgaagattgg caacaagatg 840 
gtgcaggttg agaatgaaaa tcattgcgat 900 
gtgaacatgg aggacttgog agagcagact 960 
tgtaagcttg aagagatggg gttcaaggac 1020 
caggagacat atgaagcaaa aaggaatgaa 1080 
gaaatgagac aaatgtttgt tatgagagtg 1140 
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aaggagaaag aagctgaact taaggaggca gagaaagagc ttcacgagaa gtttgacctt 1200 
ctaaagcgga cacaccaaga agaaaagaag aaagtggaag acaagaagaa ggagcttgag 1260 
gaggaggtga acaacttcca gaagaagaaa gcagcggctc agttactaca gtcccaggcc 1320 
cagcaatctg gggcccagca aaccaagaaa gacaaggata agaaaaatgc aagcttcaca 1380 
taaagcctgg caagccaagg atgttcccgc attcacctgc ttttgcagta atatcgtatc 1440 
tctgccatgt gtgttcttta gttttatttt attttatttt atttttttac ccttcctcaa 1500 
acaccagtaa ctattattaa ctcgttttgc tgaatgttgt tgggtggtag aaaatgatag 1560 
aacaagggaa taaccgcgaa tgctctgtgc agctggactc tgtttccgga aagtaaatga 1620 
tttgcttttt atgcctgttc tgaatggcag cacgaagcag gcctgttact tgtatgtcgc 1680 
tttggacaga ggaaagtggg gtaaaatgct acctgtacgt ctgacatgaa aacttctcac 1740 
cgcctcagca gctgaactaa aaacctgaat agccatgaca agagtttgca ttttcttgat 1800 
gattcatctc catgagtgca caatccctga actcactgtc ttttctccac acttgtccta 1860 
agccaaggta gatttgtacg tagacagact ggtgagcaag cattatattt tatttttacc 1920 
cttgcatgac attttcattt taatcaataa cattatttgg cctgagcttg tgggtctgtt 1980 
cagactgtct cctctcatgg tttgaaactg catctgaatg cctgccttca atcctggcca 2040 
agttggagta gactggtatg agaaaactat gattagttca catttactgg tgcatccttg 2100 
atcctctcac agatagaggt cttaaaggtt ggatcatgta acattgctta gtagaagaat 2160 
cttcttctaa ggatgatggg ctttctacag cctgcttacc actaacagta aggaatcttt 2220 
cataaacaca cctcagtttg ttcccagtgg gcttagaggg aggacctgat gactgattcc 2280 
aggatacttg tacttctaat aacatttttc atgaatcatg agaaaatttc cacagatact 2340 
tcccttagaa aatttgctat aaactctgta tcattggtag cacaaatttg agcgaggccc 2400 
tgtcaatttt aaggtggaaa taggaaggac cacaacatga cccgtaagtc aagaaggtag 2460 
acatttcata tccagcttcc ttgcttagtc tcctttcagt atttggcaat aaaagaaaga 2520 
agaaatagaa cagctgaagt ctcaaatcat tgtctggaat tttcctcacc ttggctagct 2580 
ccacctgctc tttgtctaag gcccttgcct catcagggat tagaactggc ccatatgcca 2640 
gaacctgtac taaatgccta atttgtatgg aagagtgcat atttaatctc ttttctatac 2700 
tgctcctttc tgatgcttat cctttcatct gtgtgattgt tttttcccct ctactaacaa 2760 
gatcctccca gctttctctc tacatgtaga aaggataaca tttctcatga acccactgcc 2820 
cctctgcatt ttcctcactg gttag . 2845 



<210> 12267 
<211> 429 
<212> PRT 

<213> Homo sapiens 



<400> 12267 
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<210> 12268 
<211> 2931 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 

<222> (149). . (1261) 
<400> 12268 

tggagagaag ccacatgagt gtaaggaatg 
tgtgggtoat aaaagaattc ataotggaga 
gggctttaca tgtaggtatc aacttaccat 
ctatgaatgt aaagaaaatg gggaggcttt 
tacatttgaa agtgttgaga aaccttataa 
gcatggacga cttactcgac atcagggtat 
caaatgtggg aagtccttta ggctcaattc 
cggtgagaaa ccctacaaat gtaaggaatg 
tgcccatoat aacagaatto atactggtta 
gtcctttcgt tgtgcctcat atcttgttat 
ctatgtatgt caagagtgtg ggaagggttt 
cagagttcat actggtgaga aaccttatga 
atctggacaa cttactcago atctgagtat 
caaatgcggg aagtctttta ggttcatttc 
cgctgagaaa ccctacgaat gtaaggaatg 
catatatcat gaoogaactc atgotggtga 
aacttttagt catgottcac atcttattat 
ctatgaatgt aaaagatgtg ggaaggcatt 
aagcgttcat gctgatggaa atccctatat 
tagccatgaa cttagtatac atcatagagt 
caaatgcaga aggtocttta ggcttagatc 
ttgatagaga aattgtggca tatacaggta 
atoooaotga acaatttgaa tgaagaoaat 
ttattaggca tcaatttgta ttggtgtgaa 
tctttggtat gacctgtgtt aactcagatt 
cataagaaaa ottttctgat attcctctag 
gaaaactgag aaaacgtagg aaaccattct 
caatcattta ttgttaaacc tggaaaaagc 
cgatgatggg aaaggctatt tagccactct 
ttcctatagc tgggatgata tgggggaaga 
tgatgatagt agtacctaca gtatagtgct 
cagagtggaa gcaggtgtga gagggtcocg 
agt coat egg caagtttggc ctggccttag 
tatgtaatgt ggatgctggg cacagagctg 
acattgtggt aggggaaggg actcactttc 
ttgactgctg ttctcaacca cgtagtgcgc 
atgtcaacat cacactgtgc atcctcttcc 
tcaccagcat tggagaggac tacgatgagt 
tcaagtcact ggtggctcgc tttgatgctg 
ccagccaggt gagcaacaac cttatggagt 
acgtgtcttt gacacatctg accttcttga 



tggaaaggcc tttcgtcagt tttcccacct 60 
aaaaccctat gaatgcaagg aatgcgggaa 120 
gcatcagaga atttattcag gggagaaaca 180 
tagtagtggc catcaactta ctgcacctca 240 
gtgtgaggaa tgtgggaaag cctttagtgt 300 
tcatagtggt aagaaaccct atgaatgtaa 360 
atcccttaaa atacatcaaa atattcatac 420 
tgggaaggcc ttcagtcagc gtgcacacct 480 
caaacccttt gaatgtaaag aatgtgggaa 540 
acatgagaga attcatacag gagagaaaco 600 
tagttatago cataaactca ctatacatcg 660 
atgtaaggaa tgtgggaagg cctttagtgt 720 
tcacagtggt aagaaaccct ttgaatgcaa 780 
tgtacttaaa gcccatcaga atattcatag 840 
tggcaaggcc tttcgtcatg ccacaagcct 900 
aaagtcctat gaatgtaaag aatgtgggga 960 
tcatgagaga attcatacca gtgataaacc 1020 
tcactgtgcc tcatatcttg ttagacatga 1080 
gtgtgaagag tgtgggaaag cttttaatag 1140 
tcatactggt gagaaaccct ttaaatgtaa 1200 
catccttgaa gtacatcaga gaattcatat 1260 
gtaaagaaag cacattgtgt caatggattt 1320 
gtggaatggc tttgagatac agttcagttt 1380 
cttttcaaaa tgtaaatcat atatgcagtt 1440 
cagagaattt ataatgtatt tttttaataa 1500 
ttttggattg ccaaaatatt cacagtagag 1560 
ttatacttgc atgtaaacat cttccagcaa 1620 
cattacacag gaaacctctg ttgatataag 1680 
gcatatttaa tgctcatgat caacatctgc 1740 
tatttatccc ttctggggat catatataaa 1800 
gttagaatta catgagttag atgtggaggt 1860 
cagaagaaaa catggctgcc aaagtgtttg 1920 
ctgttgcagg aggcatggtg aactctgcct 1980 
ccatctttga ccaattccgt ggagtacaga 2040 
tcatcccatg tgtacaaaaa ccaattatct 2100 
cagtcatcac tggtagcaaa gatttacaga 2160 
ggcccatcac tagccagctt cctcgcatct 2220 
gtgtgctgcc gttcattacc acggagatcc 2280 
gagaactaat cacccagagg gagctggtct 2340 
gagcagccac ctttgggctc attctggacg 2400 
aggagttaac agacaggtgg ccccccagga 2460 
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agcagagagc gccagatttg tggtggaaaa ggcggccatc atctctgctg agggtgactc 2520 
caaggcagct gagctgatcg ccaactcact ggccactgca ggggacggcc agagcgagct 2580 
gtgcaagctg gaagctgcag aagacattgc ataccagctc tcatgctctc ggaacatcac 2640 
ctgcctgccg gcagggcagt ccgtgctcct ccagctgccc tagtgaggcc ccagcctacc 2700 
tgcacctccg tgaggcaact gggccacagc cccgatgatt cgtaacacca cctttcgccc 2760 
tcaccccaga aatcactgaa atttcatgat tggcttaaag tgaaggaagt aaaggtaaaa 2820 
tcacttcaga tctctaaaaa acaaagaatt acatgagtta gtacatgaaa aaattatggg 2880 
aaactacatg aaatatactg ttacgttcaa taaacattag cttctgtata t 2931 



<210> 12269 
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<212> PRT 
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<210> 12270 
-<211> 2277 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (11). . (907) 

<400> 12270 

attgaggaac atggcgttgc tggtgcgagt ccttaggaac cagactagca tttctcagtg 60 
ggttccagta tgcagcogat tgatacctgt gtctOGtaoc caaggacagg gggacagggo 120 
tctgtotcgo acttcGoagt ggccocagat gagocagtoo oaagcatgtg gtggatcaga 180 
acagattcct ggaatagaca taoagctgaa taggaagtat cacaccacac gtaagctttc 240 
tactaccaaa gattooccac agcctgttga ggagaaggtt ggtgctttoa caaagataat 300 
agaagcoatg ggattcacgg gacctttgaa atacagtaaa tggaagatta agattgoggc 360 
cctgcgcatg tatactagct gtgtggagaa aactgacttc gaggaattcc ttctaaggtg 420 
tcagatgcct gatacattca attcatggtt tcttataaco ctactocacg totggatgtg 480 
tctagtooga atgaagcagg aaggcoggag tgggaagtac atgtgtcgta tcatagttca 540 
ttttatgtgg gaggatgttc agcagcgcgg cagagtcatg ggggttaatc cctatatcct 600 
gaagaagaac atgatcctca tgacaaatca tttctatgca gcgatcttgg gatatgatga 660 
ggggatcctt tcagatgato atgggctggo cgctgccctc tggagaaoct tcttcaacog 720 
gaaatgtgaa gaocctcgac atcttgaatt gctggtagag tatgtgagga aacagataca 780 
gtacctggac tccatgaacg gggaggatct gcttctgaca ggggaggtga gctggcgccc 840 
tctagtggag aagaatccto agagcatcct gaagocccat tctccgactt acaacgacga 900 
gggactttga tgggctgggc cctoogcacg gcccgccagc tggcttcgag gaacctccag 960 
gagagaagtg cctgttggtc caggaccctg cagaaagtgg cotgaactga cctctgaaoa 1020 
gcatctgtca aatacctggc cccatttgtg ttgagtttcc tcttagtggg cooaggagtc 1080 
tgatctgctg gggtacaggg ctgggagaac ocotagctot cocggggtgt cctctccctt 1140 
aggggaagcc ccgagtgaga gtcccccagc acacactccc caaccccotc cagcaactac 1200 
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atgtgactga tagcttttcc caaaggccaa ggaagggatg gtgtaggttc aaaagggaaa 1260 
ccccccaggg cctgctgtgg cctaggagca gattgtaatg ctgccgagtc cggtcggtga 1320 
ccacgcgttg tccctcggct ttcagccatg gggttgagtt ggccattaaa agaaacagag 1380 
acttctctct gccatggccc ttctttattc cagggactta gaaacttgcc tgagatggtg 1440 
gacgcagtaa tgagggcacc gcgcagctca gttagagacg gagaaaggga agaggctggg 1500 
atggtctctg ctgctcttgc ctctagttca tggagatgtg tctctgttca ggccaagata 1560 
cagccagcca ggcctgtcgt ctgggaccca ggaggcctct gatgaccaag ggctttcaca 1620 
tcctaagtca tttggaagga ggccttgaga acaaagtcac ctttgtcact cccagtgaac 1680 
tgaatgagga acatgctgtc tcctgtcttg gcctcccctt tcatgagata ctggggagaa 1740 
gagaacattc ctcctggctt agttgtagca gacccagacc tgtgcccagc tttggtcccc 1800 
cttcccaact tctgaagcac gtgctgcaga gccaccttgg tctgagcacc tgaggaccag 1860 
cccctcctcc ctcagtgcgg gtcatctctt gggggatttt cttaaagtga agaaaggggg 1920 
tggggaacca tattgcccct ccctccccca tcaaacttcc ttcatttaac ttgctataaa 1980 
atgagtcata taaagaaact ctatatgggt gaggtatatc ccacttctgt gaaaacatta 2040 
caaatcaaac cgcttctctc agtttattta agatgctttt gttgcgagcg gagctctaga 2100 
gtgaagcctc ctgtgtgtgt gtgagataat aacaccttgt aactcattac agctgggcac 2160 
tatttacata aaccagagct gagccaggca ggaatttgct gattaattta tttttaatgg 2220 
agtgaagtat accatgcacc aaaataaact ttactgtgtg tacctaactg ctcctgg 2277 



<210> 12271 
<211> 299 
<212> PRT 

<213> Homo sapiens 
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<210> 12272 
<211> 3682 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (87), . (3116) 

<400> 12272 

acggcgcgcg cgcacccctt ocgogoagco coctgacctg Gagoctccgg acotcgotgc 60 
agogcggacc cggccogcoc gcccgaatga gtcagctgag gctgctgcog tcccgtcttg 120 
gggtacaggc tgcgaggctc ctggctgcac atgacgtccc ggtgtttggc tggcgcagca 180 
ggtcctccgg gcoaccggoc accttcccaa goagcaaagg tggaggcggc tccagttaca 240 
tggaggagat gtacttcgcc tggttggaaa acccccagag tgtccacaag toctgggaca 300 
gcttcttcag ggaagccagc gaggaagcot tttctggctc tgotcagcca cggccccctt 360 
ctgttgtcca tgagggcagg totgoagtct caagtoggac caagaccago aaattggtgg 420 
aggacoacot ggctgtacag tccctgatcc gggcctacca gatccggggt caccatgtgg 480 
cooagctgga ccccctgggc attctggatg oagacctgga ctcctttgtg ocotcagact 540 
tgatcacaac cattgataaa ctggoottct atgaccttca ggaggctgao cttgataagg 600 
agttccagct gccgacaacc accttcattg ggggctctga aaacaccctt tctctgcggg 660 
agatcattcg gcgcctggag aacacctact gccagcacat tggcotggag ttcatgttca 720 
tcaaogatgt ggagcagtgc cagtggatcc ggcagaagtt tgagaccoct ggtgtgatgo 780 
agttctccag cgaggagaag cggaccctgc tggcccggct agtgcgctcc atgaggtttg 840 
aagacttcot ggcccggaaa tggtcctoag agaagoggtt tggcotggag ggctgtgaag 900 
tgatgattcc tgccctcaag accatcatcg acaaatccag cgagatgggg attgagaatg 960 
tcatcttggg gatgccacac aggggaaggc tgaacgtgct ggccaacgtg atccgcaagg 1020 
acotggagca gatcttctgc oggtttgacc ccaagotgga ggcggcggac gagggctccg 1080 
gggatgtcaa gtaccacotg ggcatgtacc atgagaggat caaccgcgtc accaacGgga 1140 
acatcactct gtcgctggtt gccaacccct cocacctgga ggcagtggao cctgtggtgc 1200 
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aggggaagac aaaggcagag cagttctacc gtggagatgc ccagggcaag aaggtcatgt 1260 
ccatcctggt tcatggggac gccgcctttg ctggccaggg cgtggtatat gagaccttcc 1320 
acctgagcga cttgccctcc tacacgacca atggtaccgt gcacgtcgtc gtcaacaacc 1380 
agattggatt caccacagac ccccgaatgg cccgctcctc accatacccg accgacgtgg 1440 
cccgggtggt caatgcgcct atcttccatg tgaatgccga tgacccagag gctgtgatat 1500 
atgtgtgcag tgtggcagcc gaatggagaa acactttcaa caaagatgtt gtcgtggacc 1560 
tggtctgtta ccgccggcgt ggccacaatg agatggacga gcccatgttc acccagccgc 1620 
tcatgtacaa gcagatccac agacaggtgc ctgtgctgaa gaagtacgca gacaagctga 1680 
ttgccgaggg cacagtcacc ctgcaggagt ttgaggaaga aattgccaaa tacgaccgga 1740 
tctgtgagga ggcttatggc aggtccaagg ataaaaagat tctgcatata aagcactggt 1800 
tggactcccc ctggcctggc ttcttcaacg tagatgggga gcccaagagc atgacatgcc 1860 
cagccacggg gatccctgag gacatgctca cccacatcgg cagtgtggcc agctctgtgc 1920 
ccctggagga ctttaagatc cacactggcc tctctcgcat tctgcggggc cgtgcggaca 1980 
tgaccaagaa ccggacggtg gactgggcgt tggcagagta catggccttt ggctccctgc 2040 
tgaaggaagg catccacgtg cggctcagcg ggcaggatgt ggagaggggc acattcagtc 2100 
accggcacca tgttctccat gaccaggagg ttgaccgcag gacgtgtgtg cctatgaatc 2160 
atctctggcc tgaccaggcc ccgtacaccg tgtgcaacag ctccctctcg gagtacggag 2220 
tcctgggctt tgagctgggc tatgccatgg ccagccccaa tgccctggtc ctctgggagg 2280 
cccagtttgg ggacttccac aacacggccc agtgcatcat cgaccagttc atcagcaccg 2340 
gccaggccaa gtgggtgcgg cataatggca ttgtgctgct gctgccccat ggcatggaag 2400 
gcatgggccc agagcactcg tcagcgaggc ccgaaaggtt cctgcagatg agcaatgatg 2460 
actcggatgc ctaccctgca ttcaccaagg acttcgaggt gagccagctc tatgactgca 2520 
actggatcgt ggtcaactgc tccacaccgg ccaactactt ccacgtgctg cgccggcaga 2580 
tcctgctgcc cttccgcaag ccgctgatta tcttcacacc taaatctctg ctgaggcacc 2640 
cagaggccaa gtccagcttt gaccaaatgg tatccgggac cagcttccag cgggtgattc 2700 
ctgaagatgg ggccgcagca cgggcccctg agcaggtgca gcggctcatc ttctgcacgg 2760 
gaaaggtgta ctatgacctg gtgaaggagc ggagcagcca ggacctggag gagaaagtgg 2820 
ccatcacgcg cctggagcag atctctccat tccccttcga cctgatcaag caggaggcag 2880 
agaagtaccc aggtgcggag ctggcctggt gtcaggagga gcacaagaac atgggctact 2940 
atgactacat cagcccacgc ttcatgacca tcctgaggcg cgcacggccc atatggtatg 3000 
ttggccggga cccagcggct gcaccagcca caggaaacag gaacactcac ctggtgtcac 3060 
tgaagaagtt tctggatact gccttcaatc tccaggcctt tgagggcaag acattttaga 3120 
gctgggcaaa acctgtgtag gtctcgctgt gggtttgctg gggaccaagg gggtgatgaa 3180 
aaggggaggg gcggagctcc tgcccaagag aggggctgtg gggccccagg ataaaacaga 3240 
cacagtgaca gggccaagag ccagcactgc tggccttggt gtcatgccag aatctaccag 3300 
gactgaggga gccagaggag tcctgtaggc aggctactgt gctggagcat cccccagctg 3360 
ctcccatctt gctggaattt cttgggcggc ttctccacct gtatctcaag acagacaccc 3420 
gggggcctgt gtctgtggcc gctcccatcc cggcagccct ggctgctgct cgccccaccc 3480 
tcgcttatct gtagattcaa agcgatgttc tcttctgtgc tcttagaagt agggagttca 3540 
gcagtaacag ccaggtgaag cgaacctgct gggtgatttg tttgcgctct gttttatggg 3600 
gcattcctgc gagatgtgtc agcttctgta tgagatgcag ccacagctca tgtgtaccaa 3660 
agtagaaaac caaatcacag ag 3682 



<210> 12273 
<211> 1010 
<212> PRT 

<213> Homo sapiens 
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<400> 12273 
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Pro Val Val Gin Gly Lys Thr Lys Ala Glu Gin Phe Tyr Arg Gly Asp 

370 375 380 

Ala Gin Gly Lys Lys Val Met Ser Me Leu Val His Gly Asp Ala Ala 
385 390 395 400 

Phe Ala Gly Gin Gly Val Val Tyr Glu Thr Phe His Leu Ser Asp Leu 

405 410 415 

Pro Ser Tyr Thr Thr Asn Gly Thr Val His Val Val Val Asn Asn Gin 

420 425 430 

He Gly Phe Thr Thr Asp Pro Arg Met Ala Arg Ser Ser Pro Tyr Pro 

435 440 445 

Thr Asp Val Ala Arg Val Val Asn Ala Pro Me Phe His Val Asn Ala 

450 455 460 

Asp Asp Pro Glu Ala Val I le Tyr Val Cys Ser Val Ala Ala Glu Trp 
465 470 475 480 

Arg Asn Thr Phe Asn Lys Asp Val Val Val Asp Leu Val Cys Tyr Arg 

485 490 495 

Arg Arg Gly His Asn Glu Met Asp Glu Pro Met Phe Thr Gin Pro Leu 

500 505 510 

Met Tyr Lys Gin Me His Arg Gin Val Pro Val Leu Lys Lys Tyr Ala 

515 520 525 

Asp Lys Leu Me Ala Glu Gly Thr Val Thr Leu Gin Glu Phe Glu Glu 

530 535 540 

Glu Me Ala Lys Tyr Asp Arg Me Cys Glu Glu Ala Tyr Gly Arg Ser 
545 550 555 560 

Lys Asp Lys Lys Me Leu His Me Lys His Trp Leu Asp Ser Pro Trp 

565 570 575 

Pro Gly Phe Phe Asn Val Asp Gly Glu Pro Lys Ser Met Thr Cys Pro 

580 585 590 

Ala Thr Gly Me Pro Glu Asp Met Leu Thr His Me Gly Ser Val Ala 

595 600 605 

Ser Ser Va I Pro Leu G I u Asp Phe Lys Me His Thr G I y Leu Ser Arg 

610 615 620 

Me Leu Arg Gly Arg Ala Asp Met Thr Lys Ash Arg Thr Val Asp Trp 
625 630 635 640 

Ala Leu Ala Glu Tyr Met Ala Phe Gly Ser Leu Leu Lys Glu Gly Me 

645 650 655 

His Val Arg Leu Ser Gly Gin Asp Val Glu Arg Gly Thr Phe Ser His 

660 665 670 

Arg His His Val Leu His Asp Gin Glu Val Asp Arg Arg Thr Cys Val 

675 680 685 

Pro Met Asn His Leu Trp Pro Asp Gin Ala Pro Tyr Thr Val Cys Asn 

690 695 700 

Ser Ser Leu Ser Glu Tyr Gly Val Leu Gly Phe Glu Leu Gly Tyr Ala 
705 710 715 720 

Met Ala Ser Pro Asn Ala Leu Val Leu Trp Glu Ala Gin Phe Gly Asp 

725 730 735 

Phe His Asn Thr Ala Gin Cys Me Me Asp Gin Phe Me Ser Thr Gly 



740 



745 



750 
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Asn Leu 


Gin Ala Phe Glu 


Gly 


Lys 



1005 



<210> 12274 
<211> 2432 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (104). . (1546) 
<400> 12274 

gcgccagoag gaagtgggag aagaggcgao coaaggcggg ctggcgggct ggcggcagtc 60 
gctacttgcc tagtagcctc agccgctgtg ggctcctggg gagatggagg ggccggggct 120 
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gggctcgcag tgcaggaatc acagccatgg cccccaccct ccaggatttg gtcgatatgg 180 
catctgtgca catgaaaaca aagaacttgc caatgcaaga gaagctcttc ctcttataga 240 
ggactctagt aactgtgaca ttgtcaaagc tactcaatac ggaatttttg aacgatgtaa 300 
agagttggta gaagcaggat atgatgtcag gcaaccagat aaagaaaatg tgtcgcttct 360 
tcattgggct gctattaaca acagactgga tcttgtaagg ttttatattt caaaaggtgc 420 
tgttgtagat cagttgggtg gagatttaaa ttcaactcct cttcactggg ccatccgaca 480 
aggacattta cctatggtca tattattact ccagcatggt gcagacccca ctcttattga 540 
tggagaggga ttcagcagca tccacctggc agtattgttt caacacatgc ctattatagc 600 
atatctcatc tcaaagggac agagtgtgaa tatgacagat gtaaatgggc agacacctct 660 
catgttatca gctcacaaag taattgggcc agaaccaact ggatttcttt taaagtttaa 720 
tccttctctc aatgtggttg ataaaataca ccaaaacact ccacttcact gggcagttgc 780 
agcaggaaat gttaatgcag ttgataagct tttggaagct ggttctagcc tggatatcca 840 
gaatgttaag ggagaaacac ctcttgatat ggctctacaa aacaaaaatc agctcattat 900 
tcatatgcta aaaacagaag ccaaaatgag agccaaccaa aagttcagac tttggaggtg 960 
gctgcagaaa tgcgagctct tcctgctgct gatgctttct gtgattacca tgtgggctat 1020 
tggatacata ttggacttca attcagattc ttggctttta aaaggatgtc ttctagtaac 1080 
actgtttttt ctgacatctt tgtttccaag gttcttggtt gggtataaga accttgtata 1140 
cttaccaaca gcctttctgc taagttctgt tttttggata tttatgactt ggttcatctt 1200 
attttttcct gatttagcag gagccccttt ctatttcagt ttcattttca gcatagtagc 1260 
ctttctatac tttttctata agacttgggc aactgatcca ggcttcacta aggcttctga 1320 
agaagaaaag aaagtgaata tcatcaccct tgcagaaact ggctctctgg acttcagaac 1380 
attttgtaca tcatgtctta taaggaagcc attaaggtca ctccactgcc atgtatgcaa 1440 
ctgctgtgtg gctcgatatg atcaacactg cctgtggact ggacggtgca taggttttgg 1500 
caaccatcac tattacatat tcttcttgtt tttcctttcc atggtatgag gctggattat 1560 
atatggatct ttcatctatt tgtccagtca ttgtgccaca acattcaaag aagatggatt 1620 
atggacttac ctcaatcaga ttgtggcctg ttccccttgg gttttatata tcttgatgct 1680 
agcaactttc catttctcat ggtcaacatt tttattatta aatcaactct ttcagattgc 1740 
ctttctgggc ctgacctccc atgagagaat cagcctgcag aagcagagca agcatatgaa 1800 
acagacgttg tccctcagga agacaccata caatcttgga ttcatgcagg acctggcaga 1860 
tttctttcag tgtggctgct ttggcttggt gaagccctgt gtggtagatt ggacatcaca 1920 
gtacaccatg gtctttcacc cagccaggga gaaggttctt cgctcagtat gaagaaaagc 1980 
aacccaaaac tctcaatctg atttgttttt gtttatgtcg atgccctgta gtttgaaagt 2040 
gaagtaaaga tttagaattc acctaagtcc aaaggaaaac acgtggtttt taaagccatt 2100 
aggtaaaaaa agttctcaat aaaggcatta caatttttta ggtttagaaa gatggacttt 2160 
tctgataaat cttggcagac atctaaaaaa aaaaccatat ttttcacaag aaaatgcaag 2220 
ttactttttt tggaaataat actcactgat tatggataaa atggaatatt ttcagatact 2280 
atattggctg tttcaaaata gtactattct ttaaacttgt aatttttgct aagttatttg 2340 
tctttgttgt atctataaat atgtaaaaaa tatttaaata gatgtacctg ttttgctttc 2400 
acacttaata aaaaattttt tttttgtagt tg 2432 



<210> 12275 
<211> 481 
<212> PRT 

<213> Homo sapiens 
<400> 12275 

Met Glu Gly Pro Gly Leu Gly Ser Gin Cys Arg Asn His Ser His Gly 
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<210> 12276 
<211> 3598 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (266) . . (685) 

<400> 12276 

aagtgcacgg aggagttccg ggggccaggc ggccgccgcg agtctggtat cctgagcttc 60 
gtgagttgag cgctgctgct ccgcggtgga gtcaccgcac cgctcccggg atcatggtgt 120 
tctacttcac cagcagcagc gttaattcat ctgcctacac tatttacatg ggaaaagata 180 
aatatgaaaa tgaagatctg atcaagcatg gctggcctga agatatctgg gagagaatat 240 
agaagacatc ccaaaggaag tgctgatgga otgtgcocac cttgtgaagg ccaatagcat 300 
tcaaggctgc aagatgaaca acgttaatgt ggtatatacg ccgtggtcta acctgaagaa 360 
aacagctgac atggatgtgg ggcagatagg ctttcacagg cagaaggatg taaaaattgt 420 
gacagtggag aagaaagtaa atgagatcct gaaccgatta gaaaagacca aagtcgagcg 480 
gttcccagac ctagcagcag agaaagaatg cagagatcgt gaagagagga atgagaaaaa 540 
agcccaaatt caggaaatga aaaagagaga aaaagaagaa atgaagaaga agagggaaat 600 
ggatgaactt aggagctatt catcactaat gaaagttgaa aatatgtctt caaatcagga 660 
tggoaatgat tcagatgaat tcatgtaaaa ggagaaaagg agaaaaggac ctttgaaaga 720 
tgtgaatgta gagacaattg cagacctttt ggtttcatct gtgttctgaa gtataaaata 780 
caaccaaaat tctaccttoa tcctacccag aaattattga ttttoaagtt ttaaaaaaat 840 
tgtacctttt ttgctgacag aaaaggatca gatatgtata aaatagttga acttgacagc 900 
atataactta aagtgaaaat gtttttgcca gaacatgtct tggtacottg tgaaagcagg 960 
ctgcccttgt tcttgagata gactttaaaa tgaaccagct ctgaaaagta cttctgctgc 1020 
tctggtctat ccctgaaaac agatgtcttg aaacaotttt catattctta aaataatctt 1080 
oacttctgtt aagaagaaca tgttggtggg taattatgcg aatgtttccc tgtccctgat 1140 
ttctcgatta ggcgtatggg ttttgaaaaa gagatttttc agaagattgt cagcttcagt 1200 
attcacgttc catcgtgtca tctgggtctg ttagtgtagt gaccotcagt gcagtctgtc 1260 
ccagcgttta cgtccttgct tcctctgagc ggaggcctcc atcttagtat caacatattt 1320 
aaagaaattg atggtgttca tcaagctggg gcctgtggca gttgttgcct gagoaccaag 1380 
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taacccaagc cacctatgtg acaacttctg ggcccaggag taatttctca gcattgaggg 1440 
taaaatagga tggagtgctc tgttgatcat ttgggagatg taggttacct gatttgtgcc 1500 
ttaggatgca gcgtgaagca gaagtccata ttgcaattat gattttagaa ggaactaagc 1560 
attttactca cacccacagc agcaagaatg acctcctgca gcagatattc cacctgtaat 1620 
agcactttgg aactgtgggc aaaaccaaaa ggctagtgct tccatttatt ccatgttggt 1680 
gtatggggtt gaactggaaa attccctgag gcaaaactca ctggccaaat tttgagaggg 1740 
tatagaaaat gactttagaa atgagtggtt ttgtgtatgt gtctgatgat attcagtctg 1800 
atgttccgca attttaaaag ttataataaa ataccatttt tttaatctgg aaggacattg 1860 
atatatgaat tcttagaatt tgctattaaa aagggtagcc cccattccac aagctggttt 1920 
tgagggtgat cttgctctaa aaaacctcat tcatcatagg ctcagtctga caggttctgt 1980 
acggggctat catctttctc ctcctctgct aaatgcctct ttcttccagc tgctcactgg 2040 
gtcaaaggga tgtcctttct cagatgtatt cttgatacat ctcagatgta ttcgtagctg 2100 
tgctccttcc atacttccaa ggagtccggc ttctacagaa ttcctctgta cctcacactg 2160 
caacacatgt agatagcgct tttgaaaaat acatatattt ttactatagt atgagaggtc 2220 
ctggggctca aactttaaac atttcctaac tcagcttaca ctggtttaaa atgtccaggt 2280 
ctctgctgaa ttctcttgtt gaattcatag ctctccaacc tcctctgtgt tgattcctat 2340 
gcccctaacc ctgcggcctc tttgttttat ttttttcccc atctctgttg gtcccaggga 2400 
aagcaaggaa attttctttt gaggacttat aggttgattg cccacaggtc aaactgttgg 2460 
cattgaactc ctctcatttc ttgccattgg attgtttcct aaacgttgga taggagaatt 2520 
cgaaattgtt gctattttta tgagctgtgc ccttgatcaa atctgtgctg tgggtctgag 2580 
tcattttgcc aatgtcgtct tcagtttcaa cactctgatc agcatgcagg cgaggggcat 2640 
gtttaattta cttcactaac tgctatattc tatagcttta gacttcatat ttcttatcca 2700 
cctttgtcta ggctcacgat ctttgggcga gggagctttg tcaccgtggt tgggctagaa 2760 
caaatattga gaagtttacc aacacagatg ttgagaagtt tattgaaagg cactgacatt 2820 
agcagaataa gtgatggaca ttagttgaac cccttcagtg tctatgtgtt ttattgtatt 2880 
gtctttaact cgttcttgaa gcacagattt cagcgagcct ttcagctatt cagtgccagc 2940 
ggttttcccc actcaggaaa gatggtgtga gccatacaca cagcaggatt agacggggag 3000 
agtttcagct gcagcttcta gtttaagacc aaagcccttc ctcccgctgc tgcatctgtc 3060 
tgagagggga agctcttgtt ttccaagctg gaaccgttta tgaggaaaac tgagcagggt 3120 
ggcaaaatgg aaaaggaaca attttctagt ttttcctacg cgtgatattg acgcgtgctt 3180 
tttctttgat ttgaggtaca gcatgtaaat aacaaatttc catattcaaa atgatcatat 3240 
tagagtgact gagtgacctt ttgattttga agcagactaa aatctgacca gaccacaatg 3300 
aaaagtataa aattagaaac ttaaattcca agctaaattt cagctttgac ccacctaact 3360 
ccagtgaata ggtggcagct cagaaacaag gacagcactg ctgctgccag agcaagctca 3420 
catccagctg gcacttcgtg agagctcctt cctgccgggc acgtgtgagt tcagcgtggg 3480 
caagagactt ttatgcacat tctgtcattc aaaagggaaa tgatgccaac cccagatgca 3540 
gcatgtcctg aatgaatgat ctgtaaaata caataataaa agcttatagt ttgagtag 3598 



<210> 12277 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 12277 

Met Asp Cys Ala His Leu Va I Lys A I a Asn Ser Me Gin G I y Cys Lys 

1 5 10 15 

Met Asn Asn Val Asn Val Va! Tyr Thr Pro Trp Ser Asn Leu Lys Lys 
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<210> 12278 ' ■ 

<211> 2922 

<212> DNA 

<213> Homo sapiens 

<400> 12278 

caatctttac aattttattg taaatcatag tgtgagatac agctgcaaat atagggaagt 60 
aagttcacaa actgttattt tctaaagcta aagctaacat taggccttgc tatggtagaa 120 
ctcttcactg ggttgtttct taaaaaaaat tcacgcaact gacaggagga attgtcttta 180 
ttcttgcatt aatgataaat gtaatctaca agatggcctt catggattag aaaaaggaat 240 
cagaccacaa ggaaaaagaa attgctggtt ttcactcaag atttatctag aaaagtgtac 300 
tgactaotgg aataatagtt tacccctggg ttgtaccaca gaatgagaaa ttctacaaga 360 
ttatacaact ctttttctac aagattacac tactoatatt gtttttattc cattooggaa 420 
ttagaaatta actttctaaa tatcgttttt tttctcoaaa aaaatcctct taccagctaa 480 
cctggatatg gacaaaaata tcttgattgc tgtaaaggtc tatctcccta gtaaaaatga 540 
ataaattgcc cttgaattta ttcaaggcaa tcactatcag ctgtggaaca cooaggtaaa 600 
ctaaoaoaao taggttcota cacaoaaaac aaatattota aactgtttco acagggcagc 660 
caccaaggga aaaataagga aatttaacta ttttattcta aacacttcat ttacatataa 720 
ggcaactgtg gccccaaggt tgtgatttat taacctagtt aacggcagaa gctgcactaa 780 
aacotggatc ttctacttaa aatgttgttt tggooaggcg cggtggctca cgcotgtaat 840 
cccagcactt tgggaggoca aggoggacgg atoacaaggt caggtgtttg agaccagcct 900 
ggccagoatg gtgaaacccc gtctctacta aaaatacaaa aaattagccg ggcatggtgg 960 
cctgcacctg taatcccago taottgggag gotgagtcag aattgcttga tootgggagg 1020 
oagaggttgo actgagcagt gatcacacoa ctgcactcca gtctgggtga cagagcgaga 1080 
ctccatctca aaaaaaaaaa agtttgattc ttttatcatc aagcattaat ttaatatcca 1140 
aaggcatata tttgtattta ctgtgottta aaoatttgtc tgtgcgtoaa tgctttaaag 1200 
ggacatacta tgtggtgatt cattttcaaa gtaagaattt goagaaaatg agaaacaaac 1260 
tttctgaaca ataoaatttt aatgcatact aaggctggtt aactggttag aatactaggt 1320 
taacaaggcc aaactccaga taggccaaca gcttttcaaa ccaatattoo tgacactgcc 1380 
aggaataaag aaaaotcttc actactgagg gagggacaga aaacctagaa aaataaacca 1 440 
tactaaaaga aaaagggtat tttgtttgtc actttaaago tgctttttct ttaaacggta 1500 
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cacatatttt caacattctt acaaatgggc cttctattaa aaagcaaact attgctaatt 1560 
ccatggcttt aagtggaata cttccaatca cttcctctat ccagaaaatc cgtgacacta 1620 
catgccagct actttgcata tttataactg tttaataaac tattcaaaat tagcatctaa 1680 
aataattata ctttggacac acgaaggcat atatttggtg agaacattgt aattttcatt 1740 
ttgtaaacta tatattctat attcaagtaa taacacagca ttgcctatac agaactgagg 1800 
cctgcgctga gacccaaaac ttgtcttttc ctaaatgcac cactacgaag agctaataag 1860 
aggtctgtcc agatgctaag accaggtact tcaaaatctc catcctgcgc tttacaggtc 1920 
tccagggcag ttagaacttt atctttcaga ggtggagggg cctgacagag gctttgaaac 1980 
ctattgtgca actcctccca gggcacatct tgggactcag ttccaaccca aatgcctttc 2040 
tgaaggtcat agtgcaaacg ttgaccccag tctgttagca gacccagata gacaggagac 2100 
agcgctgggt ggcggctagt cactaaagtc aaaagcccgg ctgggagggc gcgacaaaag 2160 
gcagcaaaga cttccgaatt ccccagaagc cagtggacta gcacttggct cccctctcca 2220 
ggtgatttgt ggatgccggg ttccaactct tcttggggcc gacgagacaa aggcggctgc 2280 
aacagcgcca ccgctatcac cttcaggaag ttgttctgag gcaagcgctc ccacaggctg 2340 
ctgagaaacc tggcgggacg ctccgcttcg gccttcccca cctcctgcag acgctccagc 2400 
agcagctccg cctgggtctt catcagagag tcctcctgga gatttgggtt ctctctatag 2460 
ccattgaagc gcagcatgtg caccgcagac cgccggcggg caaggcgggc caggctctct 2520 
tggagtgtct cctcatcggc gtcccggacg cccgggccgg gaaagagttg ctgcaccagg 2580 
tggtaacgag ctgcatcccc gagggcccgg ttctccagca ggcgcagaga gagcaggacg 2640 
tcacagtgac cgagggcctg gaagttcgct aatcccggaa ctggaccccg cccaaagccg 2700 
ccctcttgcc tccactggtt gtgcagccgc cgctccagag ccgtgcgaat ggggccatgc 2760 
cgaccaaagc gccgatggat gtggcgcagg tagcgcgccc actgcaaggc ccggcgcacg 2820 
gtggcggggt cccaggtgct gacgtaggta gtgcttgaga ccgccagaag ctcggaaaag 2880 
cgatccaggt gctgcagaag ggattccatg aggtgcgcga ag 2922 



<210> 12279 
<211> 1242 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (115).. (1005) 
<400> 12279 

gaagaagaat ttacaggttt taaccaagaa gatotggaag aagaaaaagg tgaaacacag 60 
gtaaaagaag cagaagattc agattctgat gataacataa agagaggaaa aoatatggac 120 
tttctgtcag attttgagat gatgttgcag cgaaaaaaga goatgagtgg caagogcaga 180 
Gggaaccgcg atggtggcao otttattagt gatgcagacg aogtcgtgag tgcoatgato 240 
gtcaagatga atgaagctgc tgaggaagac agacagttga acaatcaaaa aaagccggca 300 
ctgaaaaaat taactttact gcctgctgta gttatgcacc ttaagaagca ggaccttaaa 360 
gaaacattoa ttgacagtgg tgtgatgtct gocatcaaag aatggotctc acctctacca 420 
gataggagtt tgcotgcact caagatocgg gaggagctgc tgaagatcot gcaagagctg 480 
cctagtgtga gocaggagac cctgaagcat agtgggattg gacgagcagt gatgtatctc 540 
tataaacacc ccaaggagtc aaggtctaac aaggacatgg cagggaaatt aatcaatgag 600 
tggtotaggc ctatatttgg tcttacctca aactaoaaag gaatgacaag agaagaaagg 660 
gagcagagag atctagaaca gatgcctcaa cgacgaagaa tgaacagcac tggtggtcag 720 
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acacccagaa gagacctgga aaaggtgctg 
gatcctggat tctgtgcccg tgcaagggtc 
aggcccaaat ggaatgtgga aatggagtca 
atcagtcgac tggataaaca gatgagaaag 
gcacacgcag tgaaaatcag cattgagggc 
tgtgtcccca tctctactct aagaaatgcg 
taaaacattt ttagtgtgtc tgtaaatggt 
cacatttctc tcagttatat ttaaaaccgt 
tacttctata aactttacac aataaaattt 



acaggagagg agaaggctct tagacctgga 780 
ccaatgcctt caaacaagga ctatgttgtc 840 
tccaggtttc aggcgacctc caagaagggt 900 
ttcacagata taaggaaaaa aagcagatct 960 
aacaaaatgc cattgtgacc ttgcctggaa 1020 
caatggactc tttggagaaa gaagatattt 1080 
tcagcgtgta tcagatgttg tcataggact 1140 
tgtgtacttt gtacaaagga atactagtca 1200 
cattctggtt tt 1242 



<210> 12280 
<211> 297 
<212> PRT 

<213> Homo sapiens 



<400> 12280 
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245 250 255 

Ala Thr Ser Lys Lys Gly Me Ser Arg Leu Asp Lys Gin Met Arg Lys 

260 265 270 

Phe Thr Asp I le Arg Lys Lys Ser Arg Ser Ala His Ala Val Lys I le 

275 280 285 

Ser Me Glu Gly Asn Lys Met Pro Leu 
290 295 



<210> 12281 
<211> 3720 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (148). . (1230) 
<400> 12281 

gctctacago ggaggtggct gtggoggtgg 
cggogctcga gcggttoctg tcagggtoag 
aatcgcggag cggcgcccca gggatcgatg 
gaoggtgggc occcgtgtgc tccggggggc 
gccttcaaac agoaacggct gccagottgg 
cctattttct tcatcatcgg tctcatottc 
tccaacaaca tocgcgagat cgagattgat 
aataaatgtt tatctccgga tgtgaoacct 
aagtcatttg agggcaacgt gtttatgtat 
cgtcgttacg tgaaatctcg agatgatagt 
aatccoagta aggaatgtga accttatcga 
ggagctattg ccaacagcat gtttaatgat 
tcttatccta tacctatcgc tttgaaaaag 
gtgaaattoa gaaatoccoo tggaggagac 
aagcctgtga actggcttaa accagtttac 
ttcataaatg aggattttat tgtttggatg 
ttgtatogtc ttatagaaag gaaaagtgat 
tctttgaatg tcacatacaa ttaccctgta 
ttgagcacta tttcatggat gggaggaaaa 
gttggatcca tctcottcct totgggagtt 
aaoagtagta atacagotga cattaccatt 
catgtgcatc aaggccagto otattoaacc 
tgtcattttg aagttggoac ataacttttc 
ttccctacgg atgacttcta aaaatatatg 
atatcaacac tgtaactgct gaaatggcat 
acatgatgca tagagoctct ttcatgtgac 
gttgatgata ttatattgac atatgaagct 
gattacaaga tgtatgagta taatgacttg 
gaaagaccat atotaaataa tacaottoat 



cgctggtggc tgcggcggcg gcggcggcag 60 
coggogggcc ccctgggtgg tccacctgca 120 
gcgatgaact ataacgcgaa ggatgaagtg 180 
accgcgaaga otoggagacc ggataacacg 240 
oagcccatcc ttacggctgg cacggtgcta 300 
attcccatcg gcattggcat ttttgtcacc 360 
tatacoggaa cagagcotto cagtccctgt 420 
tgcttttgta ocattaactt caoaotggaa 480 
tatggactgt ctaatttcta tcaaaaocat 540 
caactaaatg gagattctag tgctttgctt 600 
agaaatgaag aoaaaooaat tgctoottgt 660 
acattagaat tgtttctcat tggcaatgat 720 
aaaggtattg cttggtggac agataaaaat 780 
aacctggaag aacgatttaa aggtacaaca 840 
atgctggatt ctgacccaga taataatgga 900 
cgtactgcag oattaoctac ttttcgcaag 960 
ttaoatocaa oattaccagc tggccgatac 1020 
cattattttg atggacgaaa acggatgatc 1080 
aatccatttt tggggattgo ttacatcgct 1140 
gtactgotag taattaatca taaatataga 1200 
taattttata ttatgaaagc aaatcatctg 1260 
tagctttcga atgctgatat ctggttagta 1320 
taaaaaaaag cagtctttgt tgtttgcttc 1380 
acgggtataa aaaaattagc tatattgatc 1440 
totaatgttt gctttttatt oggaoaggco 1500 
ttgtgtctac tgcttaaatc tttatgctgt 1560 
gtatatgtgt atgtattttg tggagaaagg 1620 
ctaacottto aggattoaga gaaagatgaa 1680 
cattttcatg tgtataaatg cttaaagtac 1740 
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catctttgtt gaggtggttc atgtatccag tttatccagt acagttattt gtcaagctta 1800 
gctttgattt caaaggacac gcttaccttg tctggcataa gaattaatgc tcatgtctgc 1860 
agtggttggg taggtcctgc ttaggagaat taaaaaattc ctctttccgt ttggttgaat 1920 
gttgcagtca ggaaccccaa ctcacttgga atgtttttat atgtaatcat ttcccttgaa 1980 
gcttatactt tataagggaa gaaagaattc aggtgatatg ggaaaactgc ttggcagacc 2040 
ttcatcttct gcctcaactg taaaccacat gtaaatgctt aatggagact gttttcattc 2100 
ttgtgatatt taacattcag aaaattactt cagctttgga aatactcagg ctgtttttat 2160 
tctgcaggta agtgttttga cttaagtact aatattccag aaatttttga aagcagtaac 2220 
cttaatttcc tatgtatttc attccacttt tgcatatagg tcaaatagca atgtgtatgc 2280 
acattctctt tagttaaggc accaattgtt ttggttggtt ttcctaagac atactttaaa 2340 
aagatgttct ataaatttcc tagttaaatt atggggattt tggagtatgt acatgataaa 2400 
ttataatacg tatatggttg aagttatttt attttttact aatgaattat tttaatattc 2460 
cttattgaat aaatgctgta acttgtttgc tatggaactt attcttaaag ttctagttaa 2520 
aaataatttt tccacatgca tgaaaatatg tattaatcag aggtggctta attacattga 2580 
aattgctttt ttgttgttgt ttttttactg aaataactca tgtttgtgta gaagaatgcc 2640 
tgtttactca gagtttatat tttccttcag ttatatttta aatcaaaagg tctgggtaat 2700 
gtatactttt gattaatata tacttttttt aaaaaacaaa aaacaatgta atggttaata 2760 
gtagaaatgt gccacacttt tcaagtttta tataacatat gaaattcagt taaaagaatg 2820 
tgtgtttcat aatgactttt aactggtaaa aatattactt gcacgaagta cttgatgtat 2880 
ggttatcctg aaatttcgga gtatttggtg tgttctttgt ctaaaaatag tctgttttgt 2940 
cagtccttca gaatattatt tattctgaag attgtccctc ttgcacttgg cagtttattt 3000 
tcggggatac attgttgggg gagaggggtt tctgccactc tttccagatt gagtctgtgc 3060 
tgtttaagga ggactaccat cctgcaactc tttttctaat tggggcacag aggatgtcgc 3120 
taaagaaaag ttgaagagcc ctttcagcac tttctcatct gtggagaaga tggaatctta 3180 
aaatacattt ggagttttat ctgttttaca agtccattga tggcctaagt tcctcctgtt 3240 
ttctgctgtt tgatctctaa ggaactcctg ttgctaaata tgaagagtat ggaacattca 3300 
tatagtctct gtgaagcatg gggggaggga agacatttct ttttcttata ggctttatgc 3360 
tcaaatgtca tagtctcctt tcaaagaatt gtgttgcatt ttaaatgcac ccagcttaag 3420 
tagaagacat tgaaggatgc attaattttc aggaactatt ttgaattatg aaaagattcc 3480 
caattgaaaa aattattcaa caagtaaaag ctaagaaatt tcattgaaat cataaggcag 3540 
tttaagcata aattgataaa aatagctgtg tactactaat taatagaaaa tcattcaacc 3600 
aagagaagag tcaagtgaat atcgtttgtt tatttgctag tgagtttctt tgtaacgttg 3660 
attttattaa atgataatat ttggttagta tgtcctatgt taataaaaat gaacaaaatt 3720 



<210> 12282 
<211> 361 
<212> PRT 

<213> Homo sapiens 
<400> 12282 

Met Ala Met Asn Tyr Asn Ala Lys Asp Glu Val Asp Gly Gly Pro Pro 

15 10 15 

Cys Ala Pro Gly Gly Thr Ala Lys Thr Arg Arg Pro Asp Asn Thr Ala 

20 25 30 

Phe Lys Gin Gin Arg. Leu Pro A I a Trp G I n Pro I I e Leu Thr Ala Gly 

35 40 45 

Thr Val Leu Pro Me Phe Phe lie Me Gly Leu Me Phe lie Pro Me 
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<210> 12283 
<211> 3201 
<212> DNA 
<213> Homo sapiens 
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<222> (76). . (3201) 
<400> 12283 

ctgggccgag agcgggtggc tgagccggga 
gcggcgtccg gggctatggc tgtgactctg 
agactgtaca gcaattggcg gaaaggagaa 
gtatcagtgg gtgttgatga agaaattgtt 
ctctttggtt atgaactaac tgatactatc 
atggccagca agaaaaaagt ggagttcttg 
aatgctaatg gagcccctgc catcacactg 
agtagctttg acaaaatgat tgaagccatt 
gtgttcagca aagacaaatt ccctggagag 
aaagaaggct ttgacaaaat agatatcagt 
gaggatgggg agctcaacct aatgaagaaa 
aaattcttca aggaaagagt catggaaata 
aaactggctg agtctgtgga aaaggccatt 
ccttctactg tggaaatgtg ttaccctcct 
aagttcagtg tggtgagtga caagaatcat 
ggtattcgct tcaagtctta ctgctccaac 
caagaagttc aagaaaatta taactttttg 
ttaagacatg gtgcgaagat atgtgacgtg 
cagaagccag aactgctgaa caaaattacc 
ttccgtgaag gctccctagt aatcaatagc 
gttttcagca tcaatttagg attctcagac 
gagaaaacct atgccctgtt cattggtgac 
actgttctca cttctgtgaa gaagaaagtg 
gatgaggaag aagaggagga ggagaaagat 
cgggcagcat tacttacaga aagaacaaga 
gcacatcaga aagaactagc ggctcaactc 
caaaagggag aacagcagat tcagaaagct 
tctctgatgc ctaaggaacc gcatattcgg 
gagactgtaa taatgcccgt gtttggcatt 
aatataagta tgtccgtgga aggagattat 
ggcagtgctc tgggcaggaa tgaaggcaac 
aaggaaatta cataccgagc atcaaatatt 
ttgaaccttc agaatgcttt ccgaattatt 
gaagctgaag agaaagagaa ggagggcatt 
aaccggagta atccgaaact gaaagatcta 
atgcaaggct cactggaggc ccatgtcaat 
aaagtggata ttttgtacaa taatattaag 
atgattattg tcttgcactt tcacctcaag 
acggatgtgc agttctacac agaagtggga 
catatgcatg accgagatga cctctatgct 
ctgaaaacag cctttaaaaa tttcattgag 
gaatttgaag tgccttttag ggacttggga 
ctccttcagc ccactagtag tgcgctggta 
acattggatg aggtagagct gatccacttt 
gatatggtaa tcgtctacaa ggactacagc 



cctcgcgtga ttctcggaac ccgaggagaa 60 
gacaaagacg cttattatcg gcgagtgaag 120 
gatgagtatg ccaacgttga tgccattgtt 180 
tatgccaaat caactgcctt acagacatgg 240 
atggtctttt gtgatgacaa aatcatcttt 300 
aaacagattg ccaacactaa gggcaatgag 360 
ctaatacgag aaaagaatga aagtaataag 420 
aaagaaagca agaatggcaa gaaggttgga 480 
ttcatgaaga gctggaatga ctgcctcaac 540 
gcagttgtgg catataccat cgctgtaaag 600 
gcagccagca tcacttctga agtcttcaac 660 
gttgatgcag atgagaaagt tcgacacagc 720 
gaagagaaaa aataccttgc tggggcagac 780 
atcattcaga gtggtggcaa ctataatctc 840 
atgcactttg gggctatcac ttgtgccatg 900 
cttgttcgca ctttgatggt tgatccttct 960 
ctccagcttc aagaggagct gctgaaggaa 1020 
tataacgctg tcatggacgt ggttaaaaaa 1080 
aaaaacctag ggtttgggat gggaattgaa 1140 
aaaaatcaat acaaactgaa gaaaggaatg 1200 
ctgactaaca aggaggggaa aaagccagaa 1260 
acagtgcttg tggatgagga tggcccagct 1320 
aagaatgtgg ggattttcct aaagaatgaa 1380 
gaggcagagg accttttggg aagaggttct 1440 
aatgaaatga ctgcagaaga gaagcgaaga 1500 
aatgaagaag caaagaggcg attgactgaa 1560 
cgcaagtcta atgtgtccta taaaaaccca 1620 
gaaatgaaga tctacatcga taagaaatat 1680 
gcaacaccgt ttcacattgc cacaatcaag 1740 
acttacttgc gaatcaactt ttattgccca 1800 
atctttccta accctgaagc gacttttgtc 1860 
aaggcacccg gagaacagac agtaccagcc 1920 
aaagaagtac agaaacgtta taaaactcga 1980 
gtaaaacaag actcactggt gatcaatcta 2040 
tacattcgcc caaatattgc ccaaaagagg 2100 
ggcttccgct tcacatctgt tcgaggagac 2160 
catgctttgt tccagccctg tgatggagaa 2220 
aatgccatca tgtttgggaa gaagcggcac 2280 
gagataacca cggacttggg gaaacatcag 2340 
gagcagatgg aacgagaaat gaggcacaaa 2400 
aaagtagagg ctctaactaa ggaggaactg 2460 
tttaacggag ctccctatag gagtacctgc 2520 
aatgctacgg aatggccacc ttttgtggtg 2580 
gagcgggtcc agtttcacct gaagaacttt 2640 
aagaaagtga ccatgatcaa cgccattcct 2700 
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gtagcctctc ttgaccccat caaggaatgg 
ggagtacagt ccctcaactg gactaaaatc 
ttcttcgaac aaggtggctg gtctttcctg 
gaaggggatt cagagtctga aattgaagat 
gaagaggaag aggaggacag tgatgaagat 
tctaaggagt cattgggtag tgaagaagag 
gaagcccgaa aagcggaccg agaaagtcgt 
atgagccgga agaggaaggc atctgtgcac 
agacacagct ctgcaccccc c 



ttgaattcct gcgacctgaa atacacagaa 2760 
atgaagacca ttgttgatga ccctgagggc 2820 
gagcctgagg gtgaggggag tgatgctgaa 2880 
gagactttta atccttcaga agatgactat 2940 
tattcatcag aagcagaaga gtcagactat 3000 
agtggaaagg attgggatga actggaggaa 3060 
tacgaggaag aagaagaaca aagtcgaagt 3120 
agttcgggcc gtggctctaa ccgtggttcc 3180 

3201 



<210> 12284 
<211> 1042 
<212> PRT 

<213> Homo sapiens 
<400> 12284 

Met Ala Val Thr Leu Asp Lys Asp Ala Tyr Tyr Arg Arg Val Lys Arg 

15 10 15 

Leu Tyr Ser Asn Trp Arg Lys Gly Glu Asp Glu Tyr Ala Asn Val Asp 

20 25 30 

Ala Me Val Val Ser Val Gly Val Asp Glu Glu Me Val Tyr Ala Lys 

35 40 45 

Ser Thr Ala Leu Gin Thr Trp Leu Phe Gly Tyr Glu Leu Thr Asp Thr 

50 55 60 

I le Met Val Phe Cys Asp Asp Lys Me Me Phe Met Ala Ser Lys Lys 
65 70 75 80 

Lys Val Glu Phe Leu Lys Gin Me Ala Asn Thr Lys Gly Asn Glu Asn 

85 90 95 

Ala Asn Gly Ala Pro Ala Me Thr Leu Leu Me Arg Glu Lys Asn Glu 

100 105 110 

Ser Asn Lys Ser Ser Phe Asp Lys Met Me Glu Ala Me Lys Glu Ser 

115 120 125 

Lys Asn Gly Lys Lys Val Gly Val Phe Ser Lys Asp Lys Phe Pro Gly 

130 135 140 

Glu Phe Met Lys Ser Trp Asn Asp Cys Leu Asn Lys Glu Gly Phe Asp 
145 150 155 160 

Lys Me Asp Me Ser Ala Val Val Ala Tyr Thr Me Ala Val Lys Glu 

165 170 175 

Asp Gly Glu Leu Asn Leu Met Lys Lys Ala Ala Ser I le Thr Ser Glu 

180 185 190 

Val Phe Asn Lys Phe Phe Lys Glu Arg Val Met Glu Me Val Asp Ala 

195 200 205 

Asp Glu Lys Val Arg His Ser Lys Leu Ala Glu Ser Val Glu Lys Ala 

210 215 220 

Me Glu Glu Lys Lys Tyr Leu Ala Gly Ala Asp Pro Ser Thr Val Glu 
225 230 235 240 

Met Cys Tyr Pro Pro Me Me Gin Ser Gly Gly Asn Tyr Asn Leu Lys 
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fi\it Ak-O- ^Iii Ma+ a yrr Mio 

u 1 u Arg u 1 u inex Arg n i s 


Lys 


Leu 


Lys 


1 nr 


Ala Phe Lys 


Asn 


PHa I 1 A 

rne 1 1 e 


770 


77^ 
/ /o 










780 








\ t I \ \/o \/o 1 ^ 1 1 1 A 1 4 1 Al 1 

u 1 u Lys, va 1 u 1 u a i a Leu 


1 nr 


Lys 


ft 1 11 

U 1 U 


ft 1 II 

u 1 U 


Leu 


Glu 


Phe 


ft 1 1 1 

U 1 u 


va 1 rro 


If^R 7Qn 










795 








ouu 


PI^A A^tT Aon 1 Al 1 ^1 \/ PI^A 

rne Arg Asp Leu u i y rne 


Asn 


u 1 y 


A 1 o 

A 1 a 


rro 


Tyr Arg Ser 


i nr 


uys Leu 


DUO 








P1 o 
O 1 u 










O 1 o 


1 All \ r% Prrt TKr" QAr" Cav* 

Leu u 1 n rro i nr oer oer 


A 1 o 

A 1 a 


Leu 


va 1 


Asn 


Ala 


Thr 


Glu 


Tr-n 

1 rp 


rro rro 








ozo 










ooU 




PkiA \/o 1 Uo 1 TkiK* 1 Al 1 Aon 

rne vai va i inr Leu Asp 


U 1 U 


va 1 


ft 1 1 1 

U 1 U 


Leu 


Me 


His 


Phe 


ft 1 1 1 

13 1 U 


Arg va 1 


ooO 




PAH 










845 






■ 2 1 tf% Dn A l-l 1 A 1 A II 1 ««A A/^ a*^ 

u 1 n rne n i s Leu Lys Asn 


PkiA 

rne 


Asp 


Ma+ 


Wo 1 
V3 1 


1 le 


Vai 


Tyr 


Lys 


Asp Tyr 


oou 


oOO 










860 








QAt^ 1 wo 1 \tG Met 1 TKii^ Ma+ 

oer Lys Lys va i i nr me x 


i 1 A 
1 1 e 


Asn 


A 1 o 

A 1 a 


1 1 A 

1 1 e 


Pro 


Vai 


Ala 


oer 


Leu ASp 


OOO o/u 










875 








QQO 

oou 


Pt^n 1 1 A 1 \#o ^ III *T*^n 1 Al 1 

rro 1 1 e Lys u i u i rp Leu 


Asn 


oer 


0\/0 

oys 


Asp 


Leu 


Lys 


Tyr 


1 nr 


ft 1 1 1 ft 1 1# 

i3 1 u uiy 


OOO 








RQO 

0«7U 










OifO 


\/o 1 ^ 1 n Qak" 1 All Aon Tr'n 

va 1 u 1 n oer Leu Asn i rp 


Thr- 

i nr 


1 \/o 

Lys 


1 1 A 

1 1 e 


nnex 


Lys 


Thr 


1 le 


va 1 


ASp ASp 








QOR 

%7UO 










Q1 o 
if 1 u 




Pr-n 1 1 1 Alu PKa PhiA (^\tt 

rro u 1 u u 1 y rne rne u i u 


n 1 n 

u 1 n 


u 1 y 


ft 1 \/ 
u 1 y 


1 rp 


Ser 


Phe 


Leu 


ft 1 1 1 

U 1 u 


P»*n ft 1 1 1 

rro u 1 u 


9 1 o 














925 






1 \/ 1 1 1 i^\\t ^Ar* Aon Alo 

uiy ulu 13 ly oer Asp Aia 


Glu 


Glu 


ft 1 v 

u 1 y 


Asp 


Ser 


Glu 


Ser 


ft 1 11 

U 1 u 


Ma ft 1 I I 

lie u 1 u 


570V/ 


935 










940 








Asp Glu Thr Phe Asn Pro 


Ser 


Glu 


Asp 


Asp 


Tyr Glu Glu 


Glu 


Glu Glu 


945 950 










955 








960 


Asp Ser Asp Glu Asp Tyr 


Ser 


Ser 


Glu 


Ala 


Glu 


Glu 


Ser 


Asp 


Tyr Ser 


965 








970 










975 


Lys Glu Ser Leu Gly Ser 


Glu 


Glu 


Glu 


Ser 


Gly Lys Asp 


Trp 


Asp Glu 


980 






985 










990 




Leu Glu Glu Glu Ala Arg 


Lys 


Ala 


Asp 


Arg 


Glu Ser Arg 


Tyr 


Glu Glu 


995 


1000 








1005 






Glu Glu Glu Gin Ser Arg 


Ser 


Met 


Ser 


Arg 


Lys Arg Lys 


Ala 


Ser Vai 
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1010 1015 1020 

His Ser Ser Gly Arg Gly Ser Asn Arg Gly Ser Arg His Ser Ser Ala 

1025 1030 1035 1040 
Pro Pro 



<210> 12285 

<211> 2273 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (81). . (1895) 

<400> 12285 

agtgcccgcg cagogttgag ttgcacagcg 
ccacagtgcG ggccacagag atggtggaag 
ttcgcgcgcg ggtgGtccog ggccaggogg 
gtcogoaggg cogcgccttg cggctcgcag 
ctgcactgaa taatgattcc agccagaatg 
gtggcgtgga aactttgggg aaggagotot 
ttcatttcgg aatgaaaggc ttcatcatga 
gagcttctcc tgttttggaa gtgcagctca 
cagtagaact oagaaaotca atggaaagoc 
atgtatgttc acctgaattt agtttcttga 
gccggatgct aggtgatgtg ctaatggatc 
tcaaaaatga agctotottt gacagtggto 
oagatgaaca gatGoatcac. ctoatgaaaa 
ggtgccgtaa agcaggactt gctctctcta 
gtggtcagtg ocactgcaga ataaotgtgt 
atttctgtGG tcaGtgtcaa aaagaaaatc 
ctagaaatao tataatoagt tggacatcta 
ctcggaagtc ggaagagcao tggaoctgtg 
ctaaggcatg tgatgcttgc ttgacctcaa 
aaaattGtac tgtotttago oacttaatga 
ataoagaagt caagatcaac aggaaaaotg 
attttagcaa taaatccagt actttggaaa 
aggagtttoa aaactctoct cotgotagtg 
agaagacaac aaacgatata aotcaactat 
gttcagaatc taaattattt agtccagcac 
oaooagagct taaaagctgc aaccotggat 
cagatggccc togtacctta aatcctgaca 
gcatcctccg agttgtgagg aaggatgggg 
ctctacctag agaagoacaa tgtggatttt 
gcaaccatgg caagcgttcc aocatgaaaa 
agaatttttt tgtgtgtcct cttgggaagg 



gtattctcac caggocotgc aatcggtggg 60 
gaccaggctg tactctgaat ggagagaaga 120 
tgaccggcgt goggggaagc gotctgcgga 180 
octcoacggt tgtggtctoc cogcaggctg 240 
tcttgagcct gtttaatgga tatgtttaca 300 
ttatgtactt tggaocaaaa gotttacgga 360 
ttaatccact tgagtataaa tataaaaatg 420 
ccaaagattt gatttgtttc tttgactcat 480 
aaoagagaat aagaatgatg aaagaattag 540 
gagcagaaag tgaagttaaa aaacagaaag 600 
agaacgtatt gcctggagta gggaacatoa 660 
tcoacocagc tgttaaagtt tgtcaattaa 720 
tgatacgtga tttcagcatt ctcttttaca 780 
aacactataa ggtttacaag cgtcctaatt 840 
gcogctttgg ggacaataac agaatgacat 900 
Gtcaacatgt tgacatatgo aagctaocga 960 
gcagggtgga toatgttatg gaotocgtgg 1020 
tggtgtgtac tttaatcaat aagccctott 1080 
ggcctattga ttcagtgctc aagagtgaag 1140 
agtacccgtg taatactttt ggaaaacoto 1200 
catttggaac tacaactott gtcttgactg 1260 
gaaaaacaaa gcaaaaccag atactagatg 1320 
tgtgtttgaa tgatatacag oaccGotcoa 1380 
Goagoaaagt aaacatatca cctacaatca 1440 
ataaaaaaco gaaaacagcc cactactcat 1500 
attctaacag tgaacttcaa attaatatga 1560 
gccctcgctg cagtaaacac aaccgcctct 1620 
aaaacaaggg caggcagttt tatgcotgtc 1680 
ttgaatgggo agatttgtcc ttcccattot 1740 
cagtattgaa gattggacct aacaatggaa 1800 
aaaaacaatg caattttttc cagtgggcag 1860 
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aaaatgggcc aggaataaaa attattcctg 
tagtctcttc aaactgtgta taatgtttgg 
atatctatga tacattgaaa agttactgca 
tgtgtgccat ctttccattg ttggctacgt 
tatttcatcg gatatacagc atattccatt 
acgataaagt gtttttagta tgcttttagt 
tttttaggaa aggattatgc gacacaataa 



gatgctaata tctgtagatt ctctggcatt 1920 
tcctcctctg tttcatagaa aagtcataga 1980 
atatttgaga actgttcttt ttttttcttg 2040 
cttttctttt gccttgatga acgttctatg 2100 
taggatgtgt atttaatgca tttagtaatg 2160 
ctcttgtaac tggggagaag cagtgttttt 2220 
aataagatat tctgtctgta gtg 2273 



<210> 12286 
<211> 605 
<212> PRT 

<213> Homo sapiens 



<400> 12286 



Met 


va 1 


u 1 U (a 1 y rro 


u ly 


Cys 


1 nr 


Leu 


Asn 


u 1 y (3 1 u 


Lys 


1 le Arg Ala 


1 




o 










•i A 
10 






1 b 


Arg 


va 1 


Leu rro u 1 y 


b 1 n 


A 1 A 

A 1 a 


va 1 


1 nr 


la 1 y 


va 1 Arg 


(3 1 y 


oer Ala Leu 






OA 








oc 
ZO 








OA 

30 


Arg 


oer 


rro u 1 n la 1 y 


Arg 


A 1 a 


Leu 


Arg 


Leu 


A 1 0 A 1 0 

Ala Ala 


oer 


inr val vai 












40 








4o 




1 

va 1 




rro u 1 n A 1 a 


A 1 4 

A 1 a 


A 1 a 


Leu 


Asn 


Asn 


Asp Ser 


0 A 
oer 


13 1 n Asn va 1 




oU 














CA 

bU 






Leu 


oer 


Leu rne Asn 


13 1 y 


Tyr 


va 1 


Tyr 


ocr 


u 1 y va 1 


1 1 1 
u 1 u 


inr Leu uiy 


65 






70 










75 




80 


Lys 


Glu 


Leu Phe Met 


Tyr 


Phe 


Gly 


Pro 


Lys 


Ala Leu 


Arg 


1 le His Phe 






85 










90 






95 


Gly 


Met 


Lys Gly Phe 


1 le 


Met 


1 le 


Asn 


Pro 


Leu Glu 


Tyr 


Lys Tyr Lys 






100 








105 








110 


Asn 


Gly 


Ala Ser Pro 


Val 


Leu 


Glu 


Val 


Gin 


Leu Thr 


Lys 


Asp Leu 1 1 e 






115 






120 








125 




Cys 


Phe 


Phe Asp Ser 


Ser 


Val 


Glu 


Leu 


Arg 


Asn Ser 


Met 


Glu Ser Gin 




130 






135 








140 






Gin 


Arg 


Me Arg Met 


Met 


Lys 


Glu 


Leu 


Asp 


Val Cys 


Ser 


Pro Glu Phe 


145 






150 










155 




160 


Ser 


Phe 


Leu Arg Ala 


Glu 


Ser 


Glu 


Val 


Lys 


Lys Gin 


Lys 


Gly Arg Met 






165 










170 






175 


Leu 


Gly 


Asp Val Leu 


Met 


Asp 


Gin 


Asn 


Val 


Leu Pro 


Gly 


Val Gly Asn 






180 








185 








190 


1 le 


1 le 


Lys Asn Glu 


Ala 


Leu 


Phe 


Asp 


Ser 


Gly Leu 


His 


Pro Ala Val 






195 






200 








205 




Lys 


Val 


Cys Gin Leu 


Thr 


Asp 


Glu 


Gin 


1 le 


His His 


Leu 


Met Lys Met 




210 






215 








220 






1 le 


Arg 


Asp Phe Ser 


1 le 


Leu 


Phe 


Tyr 


Arg 


Cys Arg 


Lys 


Ala Gly Leu 


225 






230 










235 




240 


Ala 


Leu 


Ser Lys His 


Tyr 


Lys 


Val 


Tyr 


Lys 


Arg Pro 


Asn 


Cys Gly Gin 






245 










250 






255 


Cys 


His 


Cys Arg 1 1 e 


Thr 


Val 


Cys 


Arg 


Phe 


Gly Asp 


Asn 


Asn Arg Met 









9fin 
zou 










1 nr 


Tyr 


rhe 


Cys 


rro 


n 1 S 


uys 


u 1 n 
















ZoU 


1 1 A 

1 1 e 


uys 


Lys 


Leu 


rro 


1 nr 


Arg 


Asn 














Z90 




Arg 


va 1 


Asp 


n 1 S 


va 1 


Mex 


Asp 


oer 


one 










oi n 






Irp 


1 nr 


Cys 


va 1 


va 1 


oys 


1 hr 


Leu 


















Cys 


Asp 


A 1 <k 

A 1 a 


Cys 


Leu 


1 hr 


oer 


Arg 








o4U 










u 1 u 


Pill 
U 1 u 


Asn 


oer 


1 hr 


va 1 


rhe 


ber 


















1 nr 


rhe 


u 1 y 


Lys 


D w A 

Pro 


H 1 S 


1 hr 


U 1 U 




O /U 










O/O 




rhe 


u ly 


1 hr 


1 hr 


1 hr 


Leu 


Va 1 


Leu 












oon 






1 nr 


Leu 


13 1 U 


A — ^ 

Arg 


Lys 


1 hr 


Lys 


u 1 n 










4Uo 








u 1 n 


Asn 


Ser 


Pro 


Pro 


A 1 A 

A 1 a 


Ser 


I/a I 

Va 1 








>i on 
4ZU 










ber 


Lys 


Lys 


1 hr 


1 hr 


Asn 


A ^_ 

Asp 


1 1 A 

1 le 






4oO 










AAf\ 

44U 


1 1 ^ 
1 1 e 


ber 


Pro 


1 hr 


1 1 A 
1 le 


ber 


ber 


ulU 














400 




Lys 


Lys 


Pro 


Lys 


1 hr 


A 1 M 

A 1 a 


H 1 S 


Tyr 


4oo 
















A - — 

Asn 


Pro 


u ly 


Tyr 


ber 


A AM 

Asn 


ber 


li 1 u 










4oo 








D v> A 

rro 


Arg 


1 hr 


Leu 


Asn 


rro 


Asp 


Ser 








OUU 










Leu 


Cys 


1 1 e 


Leu 


Arg 


va 1 


va 1 


Arg 






CI K 

olo 










COA 
OZU 


u 1 n 


rhe 


Tyr 


A 1 A 

Ala 


Cys 


Pro 


1 • 
Leu 


Pro 




530 










535 




Glu 


Trp 


Ala 


Asp 


Leu 


Ser 


Phe 


Pro 


545 










550 






Thr 


Met 


Lys 


Thr 


Val 


Leu 


Lys 


1 le 










565 








Phe 


Val 


Cys 


Pro 


Leu 


Gly 


Lys 


Glu 








580 










Ala 


Glu 


Asn 


Gly 


Pro 


Gly 


1 le 


Lys 






595 










600 
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zoo 






o7n 
Z /U 




Lys 


Pill 

u 1 U 


Asn Pro 


din HIS 


Wa 1 A A A 

Val Asp 








ZoD 




\ nr 


1 1 ex 

\ \ e 


1 1 e oer 


1 rp 1 hr 


Ser Ser 






onn 






va 1 


A 1 a 


Arg Lys 


Cam- 1 1 1 

ber u 1 u 


1 ■ ■ u : A 
u 1 U His 






01 c 
o ID 




oon 
ozU 


1 le 


Asn 


Lys Pro 


Ser Ser 


1 «<A A 1 A 

Lys Ala 




oon 






ooc 
ooD 


rro 


1 1 A 

1 1 e 


Asp oer 


\/a 1 1 A| 1 

va 1 Leu 


Lys Ser 


o^c 
o4o 






oKn 

^ oDU 




H 1 S 


Leu 


Met Lys 


Tyr Pro 


Cys Asn 








ODD 




l#A 1 

Va 1 


Lys 


1 1 A A A»^ 

1 1 e Asn 


Arg Lys 


TI>«M- A 1 A 

1 hr A 1 a 






oon 
ooU 






\ nr 


Asp 


rhe ber 


Asn Lys 


Ser Ser 






ooc 




>inn 
4UU 


Asn 


u 1 n 


1 1 e Leu 


A An /2 1 ■ I 

Asp u 1 U 


ulu Phe 




>i 1 n 
4 1 U 






41 D 


Cys 


1 Ai ■ 

Leu 


Asn Asp 


1 1 A 1 A 

lie bin 


His Pro 


4ZO 






it on 
4oU 




1 hr 


u 1 n 


Leu Ser 


Ser Lys 


V/a 1 A AA 

Va 1 Asn 








AA^ 
44D 




ber 


Lys 


1 Al ■ DW«A 

Leu rhe 


Ser Pro 


A 1 A u : A 
Ala HIS 






4oU 






Ser 


Ser 


Pro u 1 u 


Leu Lys 


Ser Cys 






Ann 
4/D 




A on 

4oU 


1 Al ■ 

Leu 


(i 1 n 


1 1 A A A A 

1 le Asn 


Met Ihr 


A AA 1 

Asp uly 




ii on 

4yu 






4yD 


rro 


Arg 


Cys Ser 


1 *#A u : A 
Lys n 1 S 


Asn Arg 


DUD 






K1 n 
D 1 U 




1 t*A 

Lys 


A AM 

Asp 


u 1 y 13 1 u 


Asn Lys 


G 1 y Arg 








ozo 




Arg 


Glu 


Ala Gin 


Cys Gly 


Phe Phe 






540 






Phe 


Cys 


Asn His 


Gly Lys 


Arg Ser 






555 




560 


Gly 


Pro 


Asn Asn 


Gly Lys 


Asn Phe 




570 






575 


Lys 


Gin 


Cys Asn 


Phe Phe 


Gin Trp 


585 






590 




1 le 


1 le 


Pro Gly 


Cys 





605 



<210> 12287 
<211> 2591 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (72), . (1400) 

<400> 12287 

agaaagttac tgggagataa cttcgaagga ttttgcaaca aattcgagct gtccgactct 60 
gagaatgaga catgaaaaat gctgtaattg gaaacaaoaa gcagaaagco aatctcattg 120 
ttttaggagc tgttccaaga ttgttgtact tgcttcagca agaaacctca agcacagggc 180 
tgaaaaotga atgtgcagtg gtgttgggaa gtcttgotat gggtaotgaa aacaatgtoa 240 
agtctctaot ggactgccat attatocctg octtattgca aggactactg tccccagacc 300 
tgaagtttat tgaagcttgc ctccgatgcc tgcgtaccat cttcaccagt cctgtcactc 360 
cagaggagct actgtataca gatgocaoag tgataccaca cctcatggca ctgottagca 420 
ggtcGcgcta tacccaggag tacatctgtc agatcttctc acactgctgt aaagggccag 480 
atcatcaaao aattttattt aaccacggtg cagttcagaa tattgctcao otactaacot 540 
cactgtccta oaaagttcga atgcaagcac tgaaatgttt ctoagtttta gottttgaaa 600 
acccccaggt atcgatgacc ctggtaaatg ttttggttga tggagaattg ttaocaoaga 660 
tttttgtgaa gatgttaoag agggataagc otattgagat gcagctcaca toagoaaaat 720 
gtttaactta catgtgtaga gctggagcaa ttcggacaga tgataactgt attgtattaa 780 
agacattaco ttgtttggtt cgaatgtgca gtaaggagag attactagag gagagagttg 840 
aaggagctga gacacttgcc tatctgattg aaccagatgt tgagctacag agaatcgcta 900 
gcataactga tcacctoatt gcogtgcttg ctgattattt caagtatccc agctoagtga 960 
gtgocatoac tgatattaaa aggcttgatc atgatttaaa acatgctcac gaactccgcc 1020 
aggctgcatt caagctctat gcctctcttg gagcaaatga tgaagacatc cggaagaaga 1080 
tcattgagac tgaaaatatg atggaoogaa ttgtgactgg cttgtotgag tctagtgtca 1140 
aggtgcggtt agctgccgtc agatgtttgc acagtttatc cagatctgtg cagcagcttc 1200 
gaaccagttt coaggatcat gctgtttgga aacctttaat gaaggtttta caaaatgcac 1260 
cagatgaaat Gctagtggta goatcttcca tgctgtgtaa tcttcttctt gaattttctc 1320 
caagcaaaga gccaattttg gaatcaggag ccgtagagct actttgtgga ttaactcaga 1380 
gtgaaaatoo tgtttacgag tgaatggaat ttgggcttta atgaatatgg oatttcaggo 1440 
tgaacaaaaa ataaaagcag atattttacg aagcttgagt actgaacagc tattccggtt 1500 
attatoagat tcagatttga atgtgctgat gaagacattg ggacttctta gaaatctcct 1560 
ctccactcgt octcatatag ataaaataat gagtactcat ggaaagcaaa ttatgcaagc 1620 
cgtcactctt attctagaag gggaacataa cattgaggto aaagagcaga oaotgtgoat 1680 
ottagcoaac atagoggatg ggacaacagc aaaagatctt attatgacca atgatgatat 1740 
octacagaaa atcaagtatt acatgggcca ttcacatgtt aaactgcagc ttgcagccat 1800 
gttttgtata tcaaacctca tatggaatga agaggaaggt tcaoaagaao gccaggataa 1860 
attacgagac atgggcatcg tagatattct acacaaactg agtcagtcac cagattcaaa 1920 
cctttgtgac aaggcaaaga tggcactgca gcagtacctg goatgatggg agtgcccctg 1980 
ggcacctgcg agcatcocac ctccttgttt aaggaagtac aggaaccago ctcatttgat 2040 
tccttctatt tgcacaagto accttggact gcagggagct gttttgcaaa agoagtttag 2100 
taggcttaga tctoaaattc atottgagaa catttttttg aggtagtaat ttcotcagaa 2160 
gactcttgtg ttttgttttg gttttttttt ctgagctact cggactcttt attagaacaa 2220 
tcaatcattt toctttggac otaoaatttt tgcctatgct goagocactt tgtgagtgag 2280 
aatgaatatg tctgtgtgaa cacacaggca tgcgtgtgta tgtgcacgta catgggccag 2340 
aatgaatgga tgtgtgtgtg tgagggatao ctcagatttt tottttotta ttttgtgtga 2400 
aaatctcttt tctacagatt ttccagggtt taagcattgo ttgctgtata aaaaacttta 2460 
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ctgaattata tacagtttgaatgaaatgtt attttaaaaa caaaacaatt gttaagtgtt 2520 
ccataaaggt tatgttgaat tttggtcaga tgaatatttg taagtaaaaa atatatgcat 2580 
ttctgaacct c 2591 



<210> 12288 




<211> 443 




<212> PRT 




<213> Homo sapiens 




<400> 12288 




mC L 


Lys Asn Ala Val 


lie u 1 y Moll 


1 
1 




5 




TO 1 


Leu Gly Ala Val 


Prrt Ar'cr 1 oi i 

rr%j Mr g luu 






20 






Ser 


Thr Gly Leu 


Lys 1 nr u 1 u 






35 




A 1 9 


Met 


Gly Thr Glu 


Aon Aon \/o 1 
noil noil Va 1 




50 




OO 


1 1 c 


Pro 


Ala Leu Leu 


u 1 n u 1 y L.6U 


OO 






/u 


U 1 u 


Ala Cys Leu Arg 


^\#o 1 All Ar*nr 

uys i_eu Arg 






85 




Prn 


Glu 


Glu Leu Leu 


X\/r* XKiK* Aon 

1 y r 1 1 ir nop 






100 






Leu 


Leu Ser Arg 


ocr ni s 1 y • 






115 


1 on 


r 1 IKS 


Ser His Cys Cys 


1 vQ n 1 V Prn 
i_yo vJiy tf\j 




130 




1 m 
1 oO 


His 


Gly Ala Val Gin 


Aon 1 1 o Ala 
not 1 lie n 1 a 


145 






1 Rn 

1 OU 


Lys 


Val 


Arg Met Gin 


Ala 1 1 1 \#c 
n 1 a L.CU i-yo 






165 




Asn 


Pro 
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<210> 12289 
<211> 2416 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (1289) 

<400> 12289 

tatccaagga catgagcagt ttaoacatot cacccaattc agggaatgtc actagtgoat 60 
ctgggtctca gatggcaagc ggcatcagco tggtctoctt caacagccga cccgaoggoa 120 
tgcaccagcg ctcctactca gtctccagtg ccgaccagtg gagtgaggot acggtcattg 180 
caaactoggc catcagcagt gacaoagggo tgggtgactc cgtatgctcc agccooagta 240 
tctccagcao caccagoccc aagctcgaco cgocccccto ccctcacgcc aacagaaaga 300 
/ agcaccgaag gaagaaaago actagcaact tcaaagccga cggcctgtcc ggcactgctg 360 
aagaaoaaga agaaaatttt gagtttatca ttgtgtccct caotggooaa aoatggcact 420 
ttgaagocao gaogtatgag gagcgggaog cotgggtcca agcoatcgag agccagatcc 480 
tggccagcct gcagtcgtgc gagagcagoa agaacaagtc ccggctgacg agccagagcg 540 
aggccatggc CGtgoagtcg atccggaaca tgogcgggaa ctcccactgt gtggactgcg 600 
agaocoagaa tccoaactgg gccagtttga acttgggagc cctcatgtgc atcgaatgot 660 
cagggatcca ccggaatctt ggcacccacc tttcccgagt ccgatctctg gacctggatg 720 
actggcoaat cgagctoato aaggtgatgt catccatcgg gaacgagota gccaacagog 780 
totgggaaga gagcagocag gggcggacga aaccatoggt agactccaca agggaagaga 840 
aggaacggtg gatccgtgcc aagtacgagc agaagctctt cctggcoccg ctgccctgca 900 
cggagotgtc ootgggccag cacctgctgc gggccaccgc cgacgaggac ctgcggacgg 960 
ccatcctgct gctggcacac ggctcccggg acgaggtgaa ogagacctgc ggggagggag 1020 
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acggccgcac ggcgctgcat ctggcctgcc gcaaggggaa tgtggtcctg gcgcagctcc 1080 
tgatctggta cggagtggac gtcacggccc gagatgccca cgggaacaca gcgctggcct 1140 
acgcccggca ggcctccagc caggagtgca tcgacgtgct gctgcagtac ggctgccccg 1200 
acgagcgctt cgtgctcatg gccaccccca acctgtccag gagaaacaat aaccggaaca 1260 
acagcagtgg gagggtgccc accatcatct gaggaacagc cgtgcccgcc tgctcgccgc 1320 
acctgggacg cggcagcctc gccgcattct cgctcagaag tcacagcacg tgagtcccgt 1380 
cgcatcccct ccctcttcct ggtggccacc tccctcccgc ccacccactc tcaccccaaa 1440 
caaaatcaca aaacctggac atcctcaagg ggcgaagagg cggccgggag actgcagaag 1500 
tggctccttt tcataaactc ccctaaacca cacacaggag agagcgacgg gcctcggccc 1560 
tttgatgata gcacatggcg caggaccctt gtcctggggg ctcaagggat ggggacgcga 1620 
gggggagggg aggcgaggaa caaggagaag gggcaacttt ccttaactgg cagttgagca 1680 
catagtacat ttcccctcta ccaaacggaa cacttggatt ccatctcttc tctgaggagc 1740 
tcgacggcat aaatcagaag caagcacaga gtttgtcagg tttgaagccc ctatgatggt 1800 
gtgtgtcaaa tcagttgtag ctaatctgtc cagggagaat actggcttca ttacacttgt 1860 
acagccgagt tcttcccgca ttactgctgt ttaatagaac gtgattagtc atcgccgaga 1920 
agaaagcata ttagccgagg aggtagtcac gcggcacgcg ccggtgattg ccacgatgtg 1980 
attgcaatac tcttagaagc accatattat cccagacatg ttctttcaag cccttggagc 2040 
cctctctaaa ttcactgtca tcatttagta tctgtttaat ttttcagtcc aaagagagga 2100 
aatcagtcgc tgagtattat ttgactccgg tctccttggt gcaaaaacaa aatgggaaaa 2160 
ataaataaga ataactcaga aactcaaaag gaaaccacaa attcagctaa taatagcatt 2220 
tcgagtatat ttcgtaaact aaggaaatac acaaaaggct gtttgttccg actgtaagag 2280 
atatttgatg tccttttgcc gaggtggatg tgttagtctc aggccctcct ggaccacgtt 2340 
gcccaagtca cacaggcttc tgtgttatgt atttagataa gatgtgtgaa aatatatttg 2400 
aataaaagaa gttcat 2416 



<210> 12290 
<211> 426 
<212> PRT 

<213> Homo sapiens 



<400> 12290 
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<210> 12291 
<211> 2457 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (154). . (879) 
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<400> 12291 

acaggaagtg aagagcttcc gccgggagac 
cctgcggcga cgacgtcgtc gacgggggtg 
ctctctcgga agccggatcc cgagccgggc 
cgctaccagg tgcttcttaa tgaagaggat 
cctacttcaa acccagcacc gcagattgtg 
actgactctt cccctccacc atatagtagt 
acagaagttt acggtgagtt ttatcccgtg 
cctacatacg atgaagctga gaaggctaaa 
acatctcaaa gaattcagga ggaagagtgt 
cagctcagag tggggaatga tggcattttc 
aactggcttg gattttgttt atccttctgt 
gctatctgcg gatttggcct ttccttgatc 
tattttactg gatatttcaa tggacagtat 
ctgctccttt tcttcagagg atttgttaat 
atggcagctg ctcatagaac aaggtatttc 
attcctttct tataccaatg tgaaatttcc 
aagactacta ataacagaag acaaattagt 
gcagggtggt ttttgcttac aagccatttc 
tgttttgcac atatgcatat gtgcccattt 
taaagttgta gcagttaagt ccagtcacat 
gagttgagtg gataaacagt cttccagctt 
tagtataata aaaatgaaat tcttaaccat 
tcatctggca gttctacaca tgaaacatct 
gtgctgatta ttagaaagga tttgtcagat 
ggaaaactct tcctgtaaat aaccatgcat 
ttgtgtccag atagctttca ctaattttaa 
gtatactcat atatatacac acacacacat 
tagaatttgt tttaggacaa attttaagaa 
aaaaataaat tttattttaa gggacatact 
atttttagga ttgcccatct taagagatct 
ttatttcatt taagataatt ttcaaagtta 
tttgtctttt aaaaggccaa taaaatatct 
ttaatttgta aagcttagca aataaaatct 
tttaggatta acttgtaaaa aacatatcct 
agttatggaa atgtgtttgt ggcatatagg 
tgtagccact attataactg gaatttaatt 
tgcaaatcat tttatgtctc atctgttttt 
caacatttaa aatgatggta ttttatcttt 
tggaccttat aaaattgatt tcttatttat 
aactattcag ggacattttt ccatttccaa 
ttctgtattt tctaattttt tcattgtctt 



cgcggctgca ggaacggagg cggaaggggc 60 
gccgtgggag ctgagcacgg agaagactcc 120 
aggatggatc accaccagcc ggggactggg 180 
aactcagaat catcggctat agagcagcca 240 
caggctgcgt cttcagcacc agcacttgaa 300 
attactigtgg aagtacctac aacttcagat 360 
ccacctccct atagcgttgc tacctctctt 420 
gctgctgcaa tggcagctgc agcagcagaa 480 
ccaccaagag atgacttcag tgatgcagac 540 
atgctggcat ttttcatggc atttattttc 600 
atcaccaata ccatagctgg aaggtatggt 660 
aaatggatcc ttattgtcag gttttctgat 720 
tggctttggt ggatatttct tgtacttggc 780 
tatctaaaag tcagaaacat gtctgaaagt 840 
ttcttattgt agagactgca tcaacccgac 900 
agatcatctg taaacctaca actttaatag 960 
gaagaaaaga cggagtttcg aaattgaatg 1020 
tgttcattct ttaagtatct atatttcatt 1080 
aagatatttg catatacttg atagaaacca 1140 
ttggttaatc agtgtttgat ataattgaaa 1200 
gtaaatgcca ttgacttctg acctgacatt 1260 
gtcaaatgat ttagtttctg gctcttagac 1320 
tttgttatat aaggtgtatt gaaacctgca 1380 
ttttgaacat gatatttaca ttattattta 1440 
aacttacttt ctgcaatgtt ttcttagaaa 1500 
attaagtgaa ctaaatatat atgtgtatat 1560 
atatatatct agaaacgtga gtgttaaaga 1620 
aatgtgggaa taccaaatgt cctttataag 1680 
agttttaggg attttcagat gggaagctgc 1740 
tgcaggaaga gattgtatta gatattatat 1800 
attttctaaa taagataatt ctcatttgtg 1860 
ttcagtatca ttgtaataat tttttagagt 1920 
tgtactatga atagcttctt gctttatgac 1980 
gaactgagat atgcaaaata ctcattttca 2040 
actgtggggt ctgtgtgtgt agtgagagtg 2100 
tacattcata aactactata tttcccatct 2160 
cctttcggtt atatctttgg ttttgaatac 2220 
taaacttaaa aattatttaa tacagctata 2280 
tattagacat tactactaaa aggtacatct 2340 
aaaataaaat ttattatgct ttataacctc 2400 
tgataaataa aacagttttg ttttgct 2457 



<210> 12292 
<211> 242 
<212> PRT 
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<213> Homo sapiens 



<400> 12292 
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Phe Arg Gly Phe 


Val Asn Tyr Leu 


Lys Val Arg 




210 


215 


220 






Asn 


Met Ser Glu Ser 


Met Ala Ala Ala 


His Arg Thr Arg 


Tyr Phe Phe 


225 




230 


235 




240 


Leu 


Leu 











<210> 12293 
<211> 3051 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (79) . . (2700) 

<400> 12293 

agaaccgotg tggcaccgct actccgtgcc gogcccgtcg agcattgcgt tgctgcattg 60 
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cgccccaccg actccactat gttgaagaaa 
ggctccaacc cattccagca ccttgagaag 
aatgaaactc ccatcaaccc tcggaaatgt 
ataaaccagg gggagcacct ggggaccacg 
aagctctttc agtccaatga tcccacactc 
atgtcttgca ttgcagagga tgtcatcatt 
gggaaagaag acaactaccg gggcccggcc 
accatgctgc aggctattga gcgctacatg 
gtctccagct ctgccctcgt gtcttccttg 
aagcgctggg tgaatgaggc tcaggaggca 
cacgcactag ggctcctgta ccatgtgcgt 
atcagcaagg tcacacggca tggccttaag 
gtggccagca agcagctgga agaggaggat 
atcgagagct gcttgcgcaa caagcacgag 
gtcaatctgc caggctgcag tgccaaagag 
ttctgcagct cacccaaggc tgctctccgc 
gccatgaagc atccgtcagc tgtgacagct 
gattcaaacc gcagcattgc cacgctggcc 
agcagcatcg accgcctcat gaagcagatc 
ttcaaggtgg tggttgtcca ggccatcagt 
gccgtcctta tgaacttcct gttcaccatg 
cgcgctatcg tggactgcat catcagcatc 
gggctgtcac atctgtgcga gttcatcgag 
attctacatc tcctgggcca ggaggggccc 
ttcatctata accgagtggt cttggagcat 
ctggcgaagt ttggagccca gaatgaagag 
aggtgtgtga tggatgatga caatgaagta 
ctggagcaga agcagaaggc ccttaatgca 
atccctggtc tggagagggc tctgcagcag 
gacctcaagt ctgtgcccct ggccacggcg 
cccatcacag cagtcaaaca gcctgagaaa 
gagcagttgg cagcagtgcc agtgttccgc 
gagcccgtgg ccctcaccga gtcagagacg 
ttcaccaacc acatggtttt tcagtttgac 
gagaatgtca cagtgcagat ggagcccact 
gcccggagcc tgccctacaa ccagcccggg 
gaagacccca cagctgtggc ctgcacattc 
tgtgatccca ccactgggga gactgatgac 
gatctggaag ttactgtagc tgatcacatt 
gcctgggatg aggtagggga tgaatttgag 
aagacacttg aagaggctgt gggtaatatt 
aggtcagaca aagtgccgga taacaagaac 
cggggtggtc atgacatcct gatgcgctcc 
caggtgacag ccagaagttt ggaggagctg 
taagaggcca gcctgcatag gacctcatac 
ttcctcatga aactggcaga aaccccttcc 
tcattgcaga ttttttttta ttctgctccc 
tttttttttt tttttttttt aaatagggga 



ttcgacaaga aggatgagga gtcaggtgga 120 
agtgcggtac tccaggaggc ccgtgtattt 180 
gcccacatcc tcaccaagat tctttatctc 240 
gaagcgaccg aggccttctt tgccatgacc 300 
cgtcggatgt gctacttgac catcaaggag 360 
gtcaccagca gcctaacaaa agacatgact 420 
gtgcgagccc tctgccagat cactgatagc 480 
aaacaagcca ttgtggacaa ggtgcccagt 540 
cacctgctga agtgcagctt tgacgtggtc 600 
gcatccagtg ataacatcat ggtccagtac 660 
aagaatgacc gcctagccgt caataagatg 720 
tctccctttg cctactgcat gatgatccgg 780 
ggcagccgtg acagcccact gtttgacttc 840 
atggtggtgt atgaagccgc ctcggccatc 900 
ctggccccgg ctgtgtcagt gctccagctt 960 
tatgctgctg ttcgtaccct caataaggtt 1020 
tgtaatctgg atctggagaa cctggtcaca 1080 
atcaccaccc tccttaagac gggcagcgag 1140 
tcctccttca tgtcagaaat ctcggatgaa 1200 
gccctgtgtc agaaatatcc tcgcaaacac 1260 
ctgcgggaag agggtggctt tgagtataag 1320 
attgaagaga actcagagag caaggagaca 1380 
gactgcgagt tcacagtgct ggccacccgt 1440 
aagaccacca atccctcaaa gtacatccgc 1500 
gaggaggtcc gggcaggtgc tgtgagtgct 1560 
atgttaccca gtatcttggt gttgctgaag 1620 
agggaccgag ccaccttcta cctaaatgtc 1680 
ggctatatcc taaatggtct gactgtgtcc 1740 
tacactctag aaccatcaga aaaacctttt 1800 
cccatggcag agcagagaac agaaagtacc 1860 
gtggcagcta ccaggcagga gatcttccag 1920 
ggtcttgggc ccctcttcaa gtcctcgcct 1980 
gagtatgtca tccgctgcac caaacacacc 2040 
tgcacaaaca cactcaatga ccagaccttg 2100 
gaggcctatg aggtgctctg ttacgtgcct 2160 
acctgctaca cactggtggc actgcccaaa 2220 
agctgcatga tgaagttcac tgtcaaggac 2280 
gaaggctatg aggatgagta tgtgctggaa 2340 
caaaaggtca tgaaactgaa cttcgaagca 2400 
aagggggaaa cgttcacctt gtctaccatc 2460 
gtgaagttct tgggaatgca cccttgtgag 2520 
acccacacgt tgctcctggc tggtgtgttc 2580 
cggctgctgc ttttggacac agtgacaata 2640 
ccagtagaca tcatcttggc atctgtggga 2700 
ccttccccaa cactacctgg aagttgtgcc 2760 
caagcttctg tattgaaaaa caattaggaa 2820 
acctcccacc cgggactact tgctggtgac 2880 
tgattttagc ttgtcctaaa tcttgctgtc 2940 
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cacccttcca ggaaagggac attgtaaatg aataaaacat tctcaactcc tcttgaatct 3000 
atcccccaag aaaccatctt atccctgtaa taaatcagca tgtatttatt g 3051 



<210> 12294 
<211> 874 
<212> PRT 

<213> Homo sapiens 



<400> 12294 
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Phe 


Cys 


Ser 
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Pro Lys 
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Leu Arg 




290 




295 










300 
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lyr 


Ala Ala Va 1 Alg 1 nr LcU 


Aon 1 \/ o 

Asn Lys 


Vai 


Ala Met Lys 


M 1 o Pr-n CAr- 

n 1 5 rro oer 
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<210> 12295 
<211> 2510 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (344). , (1945) 
<400> 12295 

atggcttggg taocaoaact tcoggtgcgo ctttctttac agttcgtaag gttcataggo 60 
ggrtggtcct gggctccagg aaccactgca aottggggag ttggatatca cttctgatga 120 
attcatootg gatgaagtgg atgttcacat toaggoaaat otggaggatg agttagtaaa 180 
ggaagctctt aaaacgggtg tagatctccg tcactattca aagcaagttg agctggagct 240 
acagcagatt gaacagaaat ocattcggga ttatattcaa gagagtgaga atatagoatc 300 
totacacaac cagatoacag cotgtgatgc tgtcctggag cgaatggagc agatgttggg 360 
agcttttcag agtgacctca gctccatcag ctctgagatc cggacactgc aggaacagtc 420 
aggagooatg aacattogac ttcgaaatog ocaggoagtt cgggggaaac ttggggagct 480 
tgttgatggt ctggtggtgc cttctgctct ggtcacggca attctggagg ctccagtgac 540 
agagcccagg ttcttggagc agctacagga gctggatgcc aaggcagccg cagtcagaga 600 
goaggaagot agaggcacag cagcctgogo agatgtcaga ggcgtgctcg atcggctccg 660 
ggtcaaggca gtgacgaaga tccgagagtt tatcctccag aagatttatt ccttcaggaa 720 
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acccatgacc aactatcaga tcccccagac ggccctgctg aagtacaggt tcttctatca 780 
gtttctgctg ggcaatgaac gagcaacagc aaaggagatc agggatgaat atgtggagac 840 
gctgagcaag atttacctgt cttactaccg ctcttacctg gggcggctca tgaaggtgca 900 
gtatccattt gaggccctct tccgcagcca gcactacgcc ctcctagaca attcctgccg 960 
cgaatacctt ttcatctgtg aattttttgt tgtgtctggc ccagctgcac acgacctgtt 1020 
ccatgctgtc atgggccgta cactcagcat gaccctgaaa cacctggatt cttatctagc 1080 
tgactgctac gatgccattg ctgtttttct ctgtatccac attgttctcc ggttccgtaa 1140 
cattgcagca aagagggatg ttcctgccct ggacaggtac tgggaacagg tgcttgcctt 1200 
gctatggcca cggtttgaac tgatcctgga gatgaatgtt cagagcgtcc gaagcactga 1260 
cccccagcgc ctaggggggt tggatactcg gccccactat atcacacgcc gttatgcaga 1320 
gttctcctcc gctcttgtca gtatcaacca gacaattcct aatgaacgga ccatgcaatt 1380 
gctgggacag ctgcaggtgg aggtggagaa ttttgtcctc cgagtggcag ctgagttctc 1440 
ctcaaggaag gagcagcttg tgtttctgat caacaactat gacatgatgc tgggtgtgct 1500 
gatggagcgg gctgcagatg acagcaaaga ggttgagagc ttccagcagc tgctcaatgc 1560 
tcggacacag gaattcattg aagagttgct gtctccccct tttgggggtt tagtggcatt 1620 
tgtgaaggag gctgaggctt tgattgagcg tggacaggct gagcgacttc gaggggaaga 1680 
agcccgggta actcagctga tccgtggcct tggtagttcc tggaaatcat cagtggaatc 1740 
tctgagtcag gatgtaatgc ggagtttcac caacttcaga aatggcacca gtatcattca 1800 
gggagcgctg acccagccga tccagctcta tcatcgcttc caccgggtgc tgtcccagcc 1860 
gcagctccga gccctccctg cccgggctga gctcatcaac attcaccacc ttatggtgga 1920 
gctcaagaag cataagccca acttctgatg tgccagaaac cgccctgaga tctgccggtc 1980 
atctccatgg acttctgcac cccattccat acccttcttc acctggggta ccccttccag 2040 
ttttcccctt gcttcccagg cccttgacat ggcttacctg ccttcactcc cagcaccttg 2100 
cccaacagga taagctggat ccccttggcc ttctgaatat cccagtgtct tcaggtttcc 2160 
caagaccact tccctgtggg cttccaaaat ggcctttatc atttctccag tctgtcaccc 2220 
tcctttcctg ctcccataca cccaaggctt gtttcttccc ctgtaaaaac cactgcctca 2280 
atctctggtt cactcaacta gtcaccatgt cctgaggcat gaagcctcct cagctcttgg 2340 
aattgctggc aaggggtgac tgcctctgag tcattgtgtt tttcaaagtg atttcttttc 2400 
tgtagctttt tgacctaaga tctcagcaat ttgaacacta acctctcccc tcctggctca 2460 
agaattactc cgaagtcagt ctgcagaaaa taaatattta gtatgacatg 2510 



12296 
534 
PRT 

Homo sapiens 
<400> 12296 

Met Glu Gin Met Leu Gly Ala Phe Gin Ser Asp Leu Ser Ser 1le Ser 

15 10 15 

Ser Glu Me Arg Thr Leu Gin Glu Gin Ser Gly Ala Met Asn Me Arg 

20 25 30 

Leu Arg Asn Arg Gin Ala Val Arg Gly Lys Leu Gly Glu Leu Val Asp 

35 40 45 

Gly Leu Val Val Pro Ser Ala Leu Val Thr Ala Me Leu Glu Ala Pro 

50 55 60 

Val Thr Glu Pro Arg Phe Leu Glu Gin Leu Gin Glu Leu Asp Ala Lys 
65 70 75 80 
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Ala A 1 £1 Ala Msil 
Ala Ala Ala Vol 


Avar n 1 1 1 
Arg U 1 U 


(^\r\ III 
u 1 n u 1 U 




oo 




Asp va 1 Ar g u 1 y 


Msil 1 AI 1 

va 1 Leu 


Aon A I*" o" 

Asp Arg 


1 xjyj 






1 lo hr'tr f^lti PkiA 

1 1 e Ar g u 1 u rne 


1 1 A 1 AI 1 

1 1 e Leu 


fl\ r\ 1 wo 

u 1 n Lys 


1 m 

1 1 o 




1 9n 
1 zu 


Tl^^ A 1 n 

1 nr Asn i yr u i n 


1 i A Pr-n 

1 1 e rro 


u 1 n 1 nr 


1 9n 




1 oO 


1 yr u 1 n rne i-eu 


1 AI 1 1 \/ 

Leu u 1 y 


Aon ^ 1 1 1 

Asn u 1 u 


I HO 


1 i^n 

1 OU 




Aon 1 1 1 T\t^ \/4 1 

Asp u 1 u 1 yr va i 


u 1 u 1 nr 


L6U oer 




1 uo 




oer i yr i-eii uiy 


Arg Leu 


Ma+ I \/o 

mex Lys 


1 ftfi 

1 oU 






rne Arg oer u 1 n 


H 1 s Tyr 


A 1 4 1 At ■ 

A 1 a Leu 


1 




^ 9nn 
zuu 


Leu rne i i e uys 


^hi Pho 

u 1 u rne 


PhA Vo 1 

rne va i 


91 n 

^ 1 u 




91 R 
Z 1 o 


i-eu rne n i s a i a 


\/o 1 Ma+ 

va 1 ifie L 


u 1 y Arg 




zou 




1 Ai ■ Aon 

Leu Asp oer i yr 


1 AI 1 A 1 4 

Leu A 1 a 


Asp uys 








oys lie n 1 s lie 


\/o 1 1 AI 1 

va 1 Leu 


h.vrr PktA 

Arg rne 








\/o 1 Pr-n A 1 ^ 1 Ai 1 

va 1 rro Aia Leu 


Aon A k** fx 

Asp Arg 


lyr Trp 


z /o 




9pn 

ZOU 


Pr'n Ar-rr PhiA /3 1 i i 

rro Arg rne u \ u 


Leu 1 1 e 


Leu u 1 u 


9Qn 




Z^O 


Tkir* Aon Pr'n 1 n 

1 nr Asp rro u i n 


A f AT 1 AI 1 

Arg Leu 


u 1 y u 1 y 


oUO 


O 1 \J 




TWi** Ai^cr Ai'"cr T*#k* 

1 nr Arg Arg i yr 


A i o 1^ 1 1 1 
A 1 a u 1 u 


PkiA Ca»^ 

rne oer 




oZO 




Tl^^ 1 1 A Pfn Aon 

1 nr 1 1 e rro Asn 


u 1 u Arg 


inr mex 


o*+u 






niii \/o 1 1 1 1 Aon 

u 1 u va 1 u 1 u Asn 


PkiA Mix 1 

rne va i 


Leu Arg 


ooo 






l\/o ^lii ^In Iaii 

Lys u 1 u u 1 n Leu 


l/o 1 PHa 
va 1 rne 


Leu 1 1 e 








\/o 1 1 Ai 1 Ma4- fXl II 

Va 1 Leu Me L u 1 u 


Arg A 1 a 


Ala Asp 


385 


390 




Gin Gin Leu Leu 


Asn Ala 


Arg Thr 




405 




Ser Pro Pro Phe 


Gly Gly 


Leu Val 


420 






Leu Me G 1 u Arg 


Gly Gin 


Ala Glu 


435 




440 


Va! Thr Gin Leu 


1 1 e Arg 


Gly Leu 


450 




455 



A 1 o Ar'O' ft 1 \t Tl*ii^ A 1 o 

Aia Arg u 1 y inr Aia 


A 1 o 

A 1 a 


P\/o A 1 o 

oys A 1 a 






51 0 


1 AI 1 Ai^nr V/o 1 1 \#o A 1 4 

Leu Arg va 1 Lys Aia 


va 1 


Thr Lys 


1 f\R 
1 uo 


1 1 n 

1 1 u 




1 1 A T\t^ Qav PkiA Ar-rr 

1 le 1 yr oer rne Arg 


Lys 


rro mex 


1 9^ 
1 zo 






A 1 o 1 AI 1 1 AI 1 1 %#o nr%/v 
Aia Leu Leu Lys lyr 


Arg 


PkiA PkiA 

rne rne 


1 An 

1 f u 






Arg Aia 1 nr a i a Lys 


ft 1 1 1 

U 1 u 


1 1 e Arg 


1 oo 




1 fin 

1 OU 


1 %#0 1 1 A 1 AI 1 Oa^ 

Lys 1 le 1 yr Leu oer 


Tyr 


Tyr Arg 


1 /u 




1 7^; 
1 /o 


\/o 1 ft 1 n Ti/i^ Pii^n PkiA 

va 1 u 1 n 1 yr rro rne 


ft 1 1 1 

U 1 u 


A i A 1 Ai I 

A 1 a Leu 


1 oo 


1 Qfl 
1 if u 




1 A.I ■ A o n A ^ 1^ O A ^ §^\f 

Leu Asp Asn oer oys 


Arg 


ft 1 1 1 Txrv 

UIU 1 yr 


zuo 






\/o 1 Cak* ft 1 \/ PK'n A 1 o 

va 1 oer uiy rro Aia 


A 1 o 

A 1 a 


U 1 A A Al^ 

n 1 S ASP 


99n 
zzu 






TkiK* 1 AI 1 Ca^ Ma-I- TKv- 

1 nr Leu oer mex i nr 


Leu 


Lys rl 1 s 


0*iR 
ZoO 




ZhU 


^r%fi^ A A 1^ A 1 A 11 A A 1 A 

1 yr Asp Aia lie Aia 


V/4 1 

va 1 


rne Leu 


ZOU 




Zoo 


Arg Asn lie Aia Aia 


Lys 


Arg Asp 


zoo 


9"7n 
z/u 




ft 1 1 1 ft 1 n X/o 1 1 AI 1 A 1 4 

ulu u 1 n va 1 Leu Aia 


Leu 


Leu Trp 


Zoo 






Ma^I- Ae>n l/o 1 ft 1 n Ca»» 

mex Asn vai uin oer 


V/a I 

va 1 


Arg Ser 


oUU 






1 AI 1 A A 1^ 1 A ^ /ir D^^% 

Leu Asp inr Arg rro 


M i o 

n 1 s 


T\#r- 1 1 A 

1 yr 1 1 e 


o 1 o 




Q9n 

r OZU 


OaV a 1 4 1 AI 1 \/4 1 OaV 

oer Aia Leu vai oer 


I 1 A 

I I e 


Asn u 1 n 


OOU 






ft 1 n 1 AI 1 1 AI 1 ft 1 %# ft 1 n 

u 1 n Leu Leu uiy u i n 


Leu 


ft 1 n 1 

u 1 n va 1 


"iAR 
O'+O 


OOU 




Vol Alo Alo ft III PhA 

vai Aia Aia uiu rne 


ocr 


Ser Arg 


oOO 






Aon Aon Xi#v Aon Ma^ 

Asn Asn 1 yr Asp mex 


mex 


1 AI 1 ft 1 \# 

Leu u 1 y 


OOKJ 






Asp Ser Lys Glu Val 


Glu 


Ser Phe 


395 




400 


Gin Glu Phe 1 le Glu 


Glu 


Leu Leu 


410 




415 


Ala Phe Val Lys Glu 


Ala 


Glu Ala 


425 


430 




Arg Leu Arg Gly Glu 


Glu 


Ala Arg 


445 






Gly Ser Ser Trp Lys 


Ser 


Ser Val 



460 
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6lu Ser Leu Ser Gin Asp Val Met Arg Ser Phe Thr Asn Phe Arg Asn 
465 470 475 480 

Gly Thr Ser Me Me Gin Gly Ala Leu Thr Gin Pro Me Gin Leu Tyr 

485 490 495 

His Arg Phe His Arg Val Leu Ser Gin Pro Gin Leu Arg Ala Leu Pro 

500 505 510 

Ala Arg Ala Glu Leu I le Asn Me His His Leu Met Val Glu Leu Lys 

515 520 525 

Lys His Lys Pro Asn Phe 
530 



<210> 12297 

<211> 2536 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1085). . (2128) 
<400> 12297 

cgattccagc caatgaagct gtttgctata tgcctgaatc aaagtatgot gttgtgaaat 60 
gttctaagtc tggagacctc tacgtaotgg cggcagataa agtagcatct gttgcttcta 120 
ctttggaaac aacatttgag actatttcaa cactttcagg tgtagatttg gaaaatggta 180 
cttgcagtca tooattaatt cctgataaag cctotcotot tttacotgoa aatcatgtga 240 
ccatggcaaa aggaacggga ttggttcaca cagccccagc tcatggtatg gaagactacg 300 
gtgtagcgtc tcagcacaac ctgocoatgg attgtctagt ggacgaagat ggagttttca 360 
cagatgttgc aggtcctgaa ottcaaaaca aggctgtoct tgaagaggga actgatgtgg 420 
ttataaagat gcttcagact gcaaagaatt tgttgaaaga ggagaaattg gtgcatagct 480 
atccgtatga ctggaggaoc aagaaaoctg tggttattcg tgccagcaag cagtggttta 540 
taaacatcac ggatattaag actgcagooa aggaattgtt aaaaaaggtg aaatttattc 600 
ctggatcagc actgaatggc atggttgaaa tgatggacag gcggcatatt ggtgtatatc 660 
aaggcaaaga gtttggggtg ttcoaattcc tgtgtttcat cataagacoa aggatgaata 720 
cttgatoaac agccaaacca ctgagcatat tgttaaacta gtggaacaac acggcagtga 780 
tatctggtgg actcttcccc ctgaacaact tcttccaaaa gaagtcttat ctgaggttgg 840 
tggooctgat goottggaat atgtgocagg toaggatatt ttggacatct ggtttgatag 900 
cggaacttca tggtcttatg ttcttccagg tcctgaccaa agagcagatt tgtacttgga 960 
aggaaaagac cagctcgggg gttggtttoa gtcatcctta ttaacaagtg tggcagcaag 1 020 
gaagagagoa cottataaga cagtgattgt tcatggattt acoottggag aaaagggaga 1080 
aaagatgtcc aagtctcttg ggaatgtcat toatoctgat gttgtcgtta atggaggaca 1140 
agatcaaagc aaagagoctc cgtatggtgc tgatgtcott cgctggtggg tagotgattc 1200 
oaatgtctto accgaagttg oaattggccc atccgtgotc aatgctgcca gagatgatat 1260 
tagcaagott aggaatacac ttcgctttct tttgggaaat gtggctgatt tcaacccaga 1320 
aacagattco atccctgtaa acgatatgta tgtoatagao oagtacatgc tacacttaot 1380 
goaggatttg goaaacaaga ttaccgaatt atacaaacaa tatgattttg gaaaagttgt 1440 
tcggctgtta cggacgtttt ataccagaga gctctctaac ttttatttca gtataatcaa 1500 
agataggoto tattgtgaaa aggaaaatga occcaaacga cgctcttgtc agaotgcatt 1560 
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agttgaaatt ttggatgtaa tagttcgttc 
agaggtgttc cagcacatac cttatattaa 
gattagtact agttctatct ggaaaaagcc 
tgcaatgcga gactcatttc ttggaagcat 
tatcactgtg atagaacctg gactgctttt 
gacttccagc acctctcagt tgaatgaatt 
tcaggaacca cgagagatga ctgcagatgt 
cttagaaggt ggtgatattc gtgaagagtc 
gaaagaaaaa tgcccccgtt gttggaagta 
tcgatgtgca gaagttgtca gtggaaaata 
cctgacagta ctggctagaa gtttggatgg 
atttaggtaa tgagtggatg agtaaatggt 
aagaagtatt tcctgtaact atagaaagaa 
gtgtgtgtgt atctgtggat ggatatatgt 
cttattcaga acatagatat gtattcagct 
tttatatttt ataaatcatc ttttgactct 
ggcattctgg aaaaat 



ttttgctccc attcttcctc acctggctga 1620 
agagcccaag agtgttttcc gtactgggtg 1680 
cgggttggaa gaagctgtgg agagtgcgtg 1740 
ccctggcaaa aatgcagctg agtacaaggt 1800 
tgagataata gagatgctgc agtctgaaga 1860 
aatgatggct tctgagtcaa ctttactggc 1920 
aatcgagctt aaagggaaat tcctcatcaa 1980 
ttcctataaa gtaattgtca tgccgactac 2040 
tacagcggag tcttcagata cactgtgtcc 2100 
gtattaacag ctcactcgag caagaaccct 2160 
attatttaca atataggaaa gaaagccaag 2220 
ggaggatggg agtcaaaatc agaattatag 2280 
ttatgtatat atacatgcag aaatatatat 2340 
atatctcttc ctatatatat ccatagtgga 2400 
tgtcttcaaa tacggccaag cagaaaatgt 2460 
gtatttaaat tctatgatac tgaaaataaa 2520 

2536 



<210> 12298 
<211> 348 
<212> PRT 

<213> Homo sapiens 



<400> 12298 



Met 


Ser 


Lys 


Ser Leu 


Gly 


Asn 


Val 


1 le 


His 


Pro Asp 


Val 


Val 


Val 


Asn 


1 






5 










10 








15 




Gly 


Gly 


Gin 


Asp Gin 


Ser 


Lys 


Glu 


Pro 


Pro 


Tyr Gly 


Ala 


Asp 


Val 


Leu 








20 








25 








30 






Arg 


Trp 


Trp 


Val Ala 


Asp 


Ser 


Asn 


Val 


Phe 


Thr Glu 


Val 


Ala 


1 le 


Gly 






35 








40 








45 








Pro 


Ser 


Val 


Leu Asn 


Ala 


Ala 


Arg 


Asp 


Asp 


1 le Ser 


Lys 


Leu 


Arg 


Asn 




50 








55 








60 










Thr 


Leu 


Arg 


Phe Leu 


Leu 


Gly 


Asn 


Val 


Ala 


Asp Phe 


Asn 


Pro 


Glu 


Thr 


65 








70 










75 








80 


Asp 


Ser 


1 le 


Pro Val 


Asn 


Asp 


Met 


Tyr 


Val 


1 1 e Asp 


Gin 


Tyr 


Met 


Leu 








85 










90 








95 




His 


Leu 


Leu 


Gin Asp 


Leu 


Ala 


Asn 


Lys 


1 le 


Thr Glu 


Leu 


Tyr 


Lys 


Gin 








100 








105 








110 






Tyr 


Asp 


Phe 


Gly Lys 


Val 


Val 


Arg 


Leu 


Leu 


Arg Thr 


Phe 


Tyr 


Thr 


Arg 






115 








120 








125 








Glu 


Leu 


Ser 


Asn Phe 


Tyr 


Phe 


Ser 


1 le 


1 le 


Lys Asp 


Arg 


Leu- 


Tyr 


Cys 




130 








135 








140 










Glu 


Lys 


Glu 


Asn Asp 


Pro 


Lys 


Arg 


Arg 


Ser 


Cys Gin 


Thr 


Ala 


Leu 


Val 


145 








150 










155 








160 


Glu 


1 le 


Leu 


Asp Val 


1 le 


Val 


Arg 


Ser 


Phe 


Ala Pro 


1 le 


Leu 


Pro 


His 








165 










170 








175 




Leu 


Ala 


Glu 


Glu Val 


Phe 


Gin 


His 


1 le 


Pro 


Tyr lie 


Lys 


Glu 


Pro 


Lys 
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1 Qf\ 
1 OU 






1 Qc; 

1 oO 








1 on 
1 yu 




oer 


va 1 


rne 


Arg 


1 nr la 1 y i rp 


\ \ e 


O A ^ 

oer 


1 nr 


oer oer 


1 1 e 


Trp Lys 


Lys 












9nn 








9nc 
zuo 






rrO 


u 1 y 


Leu 


u 1 U 


u 1 u Ala va 1 


U 1 u 


oer 


A 1 a 


oys A 1 a 


wet 


Arg Asp 


oer 




91 n 














99n 
zzu 








rne 


Leu 


u 1 y 


ocr 


\ 1 e r ro 13 1 y 


Lys 


Asn 


A 1 o 

A 1 a 


A 1 4 1 1 1 

A 1 a u 1 u 


Tyr 


Lys va 1 


1 1 £k 

1 1 e 


ZZO 








9Qn 








9*3 1; 

ZoO 






Z*fU 


1 nr 




1 1 a 

1 1 e 


13 1 U 


rro u 1 y Leu 


Leu 


Phe 


u 1 u 


1 1 A t \ A 

lie lie 


fit It 
u 1 U 


Mex Leu 


O 1 n 

13 1 n 










Z'tO 






zou 






zoo 






u 1 U 


u 1 u 


1 nr 


Oab* Tt^^ 

oer oer inr 


Ser 


Gin 


Leu 


Asn Glu 


Leu 


Met Met 


A 1 

A 1 a 














265 








97n 
z /u 




Ser 


Glu 


Ser 


Thr 


Leu Leu Ala 


Gin 


Glu 


Pro 


Arg Glu 


Met 


Thr Ala 


Asp 






275 






280 








285 






Val 


1 le 


Glu 


Leu 


Lys Gly Lys 


Phe 


Leu 


1 le 


Asn Leu 


Glu 


Gly Gly 


Asp 




290 






295 








300 








1 le 


Arg 


Glu 


Glu 


Ser Ser Tyr 


Lys Val 


1 le 


Val Met 


Pro 


Thr Thr 


Lys 


305 








310 








315 






320 


Glu 


Lys 


Cys 


Pro 


Arg Cys Trp 


Lys 


Tyr 


Thr 


Ala Glu 


Ser 


Ser Asp 


Thr 










325 






330 






335 




Leu 


Cys 


Pro 


Arg 


Cys Ala Glu 


Val 


Val 


Ser 


Gly Lys 









340 345 



<210> 12299 
<211> 2368 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1028). . (2164) 
<400> 12299 

aaatgtctga tgctcagggc agctacaaac tggatgaago tcaggctgtc ttgagagaaa 60 
caaaagooat oaaaaaggot attacctgtg gggaaaagga aaagcaagat ctcattaaga 120 
gccttgocat gttgaaggac ggcttccgca ctgacagggg gtctcactca gacctgtggt 180 
ccagcagcag ctctccggag agttcgagtt tcccgctacc gaaacagtac ctggatgtga 240 
gctcocagao agacatctcg ggaagcttog goatcaacag oaaoaatcag ttggcagaga 300 
aggtcagatt gcgccttcga tatgaagagg ctaagagaag gatcgccaac ctgaagatcc 360 
agctggocaa gottgaoagt gaggcctggc ctggggtgct ggactcagag agggacoggo 420 
tgatccttat caaogagaag gaggagctgo tgaaggagat gcgcttcatc agccGcogca 480 
agtggaccGc ctcotggctg gtgatgcctt cctcaactcc ttggagtttg aagacccgga 540 
gctgagtgcc aotctttgtg aaotgagoct tggtaacagc goooaggaaa gatacoggct 600 
ggaggaacca ggaacggagg gcaagcagct gggccaagct gtgaataogg cocaggggtg 660 
tggcctgaaa gtggcctgtg tctcagccgc cgtatoggao gagtcagtgg ctggagacag 720 
tggtgtgtac gaggottccg tgcagagact gggtgcttca gaagotgctg catttgacag 780 
tgacgaatog gaagcagtgg gtgcgacccg aattcagatt gooctgaagt atgatgagaa 840 
gaataagcaa tttgcaatat taatoatcca gctgagtaao ctttctgctc tgttgcagoa 900 



-5990/13211- 



acaagaccag aaagtgaata tccgcgtggc 
cctgttccgg acccggcctc tggacgcctc 
ggtatccatg tcctatccag cccttcacca 
cgacaggagc catctggaag agtgcctggg 
ccggtctggg gagaggtcga ctcgctggta 
acagagcagg gagctcaagc cagtgggagt 
ggacgctgtg tctgctctgt tggaacagac 
caggagcagc acacagacac tggaagacag 
ggcagtagcc gaggaagagg aggaggaggt 
caccgagaaa gcctcacctg atatggatgg 
caacacggag accccggccc catcccccac 
caccccgtcc caggggccat ttcttcgagg 
cccaggaccc cagagccagt acgtgtgccg 
tctgtccaaa aagccacctt ttgttcgaaa 
gcggccttcc tcggtcaagt cgctgcgctc 
ggagttagac ctgcaggcga caagaacctg 
gctgaaggag ctcaaggagc agctggaaca 
acagtggttg cgtgaggacg agcgtttccg 
ggaccgagcg gagcacaagg gtgagcttca 
ggatgtgcac aggctccgag gccagagctg 
ggagaagatg gcatttttca cccggcctcg 
cgtctaatcg ccagaaaagt atttcctttg 
tggctaaagt tatttatgtg gtgttatatg 
cttgttggtt tgaagatgaa ccgacttttt 
agaacaaaaa caaaacacac acacacac 



tgtccttcct tgctctgaaa gcacaacctg 960 
agacactcta gtgttcaatg aggtgttctg 1020 
gaagacctta agagtcgatg tctgtaccac 1080 
aggcgcccag atcagcctgg cggaggtctg 1140 
caaccttctc agctacaaat acttgaagaa 1200 
catggcccct gcctcagggc ctgccagcac 1260 
agcagtggag ctggagaaga ggcaggaggg 1320 
ctggaggtat gaggagacca gtgagaatga 1380 
ggaggaggag gagggagaag aggatgtttt 1440 
gtacccagca ttaaaggtgg acaaagagac 1500 
agtggtgcga cctaaggacc ggagagtggg 1560 
gagcaccatc atccgctcta agaccttctc 1620 
gctgaatcgg agtgatagtg acagctccac 1680 
ctccctggag cgacgcagcg tccggatgaa 1740 
cgagcgtctg atccgtacct cgctggacct 1800 
gcacagccaa ctgacccagg agatctcggt 1860 
agccaagagc cacggggaga aggagctgcc 1920 
cctgctgctg aggatgctgg agaagcggat 1980 
gacagacaag atgatgaggg cagctgccaa 2040 
taaggaaccc ccagaagttc agtctttcag 2100 
gatgaatatc ccagctctct ctgcagatga 2160 
ttccactgac caggctgtga acattgactg 2220 
aaggtactga gtcacaagtc ctctagtgct 2280 
agtttgggtc ctactgttgt tattaaaaac 2340 

2368 



<210> 12300 
<211> 379 
<212> PRT 

<213> Homo sapiens 



<400> 12300 



Met 


Ser Tyr Pro Ala 


Leu 


His 


Gin 


1 


5 








Thr 


Thr Asp Arg Ser 


His 


Leu 


Glu 




20 








Ser 


Leu Ala Glu Val 


Cys 


Arg 


Ser 




35 






40 


Asn 


Leu Leu Ser Tyr 


Lys 


Tyr 


Leu 




50 




55 




Pro 


Val Gly Val Met 


Ala 


Pro 


Ala 


65 




70 






Val 


Ser Ala Leu Leu 


Glu 


Gin 


Thr 




85 








Glu 


Gly Arg Ser Ser 


Thr 


Gin 


Thr 




100 








Glu 


Thr Ser Glu Asn 


Glu 


Ala 


Val 



Lys Thr Leu Arg Val Asp Val Cys 

10 15 
Glu Cys Leu Gly Gly Ala Gin Me 

25 30 
Gly Glu Arg Ser Thr Arg Trp Tyr 
45 

Lys Lys Gin Ser Arg Glu Leu Lys 
60 

Ser Gly Pro Ala Ser Thr Asp Ala 
75 80 
Ala Val Glu Leu Glu Lys Arg Gin 

90 95 
Leu Glu Asp Ser Trp Arg Tyr Glu 
105 110 
Ala Glu Glu Glu Glu Glu Glu Val 
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1 1 

1 1 u 








1 90 

1 £\J 






1 0^ 
1 zo 








^ 1 II 
U 1 u 


1 11 

u 1 U 


n 1 II 

U 1 u 


^ 1 II 
u 1 U 


ft 1 W ft 1 II 

u 1 y u 1 u 


ft 1 II 

u 1 U 


Aon \/o 1 

Asp va 1 


PhA 

rne 


TkiK* ft III 

1 nr 13 1 u 


Lys 


A 1 o 

A 1 a 


oer 


rro 




1 90 
1 








1 'iR 
\ oO 






1 AO 










Aon 


ine X 


Asp 


ft 1 \# 

u 1 y 


1 yr rro 


A 1 o 
A 1 a 


Leu Lys 


va 1 


Asp Lys 


ft 1 1 1 

13 1 U 


1 nr 


Asn 


1 nr 


1 HO 








1 RO 








i OO 








1 AO 

1 ou 


U 1 u 


1 nr 


rrO 


A 1 o 

A 1 a 


rro oer 


rro 


1 nr va i 


va 1 


Arg Pro 


Lys 


Asp 


Arg 


Arg 










1 oo 






1 70 
1 /u 








1 1^ 
\ so 




\/o 1 

va 1 


u 1 y 


1 nr 


rro 


oer u 1 n 


ft 1 \f 

u 1 y 


rro rne 


Leu 


Arg u 1 y 


O A i>" 

oer 


1 nr 


1 1 A 

1 1 e 


1 1 e 








1 PO 






1 PR 

1 oO 








1 QO 
1 ^U 






Arg 


oer 


Lys 


1 nr 


rne oer 


Pfn 

rro 


ft 1 \/ P^n 

u 1 y rro 


ft 1 n 

13 1 n 


Oav* ft 1 n 

oer u 1 n 


_ 

Tyr 


va 1 


uys 


Arg 






1 Qt; 

1 








900 






90f; 
zuo 








Leu 


Asn 


Arg 


oer 


Aon O 

Asp oer 


Asp 


oer oer 


1 nr 


Leu Ser 


Lys 


Lys 


P^n 

rro 


D>^n 

rro 




91 n 








91 ^ 






990 
ZZU 










rne 


va 1 


Arg 


Asn 


Ser Leu 


ft 1 1 1 
U 1 U 


Arg Arg 


oer 


va 1 Arg 


Mex 


Lys 


Arg 


rro 










910 








zoo 








9AO 

z*+u 


ocr 


ocr 


va 1 


Lys 


Ser Leu 


Arg 


Oa** ft I ■ ■ 

oer u 1 u 


Arg 


Leu 1 1 e 


Arg 


1 nr 


oer 


Leu 
















9t;o 
zou 








zoo 




Asp 


Leu 


U 1 u 


Leu 


Asp Leu 


ft 1 n 

u 1 n 


A 1 o TKr- 

A 1 a 1 nr 


Arg 


TKk" T^n 

inr 1 rp 


U 1 o 

n 1 s 


oer 


ft 1 n 

13 1 n 


Leu 








9fiO 






zoo 








970 

z /u 






1 nr 


u 1 n 


U 1 u 


1 1 A 

1 1 e 


oer va i 


Leu 


Lys la 1 u 


Leu 


Lys i3 1 u 


ft 1 n 

13 1 n 


Leu 


ft 1 1 1 

U 1 u 


ft 1 n 

i3 1 n 






z /o 








9PO 

zou 






zoo 








A 1 o 

A 1 a 


Lys 


oer 


n 1 S 


ft 1 \/ ft 1 1 1 
u 1 y 13 1 u 


Lys 


ft 1 1 ■ 1 At I 

13 lu Leu 


rro 


13 1 n 1 rp 


Leu 


Arg 


13 1 U 


Asp 




900 








9Qfi 

z.^o 






'^OO 
oUU 










Glu 


Arg 


Phe 


Arg 


Leu Leu 


Leu 


Arg Met 


Leu 


Glu Lys 


Arg 


Met 


Asp 


Arg 


305 








310 








315 








320 


Ala 


Glu 


His 


Lys 


Gly Glu 


Leu 


Gin Thr 


Asp 


Lys Met 


Met 


Arg 


Ala 


Ala 










325 






330 








335 




Ala 


Lys 


Asp 


Va! 


His Arg 


Leu 


Arg Gly 


Gin 


Ser Cys 


Lys 


Glu 


Pro 


Pro 








340 






345 








350 






Glu 


Va! 


Gin 


Ser 


Phe Arg 


Glu 


Lys Met 


Ala 


Phe Phe 


Thr 


Arg 


Pro 


Arg 






355 








360 






365 








Met 


Asn 


1 le 


Pro 


Ala Leu 


Ser 


Ala Asp 


Asp 


Val 











370 375 



<210> 12301 
<211> 3151 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (377). . (1798) 
<400> 12301 

gtgaggccgt cgtogocgca cgggctggtt ggggotgtgt ctgtgggagg cgccggggtg 60 
atggcggtgg agactctgtc cccggactgg gagtttgacc gogttgaoga cggctogcag 120 
aaaattcatg ccgaagtcca acttaagaat tatgggaaat ttcttgagga gtatacctct 180 
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caactgagaa gaattgagga cgctctggat 
cttgatccta tagcattaaa gcttttgcct 
aagactgaaa acaaggtctt aaacaaagtc 
atcaagaaat taaaatatga ggctgaaact 
gaaggagcta cagatgccag catggtggaa 
atttcattct tacaggaact gtcttgcttt 
ccagttggct gccctctata tcagtaacaa 
agttcatttt cagactatgt atgagcactt 
ggatgaaatt attgataatc atatcacact 
actgaaatct gtccatcaca atccttcaaa 
atttgaaaag ttcttgctga agctagaagg 
ctgtatagaa caacaatttg attctctcaa 
ttttgctgag gaatttgcac atagtattca 
tggagaacct tctgaaattg accagagaga 
attgcacttt cagatttttc gaactattga 
ttgtaagaag gtaccagcca tcactctaac 
tctgatccag aaaataccag cagctgccaa 
taaaatacac agggatactt ttctacaaca 
gtcttactac gtctttgtga gctcatggat 
gcagagaatg gataaatttg ctgaggatct 
cttcttgtat gcatatagta ttagtgccat 
catgcaaaag ccaatgacca aaacctcagt 
caaggcaata gagcatatgt tctacaggag 
tataacacag caccttcaac atcagtctct 
gatttctgac aaaaaataca gcgaacagcg 
tgaaaacact ctaaatggac caagcacaaa 
aagtgttggc acacaaatga aaaaacattt 
gtcatgaaaa aactggatct tattagtgaa 
tgttgttttt tatactggca tcgagctgtc 
aatgctgttg atgcagccag attacattac 
gctatgatgc atgcaaggca tttagagtcc 
gaaattatgg aaattttaaa tgagcatttg 
gatctgcgac tttctgtgca tactcattta 
ggcatgaaag acctggctct ttttttctct 
attgacattc gggcttacgt aactcactac 
gtagcccttc atgactgggc cacttatagt 
ggactggtta tgacagaggc acatcttccc 
ttagaaatta tgagaaacat tcatatattt 
cagattttta ttgaacgaac aagcaataac 
attgctaatt caattcgaac acatggcacg 
taccagtttt tgaaaaagaa gttctatata 
aaatccagat tgattaaaga tattcgattt 
aagtatcctt ttgatagagc agaaaaattc 
cctgagggac agagctacct tgatcaattc 
atgggctatg tacgaatgat aagatctggt 
tttgttcctg atcttgaaga tattgtaaat 
gcagaagaaa cattaaaagc agcaaggcat 
aattctgccg aaggcacaga atatttcaaa 



gactcaattg gagatgtttg ggatttcaat 240 
tatgaacagt cctctctttt ggaactcata 300 
atcactgttt atgctgcact ttgttgtgaa 360 
aaattttaca atggtctctt gttttatgga 420 
ggtgattgcc aaattcaaat ggggagattt 480 
gttacatgaa gtggtgatga acgtagtcca 540 
gattgcaccc aaaattatag agacaactgg 600 
gggagaactg ctaacagttt tgctcaccct 660 
gaaagaccac tggactatgt acaaaaggtt 720 
atttggaatt caggaagaaa aattaaagcc 780 
gcaattactg gatggaatga tattccaggc 840 
tggaggagta tctgtgtcaa aaaatagtac 900 
gtcaattttt gcaaatgtag aagccaaact 960 
caagtatgtt ggaatttgtg gactctttgt 1020 
taaaaagttt tataagtctt tattggacat 1080 
tgctaatatt atttggtttc ctgataattt 1140 
actgctagac agaaaaagtc ttcaagccat 1200 
gaaagctcaa tcacttacca aagatgtaca 1260 
gatgaaaatg gaatctattt tgtctaaaga 1320 
caccaataga tgtaatgttt ttatacaggg 1380 
tattaaaacc acaatgaatc tctacatgtc 1440 
taaggcattg tgcaggcttg ttgaacttct 1500 
aagcatggtt gtggctgatt cagtttcaca 1560 
tcattctatt tctgtggcca agaaaagagt 1620 
tcttgatgtg ctctctgctc tagttttggc 1680 
gcaacggcga cttattgttt ctttggcact 1740 
aaagatgaag aactctttcc acttcaagta 1800 
cttagagaac gagtccaaac acaatgtgac 1860 
ttcccaattt atttagatga tgtatatgaa 1920 
atgttcagtg ctttgcgcga ctgtgtacct 1980 
tatgagatac ttctggattg ctatgacaag 2040 
ctggacaaat tatgcaaaga aatagagaaa 2100 
aagctggatg accgaaaccc tttcaaagtt 2160 
ctgaatccaa ttcggttttt caatcgtttc 2220 
ctagacaaga ctttctacaa tctaacaact 2280 
gagatgagaa acttagctaa tcagcgttat 2340 
agtcagactt tggaacaggg ccttgatgtt 2400 
gtgtcccgat acctctataa tctcaacaat 2460 
aagcatttga atactattaa tattcggcat 2520 
ggaattatga atacaactgt taatttcacc 2580 
tttagccaat ttatgtatga tgaacacatc 2640 
ttcagggaaa ttaaggacca aaatgatcat 2700 
aatcgaggca tcagaaaact tggaataaca 2760 
aggcaactca tcagccagat tggtaatgct 2820 
ggtcttcatt gtagcagcaa tgccattaga 2880 
tttgaagaac tagtaaaaga agaaggtctt 2940 
ttggattcag tcctcagtga tcacacacga 3000 
atgcttgtag acgtttttgc tccagaattt 3060 
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cgaaggccaa agaatataca tctccgaaat ttctatataa ttgttccccc tctgaccctc 3120 
aactttgtag agcattccat tagttgcaag g 3151 



<210> 12302 
<211> 474 
<212> PRT 

<213> Homo sapiens 



<400> 12302 










me L 


Arg 


1 Ai ■ 1 1 Ai 1 Aon 

Leu Lys Leu Asn 


r I ic 


Thr 
1 III 


Met Val Ser Cys 


Phe Met Glu Lys 


1 

1 




c 
o 






10 


15 


1 II 
u 1 U 


Leu 


u 1 n nie L rr O /\ 1 a 


Trn 
1 rp 


Trn 
1 rp 


Lys Val lie Ala 


Lys Phe Lys Trp 












25 


30 


u 1 y 


Asp 


1 All PI^A Mio 

Leu rne n i s oer 


1 yr 


A r*cr 


Asn Cys Leu Ala 


Leu Leu His Glu 














45 


va 1 


va 1 


Ma4- Aon \/o 1 \/o 1 

ivie L Asn va i va i 


H i Q 
n 1 o 


U 1 1 1 


Leu Ala Ala Leu 


Tyr 1 le Ser Asn 




OKI 




oo 




60 




Lys 


1 1 o 

1 1 e 


A 1 a rr o Lys I i e 


1 1 e 


U 1 u 


Thr Thr Gly Val 


His Phe Gin Thr 


DO 










75 


80 


me X 


lyr 


u 1 u n 1 s Leu u 1 y 


Hill 




Leu Thr Val Leu 


Leu Thr Leu Asp 






OD 






90 


95 


1 II 
u 1 u 


1 1 o 

1 1 e 
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1 1 e Asp Asn n i s 


1 Ia 
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Thr 
1 III 


Leu Lys Asp His 


Trp Thr Met Tyr 






1 on 






105 


110 


Lys 


Arg 


1 Al 1 1 Al 1 1 \f O O ^ 

Leu Leu Lys oer 


1 

V a 1 


Hi Q 
n 1 o 


H 1 s Asn Pro Ser Lys Phe Gly Me 






1 1 o 




1 9n 
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u 1 n 


^ 1 1 1 

u 1 u 


^ 1 1 1 1 %#o 1 Al 1 1 %#o 

u 1 u Lys Leu Lys 


Prn 
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r 1 ic 


Glu Lys Phe Leu 


Leu Lys Leu Glu 
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1 m 
1 OO 




140 




la 1 y 


u 1 n 


Leu Leu Asp u 1 y 


Mpt 


1 1 p 


Phe Gin Ala Cys 


1 le Glu Gin Gin 


145 




150 






155 


160 


Phe 


Asp 


Ser Leu Asn Gly 


Gly 


Val 


Ser Val Ser Lys Asn Ser Thr Phe 






165 






170 


175 


Ala 


Glu 


Glu Phe Ala His 


Ser 


1 le 


Gin Ser Me Phe 


Ala Asn Val Glu 






180 






185 


190 


Ala 


Lys 


Leu Gly Glu Pro 


Ser 


Glu 


1 1 e Asp G 1 n Arg Asp Lys Tyr Va 1 






195 




200 




205 


Gly 


1 le 


Cys Gly Leu Phe 


Val 


Leu 


His Phe Gin 1 le 


Phe Arg Thr 1 1 e 




210 




215 




220 




Asp 


Lys 


Lys Phe Tyr Lys 


Ser 


Leu 


Leu Asp 1 1 e Cys Lys Lys Va 1 Pro 


225 




230 
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240 


Ala 


1 le 


Thr Leu Thr Ala 


Asn 


1 le 


1 le Trp Phe Pro Asp Asn Phe Leu 
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250 
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1 le 


Gin 


Lys Me Pro A 1 a 


Ala 


Ala 


Lys Leu Leu Asp Arg Lys Ser Leu 






260 






265 


270 


Gin 


Ala 


1 le Lys 1 le His 


Arg 


Asp 


Thr Phe Leu Gin 


Gin Lys Ala Gin 
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280 




285 


Ser 


Leu 


Thr Lys Asp Val 


Gin 


Ser 


Tyr Tyr Val Phe 


Val Ser Ser Trp 




290 




295 




300 
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u 1 u 
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ooO 
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A 1 o 
A 1 a 
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oer 


A 1 O 1 1 A 
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1 1 A 

1 1 e 
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1 nr 
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OOU 






lyr 


nicX 


oer 


me L 


^ 1 n 

u 1 n 


Lys 


rro 


me L 1 nr 
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va 1 


Lys 


A 1 o 

A 1 a 


Leu 
































Ai g 


Leu 


Ma 1 
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^ 1 1 1 
U 1 u 


Leu 


Leu 


1 wo A 1 o 
Lys A 1 a 


1 1 A 
1 1 e 


u 1 u n 1 s 


mex 


Pho 

rne 


lyr 
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o /U 










o /O 
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ooU 
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ocr 


nie L 


Vo 1 
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\/9 1 
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Aon 
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Cor- Met 1 

oer va i 
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M i o Mo 
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1 nr 


u 1 n 


M i o 

n 1 s 
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Gin 


His 


Gin 


Ser 


Leu 


His 


Ser 


1 le Ser 


Val 


Ala Lys 


Lys 


Arg 


Val 


1 le 










405 








410 








415 




Ser 


Asp 


Lys 


Lys 


Tyr 


Ser 


Glu 


Gin Arg 


Leu 


Asp Val 


Leu 


Ser 


Ala 


Leu 








420 








425 








430 






Val 


Leu 


Ala 


Glu 


Asn 


Thr 


Leu 


Asn Gly 


Pro 


Ser Thr 


Lys 


Gin 


Arg 


Arg 






435 










440 






445 








Leu 


1 le 


Val 


Ser 


Leu 


Ala 


Leu 


Ser Val 


Gly 


Thr Gin 


Met 


Lys 


Lys 


His 




450 










455 






460 










Leu 


Lys 


Met 


Lys 


Asn 


Ser 


Phe 


His Phe 


Lys 













465 470 



<210> 12303 
<211> 2747 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (4) . . (2709) 

<400> 12303 

aatatgtatc gtctccctgo cacccaggag gtggtgacgc agctgcagag ccagatcttg 60 
gagotgoagg gggagctgaa ggagtttaaa acttgtaata agoaacttca coaaaagtta 120 
attotggctg aggcagtgat ggaggggagg ccaacgcccg acaaaacgtt gctgaatgac 180 
tctgagattt gcccacctga tgaccttgcc agcttgccat catgcaaaga aaatcctgaa 240 
gatgttctga gcccaactto agtagctact tacctgagtt coaagagtca gccttctgct 300 
aaagtcagtg tgatggggac tgatcagtca gagagcatta atacctcaaa tgagacagaa 360 
tacttaaaac agaaaatcca tgacttggaa actgagctgg aaggctacca gaatttcata 420 
tttcagottc aaaagcactc ccagtgcagt gaggccataa ttaoagtttt gtgtgggaca 480 
gaaggggccc aggatggctt gagcaagccc aagaatggtt ctgatgggga agaaatgacc 540 
ttttcaagtt tgcaccaagt gcgatatgtg aaacacgtga aaatcctcgg tccgctggcc 600 
ccagagatga ttgacagcag ggtgctggag aacctcaaac agoagctgga ggaacaggaa 660 
tacaagctgo agaaggagca gaatttgaac atgcaacttt tcagtgagat coataatctg 720 
cagaataagt toagagatot ctcacctccc agatacgatt oattagttca gtcocaagoo 780 
agggagctct cccttcaaog goagcagatt aaggatggcc atggcatctg tgtcatctcc 840 
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cgtcaacaca tgaacaccat gattaaggca 
gattactgtg tggccgaggg tttccaggaa 
aaattggaaa agctatttct caacggaaaa 
gaactgatgg agaggattga ggaagacaac 
cctgagcctt cagcctctca tgcgctctct 
tcacgagacc agaagcaaga taatgagaca 
tctcaagact tactaatgga acacatacag 
gaatctatta aaacaaatga gaagctacgg 
gttcaaggtt ctacaagcat ttttgcttct 
gaaattcatt tcttgaggaa gcggaaccag 
agagataaac agaaggagaa tgacaaatta 
ctggagcacc ttcagcggga gtatgccagc 
gaaggcagcg agaaggagag acacaaccag 
caggagctga gcagggtgca ggaggagctg 
gacaagctat tgcagtctct ccgagtggag 
cacaggagac tgagagaggc gtcgggagaa 
ctgcacagcc tcctgatgga gatccaggct 
accagcagca ctctgcagag caggctcaag 
caggaaggag ccctcactct ggctgtccaa 
cctgacaaac acgatggtga caaatatccc 
gattcctccc aggcagtgac accaaaatca 
gacacggact ccctctcctg cgacagtggc 
cgcctggtca ctggccacca cctgtgggcc 
attgaggact atgaggccct gctcaaacag 
atggacattc aaacccaaga ggctcccagc 
ccacacccag caccactgag caagtttgtg 
gaagaggcct acaggcggct gaagcttctc 
tgcccccttc actgtgagca gattggagaa 
aaattgtttg aacaagaaaa gaggttgcaa 
cgccaggaaa aagtcatctt tgatcagttg 
agaggaaacc tggagcttag gcctggggga 
ccaggctcct gagaagaact ttcagccaat 



tttgaggagt tgctgcaggc cagtgatgtg 900 
cagctgaatc aatgtgctga gctgctggag 960 
tcagttggag tggaaatgaa cacccagaat 1020 
ttaacctacc aacatcttct gcctgaatct 1080 
gattatgaaa catctgaaaa gtccttcttc 1140 
gagaagactt cagttatggt gaacagtttt 1 200 
gaaattcgaa ctttgagaaa gcgtttagaa 1260 
aaacagttgg aacggcaagg atctgaattt 1320 
ggttcagagc ttcatagttc tctaacatca 1380 
gccctcaatg caatgctcat taaaggatcc 1440 
cgagagtccc tctccaggaa gaccgtgagc 1500 
gtgaaggaag aaaatgaaag gctgcagaaa 1560 
cagctgatcc aggaggtccg ctgcagcggc 1620 
aagttgaggc agcagctgct ctcacagaat 1680 
ctgaaggcgt atgagaagct ggatgaagag 1740 
ggctggaagg ggcaggatcc tttcagggac 1800 
ctgcgcttgc aactagaaag gagcatcgaa 1860 
gaacagctgg caaggggggc agagaaggca 1920 
gccgtgtcca tccctgaggt gccccttcag 1980 
atggaaagtg ataattcatt tgatctgttt 2040 
gtttcagaga ctcctccact ctctgggaat 2100 
agttcggcaa ctagcactcc gtgtgtgtcc 2160 
agcaagaatg gccgccatgt cctgggcctg 2220 
atcagccagg gacagaggct ccttgctgaa 2280 
tccacaagtc aagagctggg aacaaagggt 2340 
agcagtgtga gcacggccaa gctgaccctg 2400 
tggagagtct cactccccga ggatggccag 2460 
atgaaggcag aggtcaccaa actacataaa 2520 
aacaccatga agcttttgca gctgagcaag 2580 
gtcgtaaccc acaaaatcct tcggaaggcc 2640 
gcccatccag gaacatgcag tcccagcaga 2700 
aaagcttgtg cttcccc 2747 



<210> 12304 
<211> 902 
<212> PRT 

<213> Homo sapiens 
<400> 12304 

Met Tyr Arg Leu Pro Ala Thr Gin Glu Val Val Thr Gin Leu Gin Ser 

15 10 15 

Gin Me Leu Glu Leu Gin Gly Glu Leu Lys Glu Phe Lys Thr Cys Asn 

20 25 30 

Lys Gin Leu His Gin Lys Leu lie Leu Ala Glu Ala Val Met Glu Gly 

35 40 45 

Arg Pro Thr Pro Asp Lys Thr Leu Leu Asn Asp Ser Glu Me Cys Pro 
50 55 60 
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<210> 12305 
<211> 3024 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (334) . . (2655) 
<400> 12305 

oaagttgtgg aagcccttgg gtootctota gagaatccag aaccccgaac tcgggoacga 60 
ggaatccagc ttttgtcaca ggtgctactc cactgtcaca ccttgctcct ggagaaggaa 120 
gtggtacacc tgatactgtt ctatgagaac cggctgaagg accatcatct tgtgatccca 180 
tctgtcctgc agggtttgaa ggcacttago ctgtgtgtgg ccctgccoco agggctggct 240 
gtttctgtgc ttaaagccat cttccaggaa gtgcatgtac agtccctgcc acaggtggac 300 
cgacaoaoag totaoaatat oatcaccaat tttatgcgaa coogggaaga agagctaaag 360 
agoctaggag ctgacttcac ctttggcttc atccaggtga tggatgggga aaaggatccc 420 
cgtaatcttc tggtggcctt ccgcatcgto catgacctca tctccaggga ctatagcctg 480 
ggaooctttg tggaggagtt gtttgaagtg acatcctgtt atttccotat cgattttaco 540 
cctccaccta atgatcccca tggtatccag agagaagacc tcatcctgag tcttcgcgct 600 
gtgctggctt ctacaccacg atttgotgag tttctgctgc ccctgttgat tgagaaagtg 660 
gattctgagg ttctgagtgc caagttggat tctctacaga ototgaatgo ttgctgtgct 720 
gtgtatggac agaaggaact gaaggacttc ctccccagcc tttgggcttc tatccgcaga 780 
gagagcagcc agcggcggac aatcottgaa atgctcotgg gtttottgaa gctgcagoag 840 
aaatggagct atgaagacaa agatcaaagg cctctgaatg gcttcaagga coagotgtgG 900 
tcactggtat tcatggctct aacagacccc agcacccagc ttcagcttgt tggcatccgt 960 
acactgacag tcttgggtgc coagccagat ctcctatott atgaggactt ggagctggca 1020 
gtgggtcacc tgtacagact gagcttcctg aaggaggatt oocagagttg cagggtggca 1080 
goaotggaag catcaggaac cctggctgct ototacoctg tggcottcag cagooaccto 1140 
gtacccaagc tcgctgagga gctgcgtgta ggggagtcaa atttgactaa cggagatgag 1200 
cccacccaat gctcccggca tctgtgctgt ctgcaagcct tgtcagctgt atcaacacat 1260 
cccagcatcg toaaggagac actgcctctg ctgctgcagc atctctggca agtgaaoaga 1320 
gggaatatgg ttgcacaato cagtgacgtt attgctgtct gtcagagcct cagacagatg 1380 
gcagaaaaat gtcagcagga ooctgagagt tgctggtatt tooacoagao agotataoct 1440 
tgcctgcttg ccttggctgt gcaggcctct atgccagaga aggggccctc agttctgaga 1500 
aaagtactat tggaggatga ggtgttggct gccatggtgt ctgtcattgg cactgctaca 1560 
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acccacctga gccctgagtt agctgcccag agtgtgacac acattgtgcc cctcttcttg 1620 
gatggcaacg tgtcctttct gcctgaaaac agcttcccga gcagattcca gccattccag 1680 
gatggctcct cagggcagag gcggctgatt gcactgctta tggcctttgt ctgctccctg 1740 
cctcgaaatg tggaaatccc tcagctgaac caactcatgc gggagctttt ggaactgagc 1800 
tgctgccaca gctgcccctt ttcttccacc gctgctgcca agtgctttgc aggactcctc 1860 
aacaagcacc ctgcagggca gcagctggat gaattcctac agctagctgt ggacaaagtg 1920 
gaggctggcc tggactctgg gccctgtcgt agtcaggcct tcactcttct tctctgggta 1980 
acaaaggccc tagtgctcag ataccatcct ctcagctcct gccttacagc ccggctcatg 2040 
ggcctcctga gtgacccaga attaggtcca gcagcagctg atggcttctc tctgctcatg 2100 
tctgactgca ctgatgtgct gactcgtgct ggccatgccg aagtgcggat catgttccgc 2160 
cagcggttct tcacagataa tgtgcctgct ttggtccagg gcttccatgc tgctccccaa 2220 
gatgtgaagc caaactactt gaagggtctt tctcatgtac ttaacaggct gcccaagcct 2280 
gtactcttgc cagagctgcc cacgcttctt tccttgctgc tggaggccct gtcctgccct 2340 
gactgtgtgg tgcagctctc caccctcagc tgccttcagc ctcttctact ggaagcaccc 2400 
caagtcatga gtcttcacgt ggacaccctc gtcaccaagt ttctgaacct cagctctagc 2460 
ccttccatgg ctgtccggat cgccgcactg cagtgcatgc atgctctcac tcgcctgcce 2520 
acccctgtgc tgctgccgta caaaccacag gtgattcggg ccttagccaa acccctggat 2580 
gacaagaaga gactggtgcg caaggaagca gtgtcagcca gaggggagtg gtttctgttg 2640 
gggagccctg gcagctgagc cctcagtcct ggcctagact gttctgacaa tctaacctgg 2700 
gattactaac tgttgagcca tcttccccaa agcagggaaa ccactggtct ctgactgcct 2760 
ttcccacaga cacagcacaa atgctaggcc tctgttgcat ggctgtacaa agaacataag 2820 
agtccatatt tctagtggat ttgtaaaata agtgtgtgtg agacacttgc gtttgaagaa 2880 
agatctaggg tcctgggtct cttgcattta tatgtcagaa aaggggcgat atgctgctga 2940 
ggggtgagtg catatgagtg tggccctgag gaccagggct ggcagatgtt gtctacctgc 3000 
tgaagaataa agatttcttt tggt 3024 

<210> 12306 
<211> 774 
<212> PRT 

<213> Homo sapiens 
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115 120 125 

Ala Val Tyr Gly Gin Lys Glu Leu Lys Asp Phe Leu Pro Ser Leu Trp 

130 135 140 

Ala Ser Me Arg Arg Glu Ser Ser Gin Arg Arg Thr Me Leu Glu Met 
145 150 155 160 

Leu Leu Gly Phe Leu Lys Leu Gin Gin Lys Trp Ser Tyr Glu Asp Lys 

165 170 175 

Asp Gin Arg Pro Leu Asn Gly Phe Lys Asp Gin Leu Cys Ser Leu Val 

180 185 190 

Phe Met A I a Leu Thr Asp Pro Ser Thr G I n Leu G I n Leu Va I Gly Me 

195 200 205 

Arg Thr Leu Thr Val Leu Gly Ala Gin Pro Asp Leu Leu Ser Tyr Glu 

210 215 220 

Asp Leu Glu Leu Ala Val Gly His Leu Tyr Arg Leu Ser Phe Leu Lys 
225 230 235 240 

Glu Asp Ser Gin Ser Cys Arg Val Ala Ala Leu Glu Ala Ser Gly Thr 

245 250 255 

Leu Ala Ala Leu Tyr Pro Val Ala Phe Ser Ser His Leu Val Pro Lys 

260 265 270 

Leu Ala Glu Glu Leu Arg Val Gly Glu Ser Asn Leu Thr Asn Gly Asp 

275 280 285 

Glu Pro Thr Gin Cys Ser Arg His Leu Cys Cys Leu Gin Ala Leu Ser 

290 295 300 

Ala Val Ser Thr His Pro Ser Me Val Lys Glu Thr Leu Pro Leu Leu 
305 310 315 320 

Leu Gin His Leu Trp Gin Val Asn Arg Gly Asn Met Val Ala Gin Ser 

325 330 335 

Ser Asp Val Me Ala Val Cys Gin Ser Leu Arg Gin Met Ala Glu Lys 

340 345 350 

Cys Gin Gin Asp Pro Glu Ser Cys Trp Tyr Phe His Gin Thr Ala Me 

355 360 365 

Pro Cys Leu Leu Ala Leu Ala Val Gin Ala Ser Met Pro Glu Lys Gly 

370 375 380 

Pro Ser Val Leu Arg Lys Val Leu Leu Glu Asp Glu Val Leu Ala Ala 
385 390 395 400 

Met Val Ser Val I le Gly Thr Ala Thr Thr His Leu Ser Pro Glu Leu 

405 410 415 

Ala Ala Gin Ser Val Thr His Me Val Pro Leu Phe Leu Asp Gly Asn 

420 425 430 

Val Ser Phe Leu Pro Glu Asn Ser Phe Pro Ser Arg Phe Gin Pro Phe 

435 440 445 

Gin Asp Gly Ser Ser Gly Gin Arg Arg Leu Me Ala Leu Leu Met Ala 

450 455 460 

Phe Val Cys Ser Leu Pro Arg Asn Val Glu Me Pro Gin Leu Asn Gin 
465 470 475 480 

Leu Met Arg Glu Leu Leu Glu Leu Ser Cys Cys His Ser Cys Pro Phe 

485 490 495 

Ser Ser Thr Ala Ala Ala Lys Cys Phe Ala Gly Leu Leu Asn Lys His 



